Figure supplementary S1. Sample characteristics and inclusion criteria of
the analysis

10,018 respiratory samples from 5,171 paediatric patients (0-18 years old)
Test used: Allplex Respiratory Panel Assays
Hospital: Bambino Gesu’ Children Hospital in Rome
Data: from January 1, 2022, to June 30, 2023

3,957 6,061
negative samples positive samples

?Inclusion criteria*

3,525 respiratory samples (one for each patient analyzed)
Test used: multiplex respiratory panel test and
a SARS-CoV-2 test (within 72 h)

? Information regarding the type of ARI

1,011 patients
Diagnosis: Acute Respiratory Infections (ARI)

633 samples from children 378 samples from children
who had a lower respiratory who had a upper respiratory
tract infections tract infections

*Patients with a multiplex respiratory panel test and a SARS-CoV-2 test within 72 hours. If a
patient had multiple respiratory samples, we retrospectively selected the first one that in most
cases matched the one performed at the time of hospital admission (inpatient and outpatient).

Respiratory specimens belonging to the same patient with a time distance >30 days were
considered as a new case.



Figure supplementary S2. Distribution of community respiratory viruses from January 2022 to

June 2023.
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2022 2023
Jan Febr March April May June July Ang Sept Oct Nov Dec Jan Febr March April May June
(N=482) (N-382) (N—473) (N-458) (N-440) (N-414) (N-306) (N-351) (N-461) (N-671) (N-656) (N-91T) N=8! (N=T702) (N-635) (N=594) (N-631) (N-549)
AV | 21(44)  17(4.5) 24(5.1)  40(8.7)  33(7.5) 17(41) 19(48) 18(5.1) 19(d.1) 23(3.4) 43(6.6) 58(6.3) 48(6.0) 48(6.8) 82(12.9) 94(15.8) 69(10.9) 79(14.4)
HBoV | 43(8.9) 17(4.5) 25(53) 39(85) 26(5.9) 20(4.8) 23(5.8) 14(4) 22(48) 32(4.8) 26(4) 69(7.5) 67(8.3) 61(8.7) S3(8.3) 40(67) 49(7.8) 3T(6T)
220E [10(3.9) 16(4.2) 25(53) 12(26) 12(27) 2(0.5) 1(03) 0(0.0) 0(0.0) 2(03) 1(02) 3(0.3) 2(02)  5(0.7) 10(1.6) 7T(13) O(l4) 3(0.5)
NL63 | 0(0.0)  1(03)  2(04) 4(0.9) 4(09) 0(0.0)  0(0.0)  1(03)  0(0.0)  1(0.1)  0(0.0)  1(0.1) 2(0.2)  12(L7) 30(47) 31(52) 24(3.8) 35(0.9)
0C43 | 3(06) 0(00) 9(19) 23(50) 24(55) 24(58 13(33) 0(00) 0(00) 0(0.0) 19(29) 91(9.9) 56(69) 50(7.1) 35(55) 16(27) 9(l4) 8(15)
HEV | 4(0.8) 10(26) 4(0.8)  7(L5) 15(34) 20(4.8) 30(7.6) 21(6)  23(5) 48(7.2) 58(8.8) 51(5.6) 32(4)  30(4.3) 27(43) 33(5.6) 33(5.2) 43(1.8)
FluA | 2(04) 1(03) 18(38) 18(39) 4(09) 3(0.7)  0(0) 8(23) 6(L3) 15(22) 45(69) 131(14.3) 77(9.6) 43(6.1) 10{L6) 3(0.5) 406}  1{0.2)
FuB | 00000 0(0.0)  0(0.0)  0¢0.0)  0(0.0)  0(0.0)  0(0.0)  0(0.0)  0(0.0)  0(0.0)  1(02)  5(0.5) 6(0.7)  16(23) 23(36) 13(22) T(LL) 1(02)
MPV |38(7.9) 5(1.3)  4(0.8) 24(52) 21(4.8) 12(29) 4(L0)  0(0.0)  1(02)  1(0.1)  T(L1)  41(4.5) 85(10.5) 105(15) S3(83) 13(22) 14(22) 10(L8)
PIV1 0(00) 0(00) O(00) O0(00) 1{02) 0{00) 1(03) 0(00) 4(09) 30(45) 32(49) 16(2.1) 6(07) ©{13) 0{00) 3(05) 305 0(00)
PIV2 | 3(06) 205  1(0.2)  4(0.9) 10(23) 16(3.9) 14(3.5) 11(3.1) 20(43) 20(4.3) 18(2.7) 10(L1) 5(0.6)  6(0.9)  1(02) 40T 6(L0)  1{02)
PIV3 [ 300621 12(3.1)  S(L1} S(L1)  14(32) 18(43) 23(58) 18(51) 18(3.9) 64(9.5) 36(55) 36(3.9) 23(29) 20(28) S56(8.8) 65(10.9) 93(14.7) 56(102)
PIV4 | 3(0.6)  2(0.5)  3(0.6)  3(0.7)  14(32) 12(2.9) 5(L3)  6(LT) 16(35) 12(L8) 4(0.6) 4(04) 4(0.5)  1(00)  0(0.0)  1(02) 5008 12(22)
HRV [99(20.5) 101(26.4) 158(33.4) 151(33) 157(35.7) 124(30) 92(23.2) 52(14.8) 155(33.6)315(46.9) 260 (41) 283 (30.9) 231(28.7) 277(39.5)233(36.7) 204 (34.3) 259(41) 204(37.2)
RSV A [65(13.5) 28(7.3) 11(23) S5(L1)  T(L6)  2(05) 1(0.3) 5(L4) 4(09) 5(0.7) 23(3.5) 40(4.4) 24(3.0)  14(2.0)  3(05)  0(0.0)  0(0.0)  2(04)
pevE | 250520 10026 T(1L5)  1(02) 2(05) 0(00) 1{03) 2(0.6) S(L1) 13(1.9) 67(10.2) 262(28.6) 154(19.1) 49(7.0) 10(1.6) 6(1.0) 3(0.5) 0(D.0)

ADV: Adenovirus, HBoV: Human bocavirus, HCoV-229E:

Human coronavirus 229E, HCoV-OC43: Human coronavirus OC43, HeV: Human enterovirus, FIuA: Influenza A virus, FIuB: Influenza B
virus; MPV: Human metapneumovirus, PIV1: Human parainfluenza virus 1, PIV2: Human parainfluenza virus 2, PIV3: Human parainfluenza virus 3, PIV4: Human parainfluenza virus 4, HRV: Human
rhinovirus, RSVA: Respiratory syncytial virus A, RSVB: Respiratory syncytial virus B, SARS-CoV-2: Severe acute respiratory syndrome coronavirus.



Figure supplementary S3. Distribution and prevalence of viral mono and co-
detection within age groups

® Mono-infection = Co-detection

NEONATES INFANT TODDLER EARLY MIDDLE ADOLESCENT
(N=270) (N=621) (N=333) CHILDHOOD CHILDHOOD  (N=190)
(N=832) (N=346)
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