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+Download and install R +Import data
+Save data as .csv file with two +Load R functions by running cutoff
columns: “id” and “data” algorithm script

“Note any attributes of the data that may be a barrier to either mixture
modeling generally or using specific distributions. Examples of potential
barriers include extreme outliers or a small sample size.

*Decide which level of indeterminate range that will be used.

*Run the fitioops function to determine the optimal distribution and number
of si BIC (a i i i

+The model output in the R console will state which is the best model by
BIC via a statement such as: "The best model by BIC is Skew-normal with
2 components.”

Use the function to pick the of distribution and
number of components that will be used to determine a cutoff.

Unless an a priori decision was made to the contrary, the model that is

best by BIC should be used.
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Figure S1. Step-by step guide to mixture modelling algorithms.
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“Use the cutfoff function to set the placement of the cutoff between
components, as well as the level of certainty of the indeterminate range.
+The results can be visualized using the culdistgraph and cutuncertgraph

functions, and exported using the summaryout function.
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*Using prior decisions, report on results, potentially using the raw cutoff or
the indeterminate range if there was more than one subpopulation.




