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Table S1. Number of sequences analyzed, observed diversity richness (OTUs), estimated OTU 
richness (Chao1), diversity index (Shannon and Simpson), and estimated sample coverage for 16S 
rRNA libraries of the different samples. H1~H3 stand for the intestinal samples of the healthy fish, 
and D1~D6 stand for the intestinal samples of the diseased fish, and W1, W2 for the water sample 
of Diseased and healthy ponds, respectively. 

Sample OTU Shannon Simpson Chao1 Coverage (%) 
H1 215 2.15 0.24 223 99.96 
H2 276 1.09 0.69 293 99.90 
H3 171 1.37 0.51 196 99.88 
D1 46 0.03 0.99 58 99.94 
D2 65 0.09 0.98 88 99.92 
D3 53 0.17 0.95 65 99.94 
D4 43 0.04 0.99 84 99.91 
D5 41 0.03 0.99 52 99.94 
D6 49 0.04 099 72 99.93 
W1 477 4.16 0.03 550 99.69 
W2 466 4.22 0.03 529 99.75 



 

 
Figure S1. Rarefaction analyses of OTUs clustered at 97% sequence identity of all samples: (A) 
Shannon curves on OTU level of the intestinal and water sample; (B) Rarefaction curves on OTU 
level of the intestinal and water sample. 
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Figure S2. The Venn diagram showing the numbers of OTUs that were shared and unique in the 
gut communities (97% sequence identity); Healthy and Diseased represent the intestinal samples of 
healthy and diseased fish. 


