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Table S1. Aptamer–protein interaction profiles. 

 

Aptamer Protein No. of hydrophobic 

interactions 

No. of hydrogen bonds Total no. of interactions 

AP1 HylX 2 13 15 

AP1 LIC12575 0 12 12 

AP1 LIC20151 4 10 14 

AP1 LigA 0 18 18 

AP1 LipL21 0 12 12 

AP1 LipL32 1 23 24* 

AP1 LipL41 1 13 14 

AP1 LipL71 2 20 22* 

AP1 Loa22 3 10 13 

AP1 OmpL1 1 10 11 

AP1 Smc 3 12 15 

Total 17 153 170 

AP3 HylX 3 10 13 

AP3 LIC12575 1 9 10 

AP3 LIC20151 1 17 18 

AP3 LigA 3 16 19 
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AP3 LipL21 0 6 6 

AP3 LipL32 0 8 8 

AP3 LipL41 3 9 12 

AP3 LipL71 1 12 13 

AP3 Loa22 3 22 25* 

AP3 OmpL1 1 17 18* 

AP3 Smc 1 16 17 

Total 17 142 159 

AP5 HylX 3 13 16 

AP5 LIC12575 1 16 17 

AP5 LIC20151 3 19 22 

AP5 LigA 2 12 14 

AP5 LipL21 2 11 13 

AP5 LipL32 0 16 16 

AP5 LipL41 1 16 17* 

AP5 LipL71 0 12 12 

AP5 Loa22 3 14 17 

AP5 OmpL1 3 6 9 

AP5 Smc 2 17 19 

Total 20 152 172 

AP10 HylX 2 12 14 

AP10 LIC12575 0 13 13 

AP10 LIC20151 3 1 4 

AP10 LigA 1 15 16 

AP10 LipL21 3 8 11 

AP10 LipL32 2 17 19 
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AP10 LipL41 2 13 15 

AP10 LipL71 0 19 19 

AP10 Loa22 2 9 11 

AP10 OmpL1 3 11 14 

AP10 Smc 2 17 19* 

Total 20 135 155 

*Highest number of interacting residues for each protein. 

 

 


