s

a1
a1 R
GamatiagiTee)
Gy T
Girmalig 11T
n

[ ]
Chma g

ol
B
Orscmpod
PS10GAF
P ADAE
S100AF
FALL
S200AF
SOAF
SHOAF
SIS0AF
S4IORF
ool
o
SI1DAF
BIEOAF
S2204F
S350AF
BAJ0AF
oot
nadu

514

yaungleat
Tiosrer
Cemerrged
PHACOAF
PS140AF
H100AF

GOl
ey

g
Cheangann
it e
Gty
ChOgaTH

yoangieat
L
ersmped

PEI00AF

PEI40AF
S100AF
Sta0AF
S210AF
S2EAF
S2B0AF
SIE0AF
SaI0AF

L
nodule
woumgast
Fovee
EEMpsd
PEIGCAF
PSIDAF
S1EAE
S140AF
SIDAF
SHOAR
EMOAF
SHCAF
SHIDAF
ot
nodule

(@) (D)

Figure S1. Gene expression analysis of predicated candidate genes among the different soybean tissues and development stages from four major and
stable QTLs (A) gPro-7-1, (B) qOil-8-3, (C) qOil-10-2 and (D) gOil-10-4; youngleaf — Young leaf; Onecmpod —1 ¢cm of pod; PS—Pod shell; DAF —Days
After flowering; S—Seed.



