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TOGTOGACGAGCTOGT TTAGT GAACOGT CAGAT CROCT GRAGACEOCATOCACECTGT TT TGACCT CCAT AGAAGACACOREGACOGAT CCAGOCT OOGGACT CTAGOGT TTAAACT TAAGCTTGGT
A09- E92012- U4129CB060- 5- PEGFP- N-5. ab1(1>837) —  TOGTOGAGGAGCTOGTTTAGTGAACOGT CAGATCBOCT GEAGACEOCATCCACGCTGT T TTGACCT CAT AGAAGACACOGRGACCGAT OCAGOCTOORGACT CTAGOGT TTAAACT TAAGCTTGGT
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ACCGAGCT CEGATOOB0CACCATCEAGGAGOCRCAGT CAGATCCT AGOGTCGAGCOCOCTCTGAGT CAGGAAACA CAGACCTATGEAAACTACT TCCTGAAAACAACGT TCTGTOOOCCTTGC

ACCGAGCTOEGATOOB0CACCATGEAGGAGOCRCAGT CAGATCCT AGOGTCGAGCOCOCTCTGAGT CAGGAAACA CAGACCTATGEAAACTACT TCCTGAAAACAACGT TCTGTOOOCCTTGC
GGATOOGBOCACCAT GGAGGAGOCGECAGT CAGATOCTAGOGT CGAGOOOCCTCTGAGT CAGGAAACA CAGACCTATGEAAACTACT TCCTGAAAACAACGT TCTGITOOOCCTTGC
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OGTOOCAAGCAATGGATGAT TTGATGCTGICOO0CGACGATAT TGAACAAT GGT TCACT GAAGACCCAGGT CCAGAT GAAGCT CCCAGAAT GOCAGAGECT GCTCO0000GT GBOCOCTCGCACCACC

OGTCOCAAGCAATGEATGAT TTGATGCTGTCOCOCGACGATAT TGAACAAT GGT TCACTGAAGACCCAGGT CCAGAT GAAGCT OCCAGAAT GOCAGAGECT GCTCOC000GT GBOCOCTCECACCACC
OGTOOCAAGCAATGGATGAT TTGATGCTGICOO0CGACGATAT TGAACAAT GGT TCACT GAAGACCCAGGT CCAGAT GAAGCT CCCAGAAT GCCAGAGECT GCTCO0000GT GBOCOCTCECACCACC
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AGCTCCTACACOEE0EE00CCT GCACCAGCOCOCTCCTGE0OCCT GTCATCT TCT GT OCCT TGOCAGAAAACCT ACCAGEECACGCTACGGT TTAOGTCTGEECT TCT TACAT TCTGEGACAGOCAAG

AGCTCCTACACOEE0EE00CCT GCACCAGCOCOCTCCTGE0OCCT GTCATCT TCT GT OCCT TGOCAGAAAACCT ACCAGEECAGCTACGGT TTAOGTCTGEECT TCT TACAT TCTGEGACAGTCAAG
AGCTCCTACACOEE0EEC0CCT GCACCAGCOCOCTCCTGEOOCCT GTCATCT TCT GT OCCT TGOCAGAAAACCT ACCAGEECACCTACGGT TTAOGT CTGEACT TCT TACAT TCTGEGACAGOCAAG
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TCTGIGACTTGCACGT ACTCOCCTGOOCTCAACAAGATG GOCAACTGECCAAGACCTGOCCT GTGCAGCT GT GEGT TGAT TACACACCOO0GEC00GEECACC0E0GT GOB0E0CATGEOCATCT
TCTGIGACTTGCACGT ACTCOCCTGOOCTCAACAAGATG GOCAACTGECCAAGACCTGOCCT GT GCACCT GT GEGT TGAT TOCACACCOOOGEC00EECACCOE0GT GOB0B0CATGE0CATCT

TCTGTGACTTGCACGT ACTCOCCTGOOCTCAACAAGATG GOCAACTGECCAAGACCTGOCCT GTGCAGCT GT GEGT TGAT TACACACCOO0GEC00GEECACCOE0GT GOB0E0CATGEOCATCT
OCTGTGCAGCTGTGEGT TGAT TACACACCOC0E0C0EECACOCE0GT COB0R0CATGROCATCT
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U4129CB060- 5. seq( 1>1198)
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ACAAGCAGT CACAGCACATGACCGAGGT TGTGAGECECT GOOCOCACCATGAGOECT GCTCAGATAGCGATGGT CTGEOCOCTACTCAGTATCT TATCOGAGT GGAAGGAAAT TTGOGT GTGGAGTA

ACAAGCAGT CACAGCACATGACGGAGGT TGTGAGRECECT GOOCOCACCATGAGOECT GCTCAGATAGCGATGGT CTGEOCOCTACTCAGTATCT TATCOGAGT GGAAGGAAAT TTGOGTGTGGAGTA
ACAAGCAGT CACAGCACATGACGGAGGT TGTGAGEOECT GOOCOCACCATGAGORCT GCTCAGATAGCGATGGT CTGEOCOCTACTCAGT ATCT TATCOGAGT GGAAGGAAAT TTGOGT GTGGAGTA
ACAAGCAGT CACAGCACATGACCGAGGT TGTGAGECECT GOOCOCACCATGAGOECT GCTCAGATAGCGATGGT CTGEOCOCTACTCAGT ATCT TATCOGAGT GGAAGGAAAT TTGOGT GTGGAGTA
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U4129CB060- 5. seq( 1>1198)
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TTTGGATGACAGAAACACTTTTOGACATAGT GTGGT GGT GOOCTATGAGOCGECCT GAGGT TAECTCTGACTGTACCACCATCCACT ACAACT ACATGT GTAACAGT TOCTGCATGEE0GECATGAAC

TTTGGATGACAGAAACACT TTTOGACATAGT GTGGT GGT GOOCTATGAGOCGECCTGAGGT TGECTCTGACTGTAC
TTTGGATGACAGAAACACTTTTOGACATAGT GTGGT GGT GOOCTATGAGOCGECCT GAGGT TAECTCTGACTGTACCACCATCCACT ACAACT ACATGT GTAACAGT TOCTGCATGEE0GECATGAAC
TTTGGATGACAGAAACACT TTTOGACATAGT GTGGT GGT GOOCTATGAGOCGECCT GAGGT TGECTCTGACTGTACCACCATCCACTACAACT ACATGT GTAACAGT TOCTGCATGEE0GECATGAAC
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OCGAGEOOCATACTCACCAT CATCACACT GGAAGACT OCAGT GGT AATCTACT GEGACGGEAACAGCT T TGAGGT GOGT GI T TGTGOCTGICCT GEGAGAGACCEE0GCACAGACGAAGAGAATCTCC

U4129CB060- 5. seq( 1>1198) —  OQGAGEOOCATOCTCACCAT CATCACACT GRAAGACTOCAGT GGT AATCTACT GRGACEGAACAGCT T TGAGGT GOGT GT T TGT GOCTGTOCT GRGAGAGACCRROGCACAGAGAAGAGAATCTCC
A10- E92012- U4129CB060- 5- PCDNA3. 1R abl1(1>818) «—  (OGGAGEOOCATOCTCACCATCATCACACTGGAAGACTOCAGTGGTAATCTACT GEGACGGAACAGCT TTGAGGT GOGT GT TTGTGOCTGTOCT GRGAGAGACOGEOGCACAGAGGAAGAGAATCTCC
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GCAAGAAAGEEGAGOCT CACCACGAGCT GOOOOCAGEEAGCACT AAGOGAGCACT GOOCAACAACACCAGCT OCTCTCOCCAGOCAAAGAAGAAACCACT GGATGGAGAATAT TTCACCCT TCAGAT

U4129CB060- 5. seq( 1>1198)
A10- E92012- U4129CB060- 5- PCDNA3. 1R. ab1(1>818)

GCAAGAAAGEEGAGOCT CACCACGAGCT GOO0OCAGEEAGCACT AAGOGAGCACT GOOCAACAACACCAGCT OCTCTCOCCAGICAAAGAAGAAACCACTGGATGGAGAATAT TTCACCCT TCAGAT
GCAAGAAAGEEGAGOCT CACCACGAGCT GOOOOCAGEEAGCACT AAGOGAGCACT GOOCAACAACACCAGCT OCTCTCOCCAGOCAAAGAAGAAACCACT GGATGGAGAATAT TTCACCCT TCAGAT
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OOGTGEE0GT GAGOECT TOGAGATGT TOOGAGAGCTGAATGAGECCT TGEAACT CAAGGATGOCCAGECT CEGAAGGAGTCAGEEEEGAGCAGEECT CACT OCAGOCACCTGAAGT CCAAAAAGEGT

U4129CB060- 5. seq( 1>1198)
A10- E92012- U4129CB060- 5- PCDNA3. 1R. ab1(1>818)
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OOGTGEE0GT GAGOECT TOGAGATGT TOOGAGAGCTGAATGAGECCT TGEAACT CAAGGATGOCCAGECT GEGAAGGAGTCAGEEEEEAGCAGEECT CACT OCAGOCACCTGAAGT CCAAAAAGEGT
OOGTGEE0GT GAGORECT TCGAGAT GT TOOGAGAGCT GAATGAGECCT TGGAACT CAAGGATGOCCAGECT GEGAAGGAGCCAGEEEEEAGCAGEECT CACT CCAGOCACCT GAAGT CCAAAAAGEGT
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CAGTCTACCTOOOGOCATAAAAAACT CATGT TCAAGACAGAAGEEOCT GACT CAGACCT OGAGT CT AGAGEE0COGT TTAAACCOGCTGATCAGCCTCGACTGTGOCT TCTAGT TGCCA
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CAGTCTACCTOOOGOCATAAAAAACT CATGT TCAAGACAGAAGEEOCTGACTCAGACCTCGAG
CAGTCTACCTOOOGOCATAAAAAACT CATGT TCAAGACAGAAGEEOCT GACT CAGACCT OGAGT CTAGAGEE0COGT TTAAACCOGCTGATCAGCCTCGACTGTGOCT TCTAGT TGCCA



