XP_012083011.1/SECA1

XP_012 1/0 ‘
S#)—

HISN3

XP 037493586.1

xp_o120735431.1
IARPS

w
e
A
oW

[
D MIE"PS_QO

IR0 L :
o TK10.14 XP 03747361 4/REQ -
ESEB:14]
XP_01208335941 Sof e 6% % RRN@.
B A 4 il o §
= % v EEL MBE N EA154 9 XP_012068365.1/5KI2
BOP1 E S ; e :
z o IR ZZMDB 9514 £
XPHOT20776444 o~ R XP_020533333.1
& L .
PRANE ) E R IXPA0 207N RS N 2 S
& = & ZEIXRE0120
TSR0, @ % XP_012083359.1/ABO6
= Ko 12000372, 1IRHT 3
Clusters:
I RNA degradation by exosome | | Spliceosome [ Ribosomal biogenesis

I Exon-exon junction complex ~ ~ | Chromatin remodeling and DNA repair [Il Histidine biosynthesis



