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Table S1. Mouse primers used in real-time quantitative PCR.

Gene Acc. No./Ref. Primer
For: 5'-ccatctatgagctacaagagaacaat-3’

Len2 NM_008491.1 Rev: 5'-tctgatccagtagcgacage-3'
For:5' -aagttcaaccagcaccagaca-3'
T- M_019507.2
bet NM_01550 Rev: 5’ -cacggtgaaggacaggaatgg-3'
For:5' -tggagcaacatgtggaactc-3'
R NM_011577.2 Rev:5' -cagcagccggttaccaag-3'
For: 5'-cccattaccacctatcegee -3
Cata3 NM_008091.3 Rev: 5'-gttcacacactcectgeett -3
15 NM 010558.1 For:5' -atgaggcttcctgteectact-3/
- ’ Rev:5' -tacccccacggacagtttga-3’
For:5' -ggtatggagtgtggacctgg-3’
113 NM_008355.3 Rev: 5’ -gccatgcaatatcctetgggt-3”
For: 5’ -accacgctettetgtctactga-3’
Tnf-a NM_013698.3 Rev:5' -tccacttggtggtttgetacg-3'
For:5' -ggaggaactggcaaaaggatgg-3'
lfn-y NM_0083374 Rev:5' -tgttgctgatggectgattgte-3’
For:5' -gagctgaaagctctecaccte-3'
I-1p NM_008361.4 Rev:5' -ctttectttgaggeccaagge-3'
Mept] NM 008570.1 For:5' -gcacttctcttgecttetgg-3’
P - ’ Rev:5' -taaggacgggagtgtggtct-3'
For:5' -gcacttcttttgecttetgg-3’
Mept2 NM_008571.1 Rev:5' -taaggacgggagtgtggttt-3'
For:5' -tgctgtgtgctggaaatace-3'
Mept6 (Tpsb2) NM_010761.3 Rev:5' -cecttcactttgcagacca-3'
For: 5'-tgceccttcaatggttggt-3'
Nos2 NM_010927.4 Rev: 5'-tcctteggeccacttect-3'
Reolll NM 0112602 For: 5"-ccttectcttectcaggeaat-3'
Sy - ’ Rev: 5'-taattctctctccacttcagaaatcct-3'
For: 5'-catttgttcacgaggctttec-3’
Saal NM_0051174 Rev: 5'-gtttttccagttagcttecttcatgt-3'
Saa2 NM 0113143 For: 5'-tgtgtatcccacaagggtttcaga-3’
- Rev: 5'-ttattaccctctectectcaagea-3'
For: 5’-ggactctccaccgcaatga-3
170 NM_010552.3 Rev: 5’-ggcactgagcttcccagate-3’
For: 5'-catcattgacctegtggecce-3*
l-21 NM_001291041.1 Rev: 5'-acgaatcacaggaagggcat-3
For: 5’-ggtgacgaccagaacatcca-3
22 NM_016971.2 Rev: 5'-cagttccccaatcgecttga-3
Rore NM 001293734 1 For: 5'-ggaggacagggagccaagtt-3'
- ’ Rev: 5'-ccgtagtggatcccagatgact-3'
For: 5'-agaggtattgagggtgggtgt-3
Foxps NM_001199347.1 Rev: 5'-cagcatgggtctgtcttctcta-3
For: 5'-tgttgaagtcacaggagacaacct-3'
Capdl NM_008084.3 Rev: 5-aacctgccaagtatgatgacatca-3'
N~ -3/
B-actin NM._007393.5 For:5' -ctctagacttcgagcaggagatgg-3

Rev: 5' -atgccacaggattccatacccaaga-3'
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Table S2. Overview of the four experimental animal groups used for microbiome analysis.

Group Genotype! Gender Number (n) Age (weeks)
1 WT female 5 6
2 WT male 3 12
3 Len2-- female 3 4,6,9
4 Lcen2-- male 2 7
! Abbreviations used are: Lcn2+, deficient for Lipocalin 2; WT, wild type
Table S3. Composition of the diet.
Ingredient Composition

Crude Nutrients [%]
Minerals [%]
Fatty acids [%]

Amino acids [%]

Vitamins (per kg)

Trace elements (per kg)

Dry matter (87.7); Crude protein (19.0); Crude fat (3.3); Crude fibre (4.9); Crude ash (6.4);
N free extracts (54.1); Starch (36.5); Sugar (4.7)

Calcium (1.0); Phosphorus (0.70); Sodium (0.24); Magnesium (0.22); Potassium (0.91)
C 14:0 (0.01); C 16:0 (0.47); C 16:1 (0.01); C 18:0 (0.08); C 18:1 (0.62); C 18:2 (1.80); C 20:0
(0.01); C 20:1 (0.02)

Lysine (1.00); Methionine (0.30); Methionine +Cysteine (0.65); Threonine (0.68); Tryp-
tophan (0.25); Arginine (1.14); Histidine (0.44); Valine (0.88); Isoleucine (0.76); Leucine
(1.30); Phenylalanine (0.85); Phenylalanine +Tyrosine (1.43); Glycine (0.80); Glutamic
acid (3.90); Aspartic acid (1.61); Proline (1.25); Alanine (0.79); Serine (0.89)
Vitamin A (15,000 IU); Vitamin D3 (1,000 IU); Vitamin E (110 mg); Vitamin E as mena-
dione (5 mg); Thiamine (18 mg); Riboflavin (23 mg); Pyridoxine (21 mg); Cobalamin (100
ug); Nicotinic acid (135 mg); Pantothenic acid (43 mg); Folic acid (7 mg); Biotin (525 ug);
Choline-chloride (2,990 mg); Inositol (100 mg)

Iron (179 mg); Manganese (69 mg); Zinc (94 mg); Copper (16 mg); lodine (2.2 mg); Sele-
nium (0.3 mg); Cobalt (2.1 mg)
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Table S4. Listing and combination of the index primers used. Sample assignment is based on animal groups 1-4 with the

corresponding sample identification.

Sample Sample assignment Index primer 1 Index primer 2
1.1 N 716 5511
1.2 N 718 S511
1.3 N 719 S511
21 N 720 5511
, 22 N 721 S511
Wild type 2.3 N 722 5511
2.4 N 723 5511
2.5 N 724 5511
2.6 N 726 S511
2.7 N 727 5511
3.1 N 728 5511
3.2 N 729 S511
3.3 N 716 5510
3.4 N 718 5510
3.5 N 719 5510
Leno-+ 3.6 N 720 5510
3.7 N 721 5510
41 N 722 5510
42 N 723 5510
4.3 N 724 5510
4.4 N 726 S 507
4.5 N 727 S 507
(-) reaction mix (DNA extraction) N 728 5507
Controls (-) no template control 16S rRNA PCR N 729 5507
(+) chromosomal DNA E. coli 165 rRNA PCR N 716 5507
(+) mock community 165 rRNA PCR N 718 S 507
Table S5. Bacterial primers used in PCR.
Gene Designation Primer!
V3-region 165 rRNA 341-F For: 5'-attaccgcggctgetgg-3'
V3-region 165 rRNA 534-R Rev: 5'-cctacgggaggcagcag-3'
SFB 16S rRNA 779-F For: 5'-tgtgggttgtgaataacaat-3’
SFB 16S rRNA 1008-R Rev: 5'-gcgggcttcectcattacaagg-3’
SFB 165 rRNA 1380-R Rev: 5'-ggttagcccacaggcttcgg-3'

! All primer sequences were obtained from Yin et al., ISME ]. 2013, 7, 615-21.
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Figure S1. Relative share of genera [% of total reads] at sample level
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Figure S2. Shannon index rarefaction curves at the sample level

gl J
= WtQ (1) “ Alen2? (3)
g m Wt (2) W Alcn2? (4)
E = WG (3) Alcn2? (5)
< 1 = wig (1) = Alcn2Q (6)
Q | Wid (2) m Alcn2@ (7)
E Witd (3) Alen2d (1)
g Wid (4) Alcn2d (2)
s 1 = wtd(5) m Alcn2d (3)
- m Wtd (6) m Alcn2d (4)
..E m Wt (7) w Alcn2d (5)
g m Alen22 (1) m (+) E. coli
1 = ALcn29 (2) m (+)mock
community

0 - — — —________ I—__.
0 5000 10000 15000 20000 25000 30000
Sequences Per Sample



