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Figure Slc. Primary MS spectrum (negative ion mode) of the moriramulosid A peak in the HPLC
chromatogram depicted in (Figure. 1b). Details of the HPLC-MS method see main text.
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Figure S1d. Secondary MS spectrum (negative ion mode) of the moriramulosid A peak in the HPLC
chromatogram depicted in (Fig. 1b). Details of the HPLC-MS method see main text.
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Figure Sle. 'H-NMR of moriramulosid A. Details of the 'TH-NMR method see main text.
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Figure S1f. 3C-NMR of moriramulosid A. Details of
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Figure S1g. DPT135 *C-NMR of moriramulosid A. Details of the DPT135 3*C-NMR method see main
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Figure S1h. Heteronuclear multiple-bond correlation spectroscopy (HMBC) NMR of moriramulosid
A. Details of the HMBC method see main text.
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Figure S2c. Primary MS spectrum (negative ion mode) of the moriramulosid B peak in the HPLC
chromatogram depicted in (Fig. 2b). Details of the HPLC-MS method see main text.
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Figure S2d. Primary MS spectrum (positive ion mode) of the moriramulosid B peak in the HPLC
chromatogram depicted in (Fig. 2b). Details of the HPLC-MS method see main text.
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Figure S2e. Secondary MS spectrum (positive ion mode) of the moriramulosid B peak in the HPLC
chromatogram depicted in (Fig. 2b). Details of the HPLC-MS method see main text.
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Figure S2g. *C-NMR of moriramulosid B. Details of the *C-NMR method see main text.
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Figure S2h. DPT135 3C-NMR of moriramulosid B. Details of the DPT135 *C-NMR method see main
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Figure S3c. Primary MS spectrum (positive ion mode) of the Scopolin peak in the HPLC
chromatogram depicted in (Fig. 3b). Details of the HPLC-MS method see main text.
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Figure S3d. Primary MS spectrum (negative ion mode) of the Scopolin peak in the HPLC
chromatogram depicted in (Fig. 3b). Details of the HPLC-MS method see main text.
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Figure S3e. Secondary MS spectrum (negative ion mode) of the Scopolin peak in the HPLC
chromatogram depicted in (Fig. 3b). Details of the HPLC-MS method see main text.
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Figure S3f. 'H-NMR of Scopolin. Details of the 'H-NMR method see main text.
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Figure S3h. DPT135 BC-NMR of Scopolin. Details of the DPT135 *C-NMR method see main text.
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