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TAGAGATOGTCGACGAGCTOGT TTAGT GAACOGT CAGAT OEOCT GRAGACGOCAT OCACGCT GT TTTGACCT GCAT AGAAGACACOGEGACOGATOCAGOCTOOGGACTCTAGOGT TTAMCTTAAG
HO9- E92006- U4129CB060- 3- PEGFP- N-5. ab1(1>802) —  TAGAGATOGTOGACGAGCTOGT TTAGTGAACOGT CAGAT CBOCT GEAGACEOCATOCACGCT GT TT TGACCTCCAT AGAAGACACOGERGACOGAT CCAGOCTOOGGACTCTAGOGT TTAAACTTAAG
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CTTGGTACOGAGCTOGGATCOGOCACCAT GGAGGAGOOCCAGT CAGATCCT AGOGT CGAGCCOCCT CTGAGT CAGGAAACA CAGACCTATGGAAACTACTTCCTGAAAACAACGTITCTGTOCC

H09- E92006- U4129CB060- 3- PEGFP- N-5. ab1(1>802) —  CTTGGTACOGAGCTORGATOOEOCACCAT GEAGEAGDOGECAGT CAGATOCT AGOGT OGAGDOOOCT CTGAGT CAGGAAACAT TTTCAGACCTATGGAAACTACT TOCTGAAAACAACGT TCTGTOOC
U4129CB060- 3. seq( 1>1198) — GGATCOBOCACCAT GGAGGAGOOGCAGT CAGATOCT AGOGT CGAGOOOOCT CTGAGT CAGGAAACAT TTTCAGACCTATGGAAACT ACT TOCT GAAAACAACGT TCTGTOCC
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OCTTGOOGT COCAAGCAAT GRAT GAT TTGATGCT GTCO00GGACGAT AT TGAACAAT GGT TCACT GAAGACOCAGGT CCAGAT GAAGCT OOCAGAAT GOCAGAGRCTGCTCO0000GT GRO0OCTGC
H09- E92006- U4129CB060- 3- PEGFP- N-5. ab1(1>802) —  OCTTGOOGTOOCAAGCAATGGATGAT TTGATGCTGTOOCOGGACGATAT TGAACAAT GGT TCACTGAAGACOCAGGT CCAGATGAAGCT OOCAGAAT GOCAGAGECTGCTOOO000GT GBOCOCTGL
U4129CB060- 3. seq(1>1198) —  OCTTGOOGTOOCAAGCAATGGATGAT TTGATGCT GTOO00RGACGAT AT TGAACAAT QT TCACT GAAGACOCAGGT OCAGAT GAAGCT COCAGAAT GOCAGAGRCTGCTOO0000GT GROCOCTAC
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ACCAGCAGCTOCT ACACOGE0GEE000CT GCACCAGDOCOCT OCTGRO0OCT GTCATCT TCTGTOOCT TOOCAGAAAAOCT ACCAGRRCAGCTACGGT TTOOGT CTGEACT TCTTACAT TCTGRGACA
H09- E92006- U4129CB060- 3- PEGFP- N-5. ab1(1>802) —  AQCAGCAGCTOCTACACOGE0GEE000CTGCACCAGDOOOCTOCTGE000CTGTCATCT TCTGTOOCT TOOCAGAAAACCT ACCAGRECAGCTACGGT TTOOGT CTGRRCT TCTTGCAT TCTGEGACA
U4129CB060- 3. seq( 1>1198) —  ACCAGCAGCTOCTACACORR0REE000CT GCACCARDOOOCTOCTGRO0OCT GTCATCT TCTGTOOCT TOOCAGAAAACCT ACCAGRRCAGCTACAGT TTOOGT CTGRACT TCTTACAT TCTGRGACA
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GOCAAGT CTGT GACT TGCACGT ACTOO0CT GOOCT CAACAAGATGT T T TAOCAACT GROCAAGACCTGOOCT GT GCAGCT GT GAGT TGAT TACACACCOO0GE000GERECACC0R0GT COBORAOCATGG
HO9- E92006- U4129CB060- 3- PEGFP- N-5. ab1(1>802) —  QOCAAGICTGIGACTTGCACGTACTCOOCTGOOCTCAACAAGATGT TTTGOCAACT GROCAAGACCTGOOCT GTGCAGCT GT GAGT TGAT TOCACACOOO0R000RRCACO0R0GT OOGOROCATGG
U4129CB060- 3. seq( 1>1198) —  GOCAAGTCTGTGACTTGCACGTACTOOCCT GOOCT CAACAAGATGT T T TAOCAACT GROCAAGACCTGOOCT GT GCAGCT GT GAGT TGAT TACACACCOO0GE000GECACC0R0GT COBCAOCATGG
H10- E92006- U4129CB060- 3- PCDNA3. 1R. ab1(1>793) «— OORCO0RERCAC00R0GT CORDRCCATAG
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OCATCTACAAGCAGT CACAGCACAT GACGEAGGT TGT GAGRCACT GO00OCACCAT GAGORCT GCT CAGAT AGCGAT GGT CTGRO0CCT OCTCAGCATCT TAT OOGAGT GCGAAGGAAAT TTGOGT GT
H09- E92006- U4129CB060- 3- PEGFP- N-5. ab1(1>802) —  QCATCTACAAGCAGTCACAGCACATGACGGAGGT TGTGAGECACT GOO00CACCAT GAGORCTGCTCAGAT AGDGATGGT CTARO0OCT OCTCAGCAT CTTAT COGAGT GCGAAGGAAAT TTGOGTGT
U4129CB060- 3. seq( 1>1198) —  OCATCTACAAGCAGTCACAGCACAT GACGRAGGT TGT GAGRCACT GO00OCACCAT GAGORCT GCT CAGATAGOGAT GGT CTGR00OCT OCTCAGCATCT TAT COGAGT GCGAAGGAAAT TTGOGTGT
H10- E92006- U4129CB060- 3- PCDNA3. 1R ab1(1>793) «—  QCATCTACAAGCAGTCACAGCACATGACGGAGGT TGTGAGECACT GOO00CACCAT GAGORCTGCTCAGAT AGDGATGGT CTARO0OCT OCTCAGCAT CTTAT COGAGT GCGAAGGAAAT TTGOGTGT
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GGAGTATTTGGATGACAGAAACACT TTTOGACAT AGT GTGGTGET GOOCT AT GAGOOROCT GAGGT TARCT CTGACT GTACCACCAT CCACT ACAACT ACAT GTGTAACAGT TOCT GCATGRE0GAC
H09- E92006- U4129CB060- 3- PEGFP- N- 5. ab1(1>802) —  QGAGTATTTGGATGACAGAAACACTTTTCGACATAGIGIG
U4129CB060- 3. seq(1>1198) —  GGAGTATTTGGATGACAGAAACACT TTTOGACATAGT GT GGTGGT GOOCT AT GAGCOROCT GAGGT TARCT CTGACT GTACCACCAT OCACTACAACT ACAT GTGTAACAGT TOCT GCATGRR0RRC
H10- E92006- U4129CB060- 3- PCDNA3. 1R. ab1(1>793) «—  GGAGTATTTGGATGACAGAAACACTTTTOGACATAGTGI GGTGGT GOOCTATGAGOORCCTGAGGT TAACTCTGACTGTACCACCATOCACTACAACT ACATGTGTAACAGT TOCTGCATGEE0EEC
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ATGAACCGEGAGREOOCATCCT CACCAT CATCACACT GGAAGACT CCAGT GGT AATCTACT GEGACGEAACAGCT T TGAGGT GOGT GI T TGTGOCTGT OCT GEGAGAGACOGEE0CCACAGAGGAAGAGA

U4129CB060- 3. seq( 1>1198) —  ATGAACOGGAGROCCATOCT CACCAT CATCACACT GGAAGACT OCAGT GGTAATCTACT GRGACGGAACAGCT T TGAGGT GOGT GT TTGTGOCT GTOCT GRGAGAGACORRCRCACAGAGGAAGAGA
H10- E92006- U4129CB060- 3- PCDNA3. 1R ab1(1>793) «—  ATGAACOGGAGEOOCATOCTCACCATCATCACACTGGAAGACTOCAGT GGTAATCTACT GRGACGEAACAGCT TTGAGGT GOGT GT TTGTGOCTGT OCT GRGAGAGACOGEORCACAGAGGAAGAGA
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ATCTCOGCAAGAAAGEEGEAGOCTCACCACGAGCT GOOOOCAGEGAGCACT AAGOGAGCACT GOOCAACAACACCAGCT CCTCTOOOCAGOCAAAGAAGAAACCACT GGATGGAGAATAT TTCACCCT

U4129CB060- 3. seq( 1>1198) —  ATCTOOGCAAGAAAGEEGAGCCT CACCACGAGCT GOCOOCAGEEAGCACT AAGOGAGCACT GOCCAACAACACCAGCTOCT CTOCOCAGOCAAAGAAGAAACCACT GEATGGAGAATAT TTCACOCT
H10- E92006- U4129CB060- 3- PCDNA3. 1R abl1(1>793) <+«—  ATCTOOGCAAGAAAGEGGRAGOCTCACCACGAGCT GOOOOCAGERAGCACT AAGOGAGCACT GOOCAACAACACCAGCT OCTCTOOOCAGICAAAGAAGAAACCACT GEAT GGAGAATAT TTCACCCT
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TCAGATOOGT GEE0GT GAGCGCT TOGAGAT GT TCOGAGAGCTGAATGAGECCT TEGAACT CAAGGAT GOCCAGECT GEGAAGGAGTCAGEEEEGAGCAGEECT CACTOCAGOCACCTGAAGT CCAAA

TCAGATOOGT GEE0GT GAGCGCT TOGAGAT GT TCOGAGAGCTGAATGAGECCT TEGAACT CAAGGAT GOOCAGECT GEGAAGGAGTCAGEEEEGAGCAGEECT CACTOCAGOCACCTGAAGT CCAAA
TCAGATOOGT GEE0GT GAGCGCT TOGAGAT GT TCOGAGAGCTGAATGAGGECCT TGGAACT CAAGGATGOOCAGECT GEGAAGGAGTCAGEEEEGAGCAGEECT CACT OCAGOCACCTGAAGT GCAAA

U4129CB060- 3. seq( 1>1198)
H10- E92006- U4129CB060- 3- PCDNA3. 1R. ab1( 1>793)
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AAGEGTCAGT CTACCT COOG0CATAAAAAACT CATGT TCAAGACAGAAGGEEOCTGACTCAGACCTCGAG
AAGEGTCAGTCTACCT CCOB0CATAAAAAACT CATGT TCAAGACAGAAGGEEOCTGACTCAGACCTCGAGT CTAGAGEE0COGT TTAAACCOGCTGATCAGCCTCGACTGIGOCT TCTAGI TGOCAGC

U4129CB060- 3. seq( 1>1198)
H10- E92006- U4129CB060- 3- PCDNA3. 1R. ab1(1>793)
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