
 

Figure S1. Expression levels of the selected unigenes from RNA sequencing data and 

qRT-PCR. Expression values were displayed by the fold of XJ3 to PY3. 
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Figure S2. Expression of genes in the plant-pathogen interaction pathway. Genes in 

green frame were expressed differentially in Psa infected kiwifruit and genes in red 

frame were not. 

 


