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Figure S1. Group-specific GSEA on dysregulated genes in the co-treatment condition. (I) Up-regulated genes were enriched in the similar (a) biological processes, (b) cellular components, and (c) signalling pathways as the whole gene set. (II) Although down-regulated genes were involved in the same (a) biological processes as the whole gene set, they were (b) localised in the cell junction and synapse, and (c) enriched in axon guidance pathway only.
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[bookmark: _GoBack]Figure S2. Group-specific GSEA on dysregulated genes in the pre-treatment condition. (I) Up-regulated genes shared some similarity with the whole gene set in terms of (c) affected signalling pathways, but were localised and involved in totally different (b) cellular components and (a) biological processes, respectively. (II) Down-regulated genes were enriched in similar categories as the whole gene set (a-c).
image1.png
]

(I

a

‘animal organ morphogenesis.
tubo development

neurogenesis

& call migration
g
:
g nouron davelopment
g
& requtaton o programmod il doatn
2
E wbe merphogenesis
J—
nouron derentiaton
aonaration of neurons
8
:
H
8 e coveicpment

circulatory system development

animal organ morphogenesis

5

2
Counts

Counts

- =2

reorder(Component,

=3

Somatodanditic compartment

reorder(Companent, -FOR)

neuronal call bady

neuron projection

whole membrane.

10
Counts

L]
o
b

synapse

Counts

FDR
0.006
0.004
o0.002

o
8

Ll
o

o000 3
2R8%

s =
Dirct s ftctors
TGF—bota signaing patway
z
2
L PiaK-AKt signaing pathway
g
5 ©viokna—otoine recator eracion

Interleukin—4 and 13 signaling

P53 signaling pathway

3
2
L
g
E avon guiance
<
2

°

a
Counts

0.04
o003
o002
o0

FDR

o0.0a720




image2.png
]

reorder(Process, -FDR)

RNA processing

protein targeting to ER

transiational initiation

protein targeting to membrane

viral transeription

viral gene expression

transiational elongation

RNA splicing

positive regulation of cell migration

(I

reorder(Process, -FDR)

cell adhesion

synaptic signaling

synapse organization

neurogenesis

generation of neurons.

central nervous system development

neuron differentiation

axon development

dendrite development

°
g
3
8
7
3

=2

°
®
]
g
3
El
2
8

Counts

reorder(Component, -FDR)

=2

Counts

reorder(Component, -FDR)

pliceosomal

eytosolic ribosome

RNP complex

ribonucleoprotein complex

extracellular matrix

focal adhesion

cell junction

FDR
Se-05
4e-05
3e-05
26-05
Te os

postsynapse

synaptic membrane

somatodendritic compartment
dendrite
synapse
neuron projection
cell junction
FDR

FDR

0.003
0.002
0.001

reorder(Pathway, -FOR)

=
5
g
£
x
8

Eukaryotic Translation Elongation

Viral mRNA Transiation

Eukaryotic Translation Termination

Eukaryotic Translation Initiation

Influenza Infection

Infectious disease

Interleukin—4 and 13 signaling

Calcium signaling pathway

Cytokine Signaling in Immune system

TNF signaling pathway

Cadherin signaling pathway

Wnt signaling pathway

Axon guidance

Notch signaling pathway

Cardiac muscle contraction

Extracellular matrix organization

o

°

10

5

20
Counts

20
Counts

@
8

k]
o
I

0.015
0.010
0.005

FDR

0.020
0,015
0010
©0.005





a5, G -pecc S bt s e co e i
T epineans e e g o (b
oy e Py bt e B M
i o e b e (0 kg s . bl e
iy i ol oo s 0 ot
.




