- Go to https://aibio.shinyapps.io/maGENEgerz/

- Upload the dataset from Datasets folder within Supplementary Materials. Suppose we upload
Datasetl named “GSE130787”. Then, we have the following.
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Step 2: Computational Method

@® esvm

& Download

-

W .y
&} N ]
N \_. \'I
f | | y i
/ a / a o
7 Cancercells || 4 Cancercells W * / Cancer cells @ Cancercells Cancer cells
(small tumor) ~ H| (medium tumor) |1 (large tumor) " (metastasizing) (apoptosis;

x
esvm Calculation in progress This

may take a while

By default, esvm is selected and a progress bar showing the computation status.

After completion, we click on download button to download the results, shown as in the following
screen.
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-Now, we open the results in excel file shown as follows
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