Supplementary Table S1. Alpha diversity of compost bacteria by compost type and soil bacteria by compost type

Compost Bacteria

Soil Bacteria (T2)

Soil Bacteria (T3)

Compost Type Compost Type Compost Type
cM | DmP p va’:;e cM | DmP P | Pvalue| cm DMP P P-value
321.54 | 775.4+ | 951.5+ 1006.7 | gg4 54 | 10625 9373+ | 950.8 + 1016.9 +
Chaol 3.8 | a41° | 12260 SOOY | £ | 45| E 0.55 278.8 195.1 114.6 0.81
' ' 227.4 2 | 1136 ' ' '
+ + + + + +
Shannon | >0%0- | 46£0.1 4920 51 | 49201 4840.1 52200 49 | 45411 | 47+06 5+ 0.2 0.73
4 1 3 9 6 2
Inverse | 18.2+7 | 23.446 | 42.3+1 42.8+2 | 37.641 | 46.8+1 32.2 + 354 +
. . 9 + 6. .
Simpson | .4° % | g70 | 004 1 54 9.9 4.2 0.63 21.3 21.9 389168 0.83

T2 Timepoint 2, T3 Timepoint 3, CM Chicken manure, DMP dairy manure and plant-based materials, P Plant material
Values are reported as Mean+SD

P < 0.05 is significant




Supplementary Table S2. Human gut microbiota taxa that were similar regardless of compost type at each timepoint.

T1 T2 T3
Taxa CM DMP P p-value CM DMP P p-value CM DMP P p-value
Lachnospiraceae unclassified| 3.9+2.7 | 2.5+1.8 2+1 0.13 41+24 | 34+24|28+1.7 0.83 3524 131+£29|14+1.2 0.26
Bacteroides 13+9.8 [ 9.5+7.2 [9.5+11.4| 0.79 9.8+56 (10.1+7.1(13.1+14.1] 094 [12.1+12.6/ 9.9+6.9 [13.6+14.9 0.93
Faecalibacterium 7+44 | 92+33|3.1+£2.2 0.07 74+39 [ 87+35]53+28 0.76 74+53 [10.8+4.1| 5+3.7 0.42
Bifidobacterium 13+14 | 345 2214 0.53 1.8+2 2+25 | 18+2.6 0.99 23+15|18+17|53+8.1 0.42
Blautia 145+59| 9.6+5.2 |14.7+10.2] 0.26 143+6.1|110.7+5.2| 12+8.8 0.83 109+4.4)111.2+58| 87 0.93
Lachnospiraceae ge 3.3+2 3.8+2.2 |1 64+34 0.13 36+13]|139+25]|48+19 0.83 2.7+0.9 3.7+2 3.3+3.1 0.93
Subdoligranulum 25413 | 2.2+1.9 2.2+3 0.96 31+2 27+21 | 1.7+25 0.83 23+14 ] 23+15(1.7+25 0.93
Agathobacter 34+28 | 24+21|49+43 0.41 4815 372271 34+24 0.93 39+28 |1 3.1+19 | 26+2.6 0.93
Fusicatenibacter 26+14129+22 [ 4.1+52 0.73 33+2.7|13.2+2.2 | 43+5.1 0.94 24+18 | 33+28 | 1.8+2.2 0.93
Anaerostipes 1.7+1.1(09+0.7 | 324 0.05 22+1.7 1+0.7 29125 0.16 15411 (13+£08|1.2+1.2 0.93
Dorea 23+13[14+05|1.7+14 0.41 24+1 | 1.7+0.7 | 1.3+1.1 0.62 1.6+0.5| 1.1+0.4 | 0.9+0.5 0.26
Phascolarctobacterium 25+2.2 [31+23 | 1+x14 0.41 21+15 | 22+2 | 1.2+1.6 0.93 25+23[24+2.1]3.1+43 0.94

T1 Timepoint 1, T2 Timepoint 2, T3 Timepoint 3, CM Chicken manure, DMP dairy manure and plant-based materials, P Plant material.

Values are reported as MeantSD
P-values were adjusted by BH procedure



	Slide 1
	Slide 2

