TaCLEla
TaCLEld
TaCLElb
TaCLElba
TaCLE15b
TaCLE15d
TaCLE28b
TaCLE28d
TaCLE3b
TaCLE3d
TaCLE3a
TaCLE30b
TaCLE30d
TaCLE30a
TaCLE5a
TaCLE5d
TaCLESb
TaCLE2a
TaCLE2d
TaCLE2b
TaCLE20a
TaCLE20d
TaCLE20b
TaCLE14b
TaCLEl4d
TaCLEl4a
TaCLE21b
TaCLE21d
TaCLE21la
TaCLEl6a
TaCLEl6d
TaCLEl6b
TaCLE27a
TaCLE27d
TaCLE27b
TaCLE33b
TaCLE4b
TaCLE4d
TaCLE4a
TaCLE22a
TaCLE22d
TaCLE25a
TaCLE25d
TaCLE25b
TaCLE29b
TaCLE29d
TaCLE6a
TaCLE6d
TaCLEl7a
TaCLE17b
TaCLE17d
TaCLEl8a
TaCLE18d
TaCLE18b
TaCLE13b
TaCLE13d
TaCLEl3a
TaCLE32b
TaCLE32d
TaCLE32a
TaCLE7a.
TaCLE7b.
TaCLE7a.
TaCLE7b.
TaCLE7d
TaCLES8b.
TaCLE8Db.2
TaCLE8a
TaCLE8d
TaCLEllb
TaCLE1lld
TaCLE9%a
TaCLE9d
TaCLE12b
TaCLEl2d
TaCLE10b
TaCLE10a
TaCLE10d
TaCLEl9%a
TaCLE19b
TaCLE19d
TaCLE23a
TaCLE23d
TaCLE23b
TaCLE24a
TaCLE24d
TaCLE24b
TaCLE3la
TaCLE31d
TaCLE31b
TaCLE34a
TaCLE34d.1
TaCLE35a
TaCLE35b.1
TaCLE35b.2
TaCLE35d
TaCLE34d.2

NN
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Signal peptide

—--MRRPGGA-—--—--———-—-APVVVIIIMRIFA - ——————————————————————————— TFAFHGCGGG-LLRCGSSVAVVERDRRPASLPRKMLLAVES
--MRRPGGA-—--—---——--APVVVIMRNIEA - ———————————————————————— TFAFHGCGGG-LLVRRGSSVAVERDRRPASLPRKMLLAVES
--MRRPGGA- ~ATFAFHGCGGGGLLRCGG--LAVQLD-HPASLPRKMLLVVES
—-MVRDTGGA- -~ASELATFSCGHR- —IPRADVAAWK-
—MVRDTGGA- —~ASELATFSCGHR - IPRADVAAWK-
-MVRDTGGA-—--—-=-— IPRADVAAWK-
VLKADAVAAA-

——————————————————————————————————————— VLKADAVASA-
————————————————————————————————————————————————— RRTP--DVDAM--

~MRRPSQQH- e
~MRRSSQQH--------SLLPC T MM - —— —————— -
~MRRSSQQH- - _
CSALPPPPPP-GRGSAT----ELTDADE
CSALPPPPPP-GRGSASASPAELTAADE
CSAPPPPPPPPGRGSAS--PAELTAADE

-MRVPSLAL-

~MGRQRRWS—

~MGRQRRWS— PLAAA-TEGLPAG
~MGRORRWS -~ =====~-RAALLACHLIBE -~~~ — - === ———————————————— - AAA-CAESARPG--—-----—-—------- PLAAA-SEGLPRG
-MGR-RPLA------=--SAAAFABAIER -~ —— - ————————————————————— IV VJAVHGAG -~ === = === == === ==—= VPSSSVMASVGNG
-MGR-RPLA---~-====-SAAAF/AMAIRE - — —— ————————————— = - —— - — AV VJAVHGAG -~ === === === ===—=== VPSLSVMASAGNG
~MGR-RPLA-~=~~===~SAVAF|AMAIEE -~~~ — ==~ — ==~~~ — =~~~ VAGAVHGAG-~ ===~ === === - VPSSSVMASAGNG
~MRR-RRWA—-———————-RAAALC—AfIA -~ ——— == ———— oo

—MGRRPDRS-~~ -~ ~LGASACCERNVAf— — -~ ———m oo mm e

—MGRRPDRS-— -~~~ LGASACCERWYVAN -~ - — - ————mmm e e

—MGRRPDRS-— =~~~ LGASACCKRIYVAN|— — - — - — o m e

~MGGIAAGR—--———--CRISGLABMCAN -~ ———————————————mmmmme

MGGIAGGR———————CRISGLANMYICAN —— — - ———m o m e

MRGPAASGG-

MRGPAASGG—

MRGPAASGG-

MATARCAGR =~~~ —{SAPAT ~ BRIl — - - oo
MATARCAGG-————~~WSAPALD—HBEMC - —— ——— oo

-LPPAATAS--SS
-LPPAATAS--SS
-LPPAATASASSS

—————————————————————————————————— ---EAAGRQRGHG
—————————————————————————————————— PLESARVLR----
—————————————————— PLESARVLR----

—————————————————————————————————————————————————————— IAVSGDRPLMLG
——————————————————————————————————————————————————— IAVSGDRPLMLG



Central variable domain

. ___________________________________________________________________________________________________________________
TaCLEla
TaCLEld
TaCLElb
TaCLElb5a
TaCLE15b A -TTTTTATRAGG--AAA---AAL
TaCLE15d A -TTTTTATRAGG--AAADAAAAL
TaCLE28b -TGPPAAACTGE--AGG---AAYDE]
TaCLE28d TGPPAAACAGE--AGG---AAYDE]
TaCLE3b SSSTARQHTARV--YRR----MHR
TaCLE3d SLSTARQHTARV--YRR----MHT
TaCLE3a SSSTSREHTARV--YRR----MHR
TaCLE30b AGGDDVAAADDI--GAG--—--KFT
TaCLE30d AGGDDVAAADDI--GAG--—--KFT
TaCLE30a AGGDDVAAANDI--GAG--—--KFT
TaCLE5a
TaCLESd
TaCLESb
TaCLE2a
TaCLE2d
TaCLE2b
TaCLE20a
TaCLE20d
TaCLE20b
TaCLE14b
TaCLE1l4d
TaCLEl4a
TaCLE21b
TaCLE21d
TaCLE21la
TaCLEl6a
TaCLEl6d —-VLVEGLVSIGLG--RRWRAGDGVELVD
TaCLE1l6b -VLVEGLVSIGLG--RRWRAGDGVELVD
TaCLE27a y —CKEQRKKKAGG---AAAWARDGDED-—
TaCLE27d A CKEQRKKKAGG---AVAWAGYGDEDED
TaCLE27b y CKEQRKKKAGG---AAAWAGDGDEDED
TaCLE33b \ CNSKSKTSAAWKRKPTAGGRDDA@CDE
TaCLE4b A SSKRRIPKGPDP
TaCLE4d
TaCLE4a QPGGRVSTKSSP
TaCLE22a AAAQAATLAAAPP
TaCLE22d AAAQAATLAAAPP
TaCLE25a AGDGGETR
TaCLE25d PGDGGEAR:
TaCLE25b AGDGGEAR
TaCLE29b DAAAGGRR
TaCLE29d PAAASSSF:
TaCLE6a PRLIQHPA
TaCLE6d ARLIQHPA PAGVPPAKWNMRRTLGA--AV
TaCLEl7a A AAATSGAGVPPGRWN—ARRLQGDHAH
TaCLE17b
TaCLE17d
TaCLEl8a
TaCLE18d A GGGIRRGRWNSARRLEGDIAR
TaCLE18b AGGIRRGKWNSARRLEGDRAR
TaCLE13b
TaCLE13d
TaCLEl3a
TaCLE32b
TaCLE32d
TaCLE32a
TaCLE7a.
TaCLE7b.
TaCLE7a.
TaCLE7b.
TaCLE7d
TaCLES8b.
TaCLES8Db.
TaCLE8a
TaCLE8d
TaCLEllb
TaCLElld
TaCLE9%a
TaCLE9d
TaCLE12b
TaCLEl2d
TaCLE10b
TaCLE1l0a
TaCLE10d
TaCLEl9a
TaCLE19b
TaCLE19d
TaCLE23a RRQLQDV
TaCLE23d RRQLQDV-
TaCLE23b RRQLHDV-
TaCLE24a RRQLEDVD
TaCLE24d RRQLEDVD
TaCLE24b RRQLEDVD
TaCLE31la RRCLQDTV
TaCLE31d RRCLQDAV
TaCLE31b
TaCLE34a
TaCLE34d.1
TaCLE35a
TaCLE35b.1
TaCLE35b.2
TaCLE35d
TaCLE34d.2

ARHRHEGHHRHHQ
- VPAEQWRQERRR-
-VQAEQWRQERRR-
-VQAEQWRQQRRR-

NN e

N




CLE domain

TaCLEla 128 B3l
TaCLEld 126
TaCLElb 124
TaCLEl5a 74
TaCLE15b 74
TaCLE15d 76
TaCLE28b 86
TaCLE28d 86
TaCLE3b 78
TaCLE3d 78
TaCLE3a 80
TaCLE30b 84
TaCLE30d 82
TaCLE30a 83
TaCLE5a 110
TaCLES5d 115
TaCLESb 116
TaCLE2a 84
TaCLE2d 84
TaCLE2b 85
TaCLE20a 85
TaCLE20d 84
TaCLE20b 77
TaCLE1l4b 88
TaCLE14d 88
TaCLEl4a 88
TaCLE21b 70
TaCLE21d 70
TaCLE21la 70
TaCLEl6a 93
TaCLEl6d 90
TaCLE16b 89
TaCLE27a 83
TaCLE27d 85
TaCLE27b 85
TaCLE33b 113 NI LBINR-—————————
TaCLE4Db 90 RRRD-—————————
TaCLE4d 85
TaCLE4a 90
TaCLE22a 95
TaCLE22d 96
TaCLE25a 83
TaCLE25d 85
TaCLE25b 83
TaCLE29b 75
TaCLE29d 84
TaCLE6a 63
TaCLE6d 64
TaCLEl7a 71
TaCLE17b 71
TaCLE17d 69
TaCLEl8a 61
TaCLE18d 65
TaCLE18b 65 |88 > S DI — — ————————
TaCLE13b 81 !
TaCLE13d 81
TaCLEl3a 83
TaCLE32b 85
TaCLE32d 68
TaCLE32a 83
TaCLE7a.1l 74 RKS)lele)s DigOtE - ——————————
TaCLE7b.1 74
TaCLE7a.2 76
TaCLE7b.2 76
TaCLE7d 79
TaCLE8b.1 77
TaCLE8Db. 2 76
TaCLE8a 77
TaCLE8d 76
TaCLEllb 76
TaCLE1ld 78
TaCLESa 75
TaCLE9d 75
TaCLE12b 75
TaCLE12d 76
TaCLE10b 75
TaCLE10a 75
TaCLE10d 71
TaCLE19a 63
TaCLE19b 63
TaCLE19d 63
TaCLE23a 67
TaCLE23d 70
TaCLE23b 69
TaCLE24a 71
TaCLE24d 76
TaCLE24b 75
TaCLE31la 70
TaCLE31d 70
TaCLE31b 70
TaCLE34a 76
TaCLE34d.1 76
TaCLE35a 73

TaCLE35b.1 73
TaCLE35b.2 73
TaCLE35d 73 J
TaCLE34d.2 74 S P GG PIB|P(6] 1 1 ——
consensus 201 kr pggp p hh




