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Supplementary Fig. S1 Assessment of siRNA-induced silencing of gene expression of the 

selected RNA-Binding Proteins (RBPs). RT–qPCR analysis of the relative mRNA level of 

RBPs in d3-diff C25Cl48 cells transfected with either the control negative siRNA (si-Ctrl) or 

the specific siRNA showing a generally marked decrease of the target RBP mRNA (a). Detailed 

information on the primers sequences is provided in Supplementary Table S6. Histograms 

represent the average ± standard deviation of expression levels normalized to RPLP0 of two 

technical replicates performed for each biological replicate of si-RNA treated cells. Western 

blotting analysis of RBP protein level in whole-cell lysates from d3-diff C25Cl48 cells 

transfected with control negative siRNA (si-ctrl) or RBP siRNA. Anti-ß-Tubulin was used as a 

loading control (b). 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



Supplementary Fig. S2 
 
 
 
 
 
 
 
 
  
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

Supplementary Fig. S2 Calculation of novel Splice Junction (SJ) usage resulting from exon skipping 

(SJES), exon inclusion (SJPI) or activation of alternative splice site (SJAltss) events according to the intron-

centric metrics method (Pervouchine et al. 2013). Considering a specific intron, the psi5 means how 

often is the donor site (5’ splice site, 5’ss) used with the acceptor site (3’ splice site, 3’ss), compared to 

all other acceptors. As the same, psi3 means how often is the acceptor site used with the donor site, 

compared to all other donors. 
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