	Term
	Proteins Count

	GO:0002576~platelet degranulation
	7

	GO:0045087~innate immune response
	6

	GO:0010951~negative regulation of endopeptidase activity
	6

	GO:0006898~receptor-mediated endocytosis
	5

	GO:0006958~complement activation, classical pathway
	5

	GO:0001895~retina homeostasis
	4

	GO:0006508~proteolysis
	4

	GO:0006956~complement activation
	4

	GO:0007155~cell adhesion
	4

	GO:0030198~extracellular matrix organization
	4

	GO:0038096~Fc-gamma receptor signaling pathway involved in phagocytosis
	3

	GO:0001523~retinoid metabolic process
	3

	GO:0005975~carbohydrate metabolic process
	3

	GO:0006910~phagocytosis, recognition
	2

	GO:0050871~positive regulation of B cell activation
	2

	GO:2000060~positive regulation of protein ubiquitination involved in ubiquitin-dependent protein catabolic process
	2

	GO:0007159~leukocyte cell-cell adhesion
	2

	GO:0042572~retinol metabolic process
	2
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