
Med15_human      -MDVSGQETDWRSTAFRQKLVSQIEDAMRKAGVAHSKSS----------KDMESHVFLKA 
Med15_yeast      MSAAPVQDKDTLSNAERAKNVNGLLQVLMDINTLNGGSSDTADKIRIHAKNFEAALFAKS 
                    .. *:.*  *.* * * *. : :.: . .. :. **          *::*: :* *: 60 
 

Med15_human      KTRDEYLSLVARLIIHFRDIHNKKSQASVSDPMN-------------------------- 
Med15_yeast      SSKKEYMDSMNEKVAVMRNTYNTRKNAVTAAAANNNIKPVEQHHINNLKNSGNSANNMNV 
                 .::.**:. : . :  :*: :*.:.:* .: . *                           
 

Med15_human      --------------------ALQSLTGGPAAGAAGIGMPPRGPGQSLGGMGSLGAMGQPM 
Med15_yeast      NMNLNPQMFLNQQAQARQQVAQQLRNQQQQQQQQQQQQRRQLTPQQQQLVNQMKVAPIPK 
                                     * *  .              : . *.   :..: .   *  120 
     polyQ1 
 

Med15_human      SLSGQPP---------------PGTSGMAPHSMAVVSTATPQTQLQLQQVALQQQQQQQQ 
Med15_yeast      QLLQRIPNIPPNINTWQQVTALAQQKLLTPQDMEAAKEVYKIHQQLLFKARLQQQQAQAQ 
                 .*  : *               .  . ::*:.* ... .    *  * :. ***** * * 180 
 

Med15_human      FQQQQQ-------------AALQQQQQQQ-----------QQQQFQAQQSAMQQQFQAVV 
Med15_yeast      AQANNNNNGLPQNGNINNNINIPQQQQMQPPNSSANNNPLQQQSSQNTVPNVLNQINQIF 
                  * :::               : **** *           ***. *   . : :*:: :. 240 
 

Med15_human      QQQQQ------------------------------------------------------- 
Med15_yeast      SPEEQRSLLQEAIETCKNFEKTQLGSTMTEPVKQSFIRKYINQKALRKIQALRDVKNNNN 
                 . ::*                                                        300 
 

Med15_human      ------------------LQQQQQQQQHLIKLHHQNQQQ--------------IQQQQQQ 
Med15_yeast      ANNNGSNLQRAQNVPMNIIQQQQQQNTNNNDTIATSATPNAAAFSQQQNASSKLYQMQQQ 
                                   :******: :  .    .                 : * *** 360 
 

Med15_human      LQRIAQLQLQQQQQQQQQQQQQQQQALQAQPPIQQPPMQQPQPPPSQALPQQLQQMHHTQ 
Med15_yeast      QQAQAQAQAQAQAQAQAQAQAQAAQAAQAQAQAQAQAQAQAQAQAQAQAQAQAQAQAQAQ 
                  *  ** * * * * * * * *  ** ***.  *  .  *.*. ..     * *   ::* 420 
     polyQA 
 

Med15_human      HHQPPPQPQQPPVAQNQPSQLPPQSQTQPLVSQAQALPGQMLYTQPPLKFVR-------- 
Med15_yeast      AHAQHQPSQQPQQAQQQPNPLHGLTPTAKDVEVIKQLSLDASKTNLRLTDVTNSLSNEEK 
                  *     .***  **:**. *   : *   *.  : *. :   *:  *. *          480 
 

Med15_human      ----------APMVVQQPPVQPQVQQQQTAVQTAQAAQMVAPGVQMITEALAQGGMHIRA 
Med15_yeast      EKIKMKLKQGQKLFVQVSNFAPQVYIITKNENFLKEVFQLRIFVKEILEKCAEGIFVVKL 
                             :.** . . ***    .  :  : .  :   *: * *  *:* : ::  540 
 

Med15_human      R--------------------------------------FPPTTAVSAIPSSSIPLGRQP 
Med15_yeast      DTVDRLIIKYQKYWESMRIQILRRQAILRQQQQMANNNGNPGTTSTGNNNNIATQQNMQQ 
                                                         * **:..   . :   . *  600 
 

Med15_human      MAQVSQSSLPMLSSPSPGQQVQTPQSMPPPPQPSPQPGQPSSQPNSNVSSGPAPSPSSFL 
Med15_yeast      SLQQMQHLQQLKMQQQQQQQQQQQQQQQQQQQQQQQHIYPSSTPGVANYSAMANAPGNNI 
                   *  *    :  . .  ** *  *.     * . *   *** *.    *. * :*.. : 660 
    polyQII 
 

Med15_human      PSPSPQ-------------PSQSPVTARTPQNFSVPSPGPLN-------TPVNPSSVMSP 
Med15_yeast      PYMNHKNTSSMDFLNSMENTPKVPVSAAATPSLNKTINGKVNGRTKSNTIPVTSIPSTNK 
                 *  . :             ..: **:* :. .:. .  * :*        **.. .  .  720 
 

Med15_human      AGSSQAEEQQYLDKLKQLSKYIEP------LRRMINKIDKNEDRKKDLSKMKSLLDILTD 
Med15_yeast      LSISNAASQQPTPRSASNTAKSTPNTNPSPLKTQTKNGTPNPNNMKTVQSPMGAQPSYNS 
                  . *:* .**   :  . :    *      *:   ::   * :. * :..  .     .. 780 
 

Med15_human      PSKRCPLKTLQKCEIALEKLKNDMAVPTPPPPPVPPTKQQYLCQPLLDAVLANIRSPVFN 
Med15_yeast      AIIENAFRKEELLLKDLEIRKLEISSRFKHRQEIFKDSPMDLFMSTLGDCLGIKDEEMLS 
                 .  . .::. :     **  * :::        :   .   *  . *.  *.   . ::. 840 
 

Med15_human      HSLYRTFVPAMTAIHGPPITAPVVCTRKRRLEDDERQSIPSVLQGEVARLDPKFLVNLDP 
Med15_yeast      CTIPKAVVDHINGSGKRKPTKAAQRARDQDSIDISIKDNKLVMKSKFNKSNRSYSIALSN 
                  :: ::.*  :..      * ..  :*.:   * . :.   *::.:. : : .: : *.  900 
 

Med15_human      SHCSNNGTVHLICKLDDKDLPSVPPLELSVPADYPAQSPLWIDRQWQYDANPFLQSVHRC 
Med15_yeast      VAAIFKGIGGNFKDLSTLVHSSSPSTSSNMDVGNPRKRKASVLEISPQDSIASVLSPDSN 
                   .  :*    : .*.    .* *. . .: .. * :    : .    *: . : * .   960 
 

Med15_human      MTSRLLQLPDKHSVTALLNTWAQSVHQACLSAA-------------------------- 
Med15_yeast      IMSDSKKIKVDSPDDPFMTKSGATTSEKQEVTNEAPFLTSGTSSEQFNVWDWNNWTSAT  
                 : *   ::  . .  .::.. . :. :    :                      1079 
 

          

Figure S1 Gallagher
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