Table S1: Bacterial strains, plasmids and oligonucleotides used in this study. 
	Strain or plasmid
	Description
	Reference

	Strains

	P. diazotrophica
	
	[27]

	LMG26031
	Wild type
	

	P. phymatum
	
	

	STM815
	Wild type 
	[5,21]

	STM815-rpoNPp
	rpoNPp::pSHAFT2 mutant of STM815; CmR
	[25]

	STM815-rpoNPp, pBBR2-rpoN
	rpoNPp::pSHAFT2 mutant of STM815 with pBBR1MCS-2 containing Bphy_0326; CmR, KmR
	[25]

	STM815, p5978
	pPROBE-NT::pBphy_5978; KmR
	This paper

	STM815-rpoN, p5978
	pSHAFT2::Bphy_0326 mutant of STM815 with pPROBE-NT::pBphy_5978; CmR , KmR
	This paper

	STM815, p6115
	pPROBE-NT::pBphy_6115; KmR
	This paper

	STM815-rpoN, p6115
	pSHAFT2::Bphy_0326 mutant of STM815 with pPROBE-NT::pBphy_6115; CmR , KmR
	This paper

	Plasmids

	pPROBE-NT
	Broad-host-range promoter-probe vector; KmR
	[bookmark: _GoBack][29]

	pPROBE-NT::p5978
	pPROBE-NT containing the promotor of Bphy_5978 fused to gfp; KmR
	This study

	pPROBE-NT::p6115
	pPROBE-NT containing the promotor of Bphy_6115 fused to gfp; KmR
	This study

	Oligonucleotides
	Sequence1
	Source

	Promoter fusion

	pSHAFTseqFor
	CTTCAGCTGATGTGTGATAACATACT
	K. Agnoli unpublished

	Km_F
	CTATGAAAGGTTGGGCTTCG
	[26]

	Bphy_5978_Promotor_F_HindIII
	GCGCAAGCTTTCTGCATGTTTTCTGCAG
	This study

	Bphy_5978_Promotor_R_BamHI
	GCGCGGATCCAAACCTCTCCGGAAAAGCAC
	This study

	p6115_Sal1_For
	TTTGTCGACGCGCGGGTCGCGGGCGAT
	This study

	p6115_EcoR1_Rev
	TTTGAATTCCGTCATGAGTTTCTTCCA
	This study

	pCO13-R3
	TCACCTTCACCCTCTCCACT
	[30]

	Bphy_7808_nifH_F1
	GATCCAAAGGCTGACTCGAC
	This study

	Bphy_7808_nifH_R1
	GCAAGCTCCAGTTCCTTGTC
	This study

	rpoD_F
	CAATGCTCCGTTGCTGAATA
	This study

	rpoD_R
	TTCATCTTCGTCATCGTCCA
	This study


1Underlined nucleotides indicate a restriction site.
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