@ alive(at day)

@ dead (at day) p:0.0247
S I I
CR (5‘8) (967)(10.54)(&.3-)

(364) (427) (448) (927) (948) (439) (882)(1060)
e @6 ¢ @ 00 e @ @

PR

(54) (387)

(704)
@ ¢ 060606 0 0 00

PD e oo

PD-L1/PD-1 >0.5, <10.0 <0.50r>10.0
Tav-RNAseq >1 <1
GOOD BAD
SIGNATURE-2 SIGNATURE-2
signature-2
-L. good
100-_I_I.____| -L bad
4444444444444444444444444444444444444 | L
‘_g 751 ] b ] 1l L
s | e
S
(7 T N S
o 501 e
e
() 1
A | e ————— L
25+ hazard ratio:
: 3.6(1.1-11.9)
p= 0.0381 -
0 T T 1
0 365 730 1095

Days

Figure S11: PD-L1/PD-1 ratio and Tav-RNAseq predict the response to nivolumab treatment

(A) The PD-L1/ PD-1 ratio and Tav-RNAseq in melanoma specimens from the study by Hugo et al. (Table S11) was
evaluated, and patients were ranked into two groups: the good signature-2 group (PD-L1/PD-1 ratio between
0.5 and 10 and Tav-RNAseq greater than 1) and the bad signature-2 group (PD-L1/PD-1 ratio <0.5 or >10 and/or
Tav-RNAseq lower than 1). Dots represent single patients (the red dots indicate living patients and the black
dots indicate dead patients) classified according to their response to the treatment (complete response, CR;
partial response, PR; progressive disease, PD). The response of the patients in the good and the bad signature-2
groups was significantly different according to the results of the contingency chi-square test.

(B) The Kaplan-Meier curve for the good signature-2 group (blue line) and the bad signature-2 group (red line)
is shown. The survival of the patients in the good and the bad signature-2 groups was significantly different
according to the results of the log-rank Mantel-Cox test. The hazard ratio (95%Cl) was calculated with the log-

rank method and is shown.



