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Supplementary Data S2a. Gene interaction network and co-expression profiling for AD and 
dementia 

  



 
 

 
 

Supplementary Data S2b. Gene interaction network and co-expression profiling for AD and 
type 2 diabetes 

 
 
  



 
 

Supplementary Data S2c. Gene interaction network and co-expression profiling for AD and 
hypertension 

 
  



 
 

Supplementary Data S2d. Gene interaction network and co-expression profiling for AD and 
Parkinson’s disease 

 
 
  



 
 

Supplementary Data S2e. Gene interaction network and co-expression profiling for AD and 
down syndrome 

 

 


