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Message from the Guest Editor

Dear Colleagues,

Cancer survival rates and successful organ transplantation
in patients continues to increase due to improvements in
early diagnosis and treatments. Since immuno-suppressive
therapies are frequently used, the mortality rate due to
secondary infections has become an ever-increasing
problem. In recent years, a considerable effort has been
devoted to investigating the role of many virulence traits in
the pathogenic outcome of fungal infections. New
virulence factors have been reported and their molecular
mechanisms of action are being thoroughly investigated.
The recent application of gene-editing technologies has
opened a whole new window to the discovery of new
fungal virulence factors. Accurate fungal genotyping, Next
Generation Sequencing and RNAseq approaches will
undoubtedly provide new clues to interpret the plethora of
molecular interactions controlling these complex systems.
Unraveling their intimate regulatory details will provide
insights for a more target-focused search or a rational
design of more specific antifungal agents.
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Message from the Editor-in-Chief

Genes are central to our understanding of biology, and
modern advances such as genomics and genome editing
have maintained genetics as a vibrant, diverse and
fastmoving field. There is a need for good quality, open
access journals in this area, and the Genes team aims to
provide expert manuscript handling, serious peer review,
and rapid publication across the whole discipline of
genetics. Starting in 2010, the journal is now well
established and recognised.

Why not consider Genes for your next genetics paper?
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