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Figure S1: The prediction results for phosphorylation sites on Nter peptide. 

 



 

 

 

Figure S2: The prediction results for phosphorylation sites on Cter peptide. 



 

Figure S3. The MS/MS chromatogram for goat αs1-casein. 

 

Table S1. The coverage (%), number of peptides, number of unique peptides, average molecular mass and description of protein 

identified by PEAKS software. 

Accession Coverage (%) #Peptides #Unique Avg. Mass Description 

P18626|CASA1_CAPHI 79 62 62 24290 

Alpha-S1-casein  

OS=Capra hircus  

P33049|CASA2_CAPHI 51 15 15 26389 

Alpha-S2-casein  

OS=Capra hircus  

P33048|CASB_CAPHI 39 7 7 24865 

Beta-casein  

OS=Capra hircus  

P02670|CASK_CAPHI 21 4 4 21441 

Kappa-casein  

OS=Capra hircus  

OS: Organism species 

 


