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CGACGAGCTCGTTTAGTGAACCGTCAGATCGCCTGGAGACGCCATCCACGCTG GACCTCCATAGAAGACACCGGGACCGATCCAGCCTCCGGACTCTAGCGTTTAAACTTAAGC
A01-X32229-U8065CD170-1-PEGFP-N-5.ab1(1>859) —  CGACGAGCTCGTTTAGTGAACCGTCAGATCGCCTGGAGACGCCATCCACGCTGTTTTGACCTCCATAGAAGACACCGGGACCGATCCAGCCTCCGGACTCTAGCGTTTAAACTTAAGC
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TTGGTACCGAGCTCGGATCCATGGAGGAGCCGCAGTCAGATCCTAGCGTCGAGCCCCCTCTGAGTCAGGAAACA CAGACCTATGGAAACTACTTCCTGAAAACAACGTTCTGTC

TTGGTACCGAGCTCGGATCCATGGAGGAGCCGCAGTCAGATCCTAGCGTCGAGCCCCCTCTGAGTCAGGAAACA CAGACCTATGGAAACTACTTCCTGAAAACAACGTTCTGTC
GGATCCATGGAGGAGCCGCAGTCAGATCCTAGCGTCGAGCCCCCTCTGAGTCAGGAAACA CAGACCTATGGAAACTACTTCCTGAAAACAACGTTCTGTC

A01-X32229-U8065CD170-1-PEGFP-N-5_ab1(1>859)
UB065CD170-1.seq(1>1195)

Il
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CCCCTTGCCGTCCCAAGCAATGGATGATTTGATGCTGTCCCCGGACGATATTGAACAATGGT TCACTGAAGACCCAGGTCCAGATGAAGCTCCCAGAATGCCAGAGGCTGCTCCCCCC

A01-X32229-UB065CD170-1-PEGFP-N-5.ab1(1>859) —  CCCCTTGCCGTCCCAAGCAATGGATGATTTGATGCTGTCCCCGGACGATATTGAACAATGGTTCACTGAAGACCCAGGTCCAGATGAAGCTCCCAGAATGCCAGAGGCTGCTCCCCCC
U8065CD170-1.seq(1>1195) —  CCCCTTGCCGTCCCAAGCAATGGATGATTTGATGCTGTCCCCGGACGATATTGAACAATGGTTCACTGAAGACCCAGGTCCAGATGAAGCTCCCAGAATGCCAGAGGCTGCTCCCCCC

360 370 380 390 400 410 420 430 440 450 460 470

GTGGCCCCTGCACCAGCAGCTCCTACACCGGCGGCCCCTGCACCAGCCCCCTCCTGGCCCCTGTCATCTTCTGTCCCTTCCCAGAAAACCTACCAGGGCAGCTACGGTTTCCGTCTGG

A01-X32229-UB065CD170-1-PEGFP-N-5.ab1(1>859) —  GTGGCCCCTGCACCAGCAGCTCCTACACCGGCGGCCCCTGCACCAGCCCCCTCCTGGCCCCTGTCATCTTCTGTCCCTTCCCAGAAAACCTACCAGGGCAGCTACGGTTTCCGTCTGG
U8065CD170-1.seq(1>1195) —  GTGGCCCCTGCACCAGCAGCTCCTACACCGGCGGCCCCTGCACCAGCCCCCTCCTGGCCCCTGTCATCTTCTGTCCCTTCCCAGAAAACCTACCAGGGCAGCTACGGTTTCCGTCTGG
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GCTTCTTGCATTCTGGGACAGCCAAGTCTGTGACTTGCACGTACTCCCCTGCCCTCAACAAGATG GCCAACTGGCCAAGACCTGCCCTGTGCAGCTGTGGGTTGATTCCACACC

GCTTCTTGCATTCTGGGACAGCCAAGTCTGTGACTTGCACGTACTCCCCTGCCCTCAACAAGATG GCCAACTGGCCAAGACCTGCCCTGTGCAGCTGTGGGTTGATTCCACACC
GCTTCTTGCATTCTGGGACAGCCAAGTCTGTGACTTGCACGTACTCCCCTGCCCTCAACAAGATG GCCAACTGGCCAAGACCTGCCCTGTGCAGCTGTGGGTTGATTCCACACC
CTCCCCTGCCCTCAACAAGATG GCCAACTGGCCAAGACCTGCCCTGTGCAGCTGTGGGTTGATTCCACACC

AO01-X32229-U8065CD170-1-PEGFP-N-5.ab1(1>859)
U8065CD170-1.seq(1>1195)
A02-X32229-U8065CD170-1-PCDNA3 . 1R . ab1(1>860)

Tl
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CCCGCCCGGCACCCGCGTCCGCGCCATGGCCATCTACAAGCAGTCACAGCACATGACGGAGGTTGTGAGGCGCTGCCCCCACCATGAGCGCTGCTCAGATAGCGATGGTCTGGCCCCT

CCCGCCCGGCACCCGCGTCCGCGCCATGGCCATCTACAAGCAGTCACAGCACATGACGGAGGTTGTGAGGCGCTGCCCCCACCATGAGCGCTGCTCAGATAGCGATGGTCTGGCCCCT
CCCGCCCGGCACCCGCGTCCGCGCCATGGCCATCTACAAGCAGTCACAGCACATGACGGAGGTTGTGAGGCGCTGCCCCCACCATGAGCGCTGCTCAGATAGCGATGGTCTGGCCCCT
CCCGCCCGGCACCCGCGTCCGCGCCATGGCCATCTACAAGCAGTCACAGCACATGACGGAGGTTGTGAGGCGCTGCCCCCACCATGAGCGCTGCTCAGATAGCGATGGTCTGGCCCCT

AO01-X32229-U8065CD170-1-PEGFP-N-5.ab1(1>859)
U8065CD170-1.seq(1>1195)
A02-X32229-U8065CD170-1-PCDNA3 . 1R . ab1(1>860)
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CCTCAGCATCTTATCCGAGTGGAAGGAAATTTGCGTGTGGAGTATTTGGATGACAGAAACAC CGACATAGTGTGGTGGTGCCCTATGAGCCGCCTGAGGTTGGCTCTGACTGTA

CCTCAGCATCTTATCCGAGTGGAAGGAAATTTGCGTGTGGAGTATTTGGATGACAGAAACAC CGACATAGTGTGGTGGTGCCCTATGAGCCGCCTGAGGTTGGCTCTGACTGTA
CCTCAGCATCTTATCCGAGTGGAAGGAAATTTGCGTGTGGAGTATTTGGATGACAGAAACAC CGACATAGTGTGGTGGTGCCCTATGAGCCGCCTGAGGTTGGCTCTGACTGTA
CCTCAGCATCTTATCCGAGTGGAAGGAAATTTGCGTGTGGAGTATTTGGATGACAGAAACAC CGACATAGTGTGGTGGTGCCCTATGAGCCGCCTGAGGTTGGCTCTGACTGTA

AO1-X32229-U8065CD170-1-PEGFP-N-5.ab1(1>859)
U8065CD170-1.seq(1>1195)
A02-X32229-U8065CD170-1-PCDNA3. 1R. ab1(1>860)

T
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CCACCATCCACTACAACTACATGTGTAACAGTTCCTGCATGGGCGGCATGAACCGGAGGCCCATCCTCACCATCATCACACTGGAAGACTCCAGTGGTAATCTACTGGGACGGAACAG

A01-X32229-U8065CD170-1-PEGFP-N-5.ab1(1>859) i CCACCATCCACTACAACTACATGTGTAACAGTT
U8065CD170-1.seq(1>1195) —  CCACCATCCACTACAACTACATGTGTAACAGTTCCTGCATGGGCGGCATGAACCGGAGGCCCATCCTCACCATCATCACACTGGAAGACTCCAGTGGTAATCTACTGGGACGGAACAG
A02-X32229-UB065CD170-1-PCDNA3.1R.ab1(1>860) «—  CCACCATCCACTACAACTACATGTGTAACAGTTCCTGCATGGGCGGCATGAACCGGAGGCCCATCCTCACCATCATCACACTGGAAGACTCCAGTGGTAATCTACTGGGACGGAACAG
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CTTTGAGGTGCATGTTTGTGCCTGTCCTGGGAGAGACCGGCGCACAGAGGAAGAGAATCTCCGCAAGAAAGGGGAGCCTCACCACGAGCTGCCCCCAGGGAGCACTAAGCGAGCACTG

U8065CD170-1.seq(1>1195) —  CTTTGAGGTGCATGTTTGTGCCTGTCCTGGGAGAGACCGGCGCACAGAGGAAGAGAATCTCCGCAAGAAAGGGGAGCCTCACCACGAGCTGCCCCCAGGGAGCACTAAGCGAGCACTG
A02-X32229-U8065CD170-1-PCDNA3.1R-ab1(1>860) «—  CTTTGAGGTGCATGTTTGTGCCTGTCCTGGGAGAGACCGGCGCACAGAGGAAGAGAATCTCCGCAAGAAAGGGGAGCCTCACCACGAGCTGCCCCCAGGGAGCACTAAGCGAGCACTG
| 10|70 | 10|80 | 1OI90 | 11|00 | 11|10 | 11|20 | 11|30 | 11|40 | 11|50 | 11|60 | 11|70 | 11|80
CCCAACAACACCAGCTCCTCTCCCCAGCCAAAGAAGAAACCACTGGATGGAGAATATTTCACCCTTCAGATCCGTGGGCGTGAGCGCTTCGAGATGTTCCGAGAGCTGAATGAGGCCT
U8065CD170-1.seq(1>1195) —  CCCAACAACACCAGCTCCTCTCCCCAGCCAAAGAAGAAACCACTGGATGGAGAATATTTCACCCTTCAGATCCGTGGGCGTGAGCGCTTCGAGATGTTCCGAGAGCTGAATGAGGCCT
A02-X32229-U8065CD170-1-PCDNA3.1R.ab1(1>860) «—  CCCAACAACACCAGCTCCTCTCCCCAGCCAAAGAAGAAACCACTGGATGGAGAATATTTCACCCTTCAGATCCGTGGGCGTGAGCGCTTCGAGATGTTCCGAGAGCTGAATGAGGCCT
. 11|90 . 12|00 . 12|10 | 12|20 | 12|30 . 12|40 . 12|50 . 12|60 . 12I70 | 12|80 | 12|90 .
TGGAACTCAAGGATGCCCAGGCTGGGAAGGAGCCAGGGGGGAGCAGGGCTCACTCCAGCCACCTGAAGTCCAAAAAGGGTCAGTCTACCTCCCGCCATAAAAAACTCATGTTCAAGAC
U8065CD170-1.seq(1>1195) —  TGGAACTCAAGGATGCCCAGGCTGGGAAGGAGCCAGGGGGGAGCAGGGCTCACTCCAGCCACCTGAAGTCCAAAAAGGGTCAGTCTACCTCCCGCCATAAAAAACTCATGTTCAAGAC
—

A02-X32229-U8065CD170-1-PCDNA3.1R.ab1(1>860)

TGGAACTCAAGGATGCCCAGGCTGGGAAGGAGCCAGGGGGGAGCAGGGCTCACTCCAGCCACCTGAAGTCCAAAAAGGGTCAGTCTACCTCCCGCCATAAAAAACTCATGTTCAAGAC
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AGAAGGGCCTGACTCAGACTGACTCGAGTCTAGAGGGCCCGTTTAAACCCGCTGATCAGCCTCGACTGTGCCTTCTA

U8065CD170-1.seq(1>1195)
A02-X32229-U8065CD170-1-PCDNA3 . 1R . ab1(1>860)

AGAAGGGCCTGACTCAGACTGACTCGAG
AGAAGGGCCTGACTCAGACTGACTCGAGTCTAGAGGGCCCGTTTAAACCCGCTGATCAGCCTCGACTGTGCCTTCTA



