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Figure S1. Alignments of the amino acid sequences between each isoenzyme of P. nebrodensis and
their related laccases. Amino acid residues that are conserved in all proteins are shaded in black.
Residues with conserved substitutions and semiconserved substitutions are indicated with dark grey
and light grey, respectively. (a) Alignment of the amino acid sequences between PnLac 1 and some
laccases. PnLacl from P. nebrodensis (Lacl); PoLac from P. ostreatus (gi: 15594026); PsLac from
P. sapidus (gi: 67508841); PpLac from P. pulmonarius (gi: 61224796); LsLac from Lentinus sajor-caju
(gi: 32399645); HmLac from Hypsizygus marmoreus (gi: 166025441). Type I (T1) Cu binding site and
trinuclear Cu binding site are labeled by grey bar at bottom. Domain 1 and domain 2 interfaces of
laccases are labeled by black bar at bottom; (b) Alignment of the amino acid sequences between
PnLac2 and some Pleurotus laccases. PnLac2 from P. nebrodensis (Lac2); PoLac from P. ostreatus
(gi: 291461620); PfLac from P. florida (gi: 3005981); PeLacpl (a laccase precusur) from P. eryngii
(gi: 78192166); PoLacp (a partial laccase) from P. ostreatus (gi: 15594026); PeLacp2 (another laccase
precusur) from P. eryngii (gi: 56384217); (c) Alignment of the amino acid sequences between PnLac 3
and some laccases. PnLac3 from P. nebrodensis (Lac3); LsLac from Lentinus sajor-caju (gi: 11036962);
PsLac from P. sapidus (gi: 50724580); PeLac from P. eryngii (gi: 56384217); PoLac from P. ostreatus
(gi: 515019271); PpLac from P. pulmonarius (gi: 61224798).



