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Supplementary Data S2. Gene interaction network and co-expression profiling for AD and each
comorbid disease under study

Supplementary Data S2a. Gene interaction network and co-expression profiling for AD and
dementia

Supplementary Data S2b. Gene interaction network and co-expression profiling for AD and
type 2 diabetes

Supplementary Data S2¢. Gene interaction network and co-expression profiling for AD and
hypertension

Supplementary Data S2d. Gene interaction network and co-expression profiling for AD and
Parkinson’s disease

Supplementary Data S2e. Gene interaction network and co-expression profiling for AD and
down syndrome



Supplementary Data S2a. Gene interaction network and co-expression profiling for AD and
dementia



NOTCHZ
TCHL2 @
LAMAT B

KIAAD195 2

COKALT =

CTNNBT =2

RBR) =
DAGT @
HDACT
NLK o
TLEA
EP300 =
Bl D
AXINZ D
D =

NOTCHZ =
TCF7L2 =
LAMAT =

KIAADTSS =
CDKALT =
CTNNBET =

RBP.J m»
DAGT B
HDACT
NLEK =
TLE4 =
EFP300 >
BCLY ==
AXINZ =
DLLT =

Supplementary Data S2b. Gene interaction network and co-expression profiling for AD and
type 2 diabetes
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Supplementary Data S2c¢. Gene interaction network and co-expression profiling for AD and
hypertension
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Supplementary Data S2d. Gene interaction network and co-expression profiling for AD and
Parkinson’s disease



Supplementary Data S2e. Gene interaction network and co-expression profiling for AD and
down syndrome



