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Figure S1 SRM spectra of the peptide EVTASLVGADAGK (ApcB). (Top) Transition spectra
of N peptide sample. (Middle) Transition spectra of '>N-labeled peptide sample. (Bottom)

SN-labeled peptide and '“N peptide spectra.



Intensity (x10€)

1.6

1.4

1.2

1.0

0.8

0.6

0.4

0.2

Wild: N

AsigE: *N

sigEox: *N

——y7 - 779.4046+
——y6- 632.3362+
y5- 561.2991+
y4 - 4742671+

Wild: 1SN

—— y7-789.3750+

—— y6- 641.3095+
y5 - 569.2754+
y4 - 481.2463+

sigEox

— 14N
N 15N

L il 1 L
025.5 26 26.5 27 255 26 265 27 255 26 265 27 275

Retention time (min)

Figure S2 SRM spectra of the peptide SYFASGELR (ApcB). (Top) Transition spectra of “N
peptide sample. (Middle) Transition spectra of '>N-labeled peptide sample. (Bottom) ">N-
labeled peptide and '“N peptide spectra.
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Figure S3 SRM spectra of the peptide AVLPQNLTQAQR (Gnd). (Top) Transition spectra of
4N peptide sample. (Middle) Transition spectra of 'N-labeled peptide sample. (Bottom) ">N-

labeled peptide and '“N peptide spectra.
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Figure S4 SRM spectra of the peptide ELEPILTK (Gnd). (Top) Transition spectra of N
peptide sample. (Middle) Transition spectra of '>N-labeled peptide sample. (Bottom) ">N-
labeled peptide and '“N peptide spectra.
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Figure S5 SRM spectra of the peptide VPATIEEIAAR (Eno). (Top) Transition spectra of N
peptide sample. (Middle) Transition spectra of '>N-labeled peptide sample. (Bottom) ">N-

labeled peptide and '“N peptide spectra.
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Figure S6 Comparison with the relative abundances of mRNAs and proteins



