Native vs post-EVLP

Fatty acid

metabolism
Comr

ACADM
GBAS
ACADVL

ASAHI

-‘w

1A
LPCAT1SELENBP1
GLUD?  ALDH2

wr A
D
- DDAH1
& £ci2 ,

Redox regulation
(proxs,

, PRDXs -

- ® o Metabolism

swen @D >
EPX CYP4B1

HSD11B1

GSTA3

MPO

Fvot CES1D LDHA

& ... os
o
st " o €D G
e Gl lvsi o EBD
ycolysis ™ ..

Gorz PCCB.

XPNPEP2 " SLC25A11

LONP1

Proteasome

PSMAS psiia1o
PSMAZ BLMH

Cell Cycle

Psmc2
PSMA

PSME2 -

PSME
PNP

PKM  PPAT

STK24

AKAP12

xscicle-mediated
transport

DUSP3

NTSC2

Protein Kinases

sEc2aB
-
At
o vars
RABIA cAw
scoc  IRGM
VP secrats
RFa scouc gy
LNt cant

SEC31A

copez —r
core @) S

CTNND1

CAMK2G  CMPK1
PRKCSH

@D ..

ANPEP H S P
P D I k?m “Pos)
T Apolipoproteins
- TAPBP - Fepe
sop1 - -
o Tounzz oo APON (APOE as

FABP4. RGD1310507
MFGES

D o

Fibrinogen. E Serine protease
inhibitor
..‘. i

Complement B

ATP-ases

UQCRFS1 JocRCt .
ovor Atpss ATP1AZ THoPt S e ptl ns f t SERPIVASL He
!
- SERPINGT  KNG1 MME
ST

ot SERPINHT ~ PLG -ERP]NA&
SEPTH FAMiG2A

@& < .. Annexins = DD
seers ECM @ d® -
e
e o

ANXAS  ANXAT -
ANXAZ -

SHaGLB1

TPDS2L2

T-complex
14-3-3 protein
proteins - Microtubules
L4

APPLI
SKP1 - TePP
LawP1
coxa usaea (UBEED epsaLt

e gy @ @D
-

Collagen
vaAz-

HISTIHAB

=D =
@ opvolo HGHD Lawns
sero oo
s % oz ‘- RSN e @
5
KRT18 oA LAMB2 COLBAT COL6A3
KeTrs e
o>
COLsATCOLeAZ FBLN1

Ln G, " o
@ o TR
H2AFY Gl

BN POSTN

keratins

RNA-binding Histones

proteins

P2 EIF4B.

Csmer) g -
s

P apLay | CPSFE
TUM RPLI4
RGD1304704
FUBP1 RPLE
NUDT21 - ’
@ :
Translation
SNRPD3, APLIBA
METAP2
PTRF p— RPS7
- - Ribosome
- RBM39  HNANPAS \aGOH  CSRP1

CNN2 ‘ -

orust PN ok
y oA
i e TP
rome o o
ACTN1 ACTN& DSTN MYL128
ADDT  cAPN1 e ML - mvie avat
i i) : Cytoskeleton T Ny G
ACTRIA @ s
e CoROA es - e >4
o DGR @B sicw (s >
oo @ @ .. =
[ TaiPs

- .

Actin-related
proteins

- F11R

Myosin-related
proteins

@ up-regulated in Native
«» up-regulated in post-EVLP
unchanged



