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GATAGAGAT OGTOGACGAGCTOGT TTAGT GAACOGT CAGAT OGOCTGRAGACGOCAT CCACECT G TT TGACCT CCAT AGAAGACACCEGGEACOGAT OCAGOCTCOGEACTCTAGOGT TTAAACTTA
HO3- E92003- U4129CB060- 1- PEGFP- N-5. ab1(1>806) —  GATAGAGATOGTCGACGAGCTOGTTTAGTGAACOGT CAGAT OGOCT GRAGACGOCAT OCACGCT GT T TGACCT OCAT AGAAGACACOREGACCGATOCAGOCTCORGACTCTAGOGT TTAAACTTA
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AGCTTGGTACOGAGCT OCGATCCATGEAGGAGOCECAGT CAGATCCT AGOGT CGAGCOCOCT CTGAGT CAGGAAACA CAGACCTATGGAAACTACT TCCTGAAAACAACGT TCTGTOCOCCT T

AGCTTGGTACOGAGCT OCGATCCATCEAGGAGOCECAGT CAGATCCT AGOGT CGAGCOCOCT CTGAGT CAGGAAACA CAGACCTATGGAAACTACT TCCTGAAAACAACGT TCTGTOCOCCT T
GGATOCATGGAGGAGOOGCAGT CAGATCCTAGOGT CGAGOCOCCTCTGAGT CAGGAAACA CAGACCTATGAAACTACT TOCTGAAAACAAQGT TCTGTOCOCCT T
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GOOGTCOCAAGCAATGGATGAT TTGATGCTGICOO0GGACGATAT TGAACAAT GGT TCACTGAAGACCCAGGTCCAGATGAAGCT COCAGAAT GOCAGAGECT GCTAOC0C0GT GEOOCCTGCACCA

GOOGTCOCAAGCAATGGATGAT T TGATGCTGIOOO0GGACCGATAT TGAACAAT GGT TCACTGAAGACCCAGGTCCAGATGAAGCT COCAGAAT GOCAGAGECT GCTCOCOCOGT GEO0CCTGCACCA
GOOGTCOCAAGCAATGGATGAT TTGATGCTGICOC0CGACGATAT TGAACAAT GGT TCACT GAAGACCCAGGTCCAGATGAAGCT COCAGAAT GOCAGAGECT GCTAOC0C0GT GEOOCCTGCACCA
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GCAGCTCOCTACACCEE0EE00CCTBCACCAGCOOOCTOCTGECOCCT G CATCT TCTGI OOCT TOCCAGAAAACCT ACCAGEECAGCTACGGT TTAOGT CTGEECT TCT TACAT TCTGEEACAGCCA

GCAGCTCCTACACCEE0EE00CCTBCACCAGCOOOCTOCTGECOCCTGI CATCT TCTGI OOCT TOCCAGAAAACCT ACCAGEECAGCTACGGT TTAOGT CTGEECT TCT TRCAT TCTGEEACAGCCA
GCAGCTOCTACACCEE0EE0O0CT GCACCAGCOOOCT OCTGECOCCT G CATCT TCTGIOOCT TOCCAGAAAACCT ACCAGEECAGCTACGGT TTOOGT CTGEECT TCT TACAT TCTGEEACAGCCA
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AGICTGTGACTTGCACGTACTCOCCTGCOCTCAACAAGATG GOCAACTGEOCAAGACCTGOCCT GT GCAGCT GT GEGT TGAT TACACACCOOCGE00EECACC0E0GT COBOEOCATGECAT

AGTCTGTGACT TGCACGTACTCOCCT GCOCTCAACAAGATG GOCAACTGROCAAGACCTGOCCT GT GCAGCT GT GSGT TGAT TOCACACCOOCGEO0CEECACC0E0GT COBOE0CATGECAT
AGICTGTGACTTGCACGTACTCOCCT GCOCTCAACAAGATG GOCAACTGEOCAAGACCTGOCCT GT GCAGCT GT GEGT TGAT TACACACCOOCGE000EECACC0E0GT COBOEOCATGEOCAT
TTOCACACCOOCE000EECA0C0E0GT COBOE0CATGECCAT
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CTACAAGCAGT CACAGCACAT GACCGAGGT TGT GAGEOECT GOOCOCACCAT GAGOGCTGCT CAGATAGTGATGGET CTGE0COCT CCTCAGCATCT TATOCGAGT GGAAGGAAAT TTROGTGTGEAG

CTACAAGCAGT CACAGCACAT GACCGAGGT TGT GAGEOECT GOOCOCACCAT GAGOGCTACT CAGATAGTGATGGET CTGE0COCT CCTCAGCATCT TATOCGAGT GGAAGGAAAT TTAOGTGTGEAG
CTACAAGCAGT CACAGCACAT GACCGAGGT TGT GAGEOECT GCOCOCACCAT GAGOGCTGCT CAGATAGTGATGGT CTGE00OCT CCTCAGCATCT TAT OCGAGT GGAACGAAAT TTAOGTGTGEAG
CTACAAGCAGT CACAGCACAT GACGGAGGT TGT GAGEOECT GOOCOCACCAT GAGOGCTACT CAGATAGTGATGGET CTGE0COCT CCTCAGCATCT TAT OCGAGT GGAAGGAAAT TTAOGTGTGEAG
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TATTTGGATGACAGAAACACT T TTOGACATAGT GTGGTGGT GCOCTATGAGOCGECCT GAGGT TAECTCTGACTGTACCACCATACACT ACAACTACATGT GTAACAGT TOCTGCATGEE0GECATGA

TATTTGGATGACAGAAACACTTTTOGACATAGT GTGGTGGTGCC
TATTTGGATGACAGAAACACT T TTOGACATAGT GTGGTGGT GCOCTATGAGOCGECCT GAGGT TAECTCTGACTGTACCACCATACACT ACAACTACATGTGTAACAGT TOCTGCATGEE0GECATGA
TATTTGGATGACAGAAACACT TTTOGACATAGT GTGGTGGT GOOCTATGAGOCGECCT GAGGT TAECTCTGACTGTACCACCATACACT ACAACTACATGTGTAACAGT TOCTGCATGEE0GECATGA
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ACCGGAGEOOCATCOCT CACCAT CATCACACTGGAAGACT OCAGT GGT AATCTACT GEGACCSEAACAGCT TTGAGGT GOGT GT TTGT GOCT GTOCT GEGAGAGACOGE0CCACAGAGEAAGAGAATCT

U4129CB060- 1. seq( 1>1195) —  ACOGGAGRCOCATCOCTCACCAT CATCACACT GRAAGACT OCAGT GGT AATCTACT GRGACGGAACAGCT T TGAGGT GOGT GT T TGT GOCT GTOCT GRGAGAGACORRORCACAGAGGAAGAGAATCT
HO4- E92003- U4129CB060- 1- PCDNA3. 1R ab1(1>806) «—  AQOGGAGEOOCATOCTCACQCATCATCACACTGEAAGACTOCAGTGGTAATCTACT GRGACGEAACAGCTTTGAGGTGOGT GI TTGTGOCTGTOCT GRGAGAGACORECRCACAGAGGAAGAGAATCT
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OOGCAAGAAAGEEGAGOCT CACCACGAGCTGOO0OCAGSEAGCACT AAGOGAGCACT GOOCAACAACACCAGCT OCTCTCOOCAGOCAAAGAAGAAACCACT GGATGGAGAATAT TTCACCCTTCAG

U4129CB060- 1. seq( 1>1195) —  OOCCAAGAAAGEEGAGOCT CACCACGAGCTGOCOOCAGEEAGCACT AAGOGAGCACT GOCCAACAACACCAGCT OCT CTCOOCAGOCAAAGAAGAAACCACT GGATGGAGAATAT TTCACCCTTCAG
HO4- E92003- U4129CB060- 1- PCDNA3. 1R. ab1( 1>806) —  COCCAAGAAAGEEGAGOCTCACCACGAGCTGCOOOCAGECACCACT AAGCGACCACT GOOCAACAACACCAGCT CCTCTCOCCAGOCAAAGAAGAAACCACT CCATGGAGAATAT TTCACCCTTCAG
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ATOOGTGE0GT GAGCGCT TOGAGAT GT TCOGAGAGCTGAATGAGGECCT TEGAACT CAAGGAT GOOCAGECT GEEAAGGAGCCAGEEEEGAGCAGEECT CACT CCAGOCACCTGAAGTCCAAAAAGG

ATOOGTGE0GT GAGCGECT TOGAGAT GT TCOGAGAGCTGAATGAGECCT TEGAACT CAAGGAT GOOCAGECT GEEAAGGAGCCAGEEEEGAGCAGEECT CACT CCAGOCACCT GAAGTCCAAAAAGG
ATOOGT GAE0GT GAGCGCT TOGAGAT GT TCOGAGAGCTGAATGAGECCT TGGAACT CAAGGAT GOOCAGECT GEEAAGGAGCCAGEEEEGACCAGEECT CACT CCAGOCACCT GAAGT CCAAAAAGG
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GTCAGT CTACCTOOOGOCATAAAAAACT CATGT TCAAGACAGAAGEEOCT GACT CAGACT GACT CGAGT CTAGAGEECOCGT TTAAACCOGCT GATCAGOCTCGACTGIGOCT TCTAGT TGOCAGCC

GTCAGT CTACCTOCOGOCATAAAAAACT CATGT TCAAGACAGAAGEECOCTGACTCAGACTGACTCGAG
GTCAGT CTACCTOOOGOCATAAAAAACT CATGT TCAAGACAGAAGEEOCT GACT CAGACT GACT CGAGT CTAGAGEECOCGT TTAAACCOGCT GATCAGOCTCGACTGIGOCT TCTAGT TGOCAGCC
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