
 

Figure A1 Prognostic impact of GGH expression in subsets of cancers defined by 
the Gleason score. a) Impact of low (red line) and high (blue line) GGH expression as 
compared to the classical Gleason score categories (indicated by black dotted lines). 
b-h) Impact of low (red line) and high (blue line) GGH expression as compared to the 
quantitative Gleason score categories (black dotted lines) defined by subsets of 
cancers with b) ≤5% Gleason 4 patterns, c) 6-10% Gleason4 patterns, d) 11-20% 
Gleason 4 patterns, e) 21-30% Gleason 4 patterns, f) 31-49 % Gleason 4 patterns, g) 
50-60% Gleason 4 patterns, h) 61-100% Gleason 4 patterns.  
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