Table S1: Coding sequences of the secreted part of Ca. P. asteris strain AY-WB S4AP54 (CP000061.1,
AYWB 224), S4P11 (CP000061.1, AYWB_370), and strain OY-M TENGU (AB750355.1), codon
optimized for E. coli, the coding sequence of mGFP6 as PCR amplified from the plasmid pGreenlI-
35::mGFP6 (Hellens et al., 1999) and coding sequences of the fusion genes mGFP6-SAP54, mGFP6-
SAP11, and mGFP6-TENGU.

>SAP54
ATGGACAAAGACATCGCTTCTACCTCTAACAACAACCCGAACATCACCAACTACTCTATCGAAGAAAA
CATCATCAACCTGAAATACAAAATCCGTGAAAACGCTGTTAAAAAAATCAACATCGAAAACGAAATCC
AGCAGCTGTCTAACAACGAACCGCGTAAAAACACCCTGCTGACCCTGAAAAAAAACCTGGAAAACCTG
ATCAACAACCAGAAAGAACAGCTGAAAACCTACCAGATCCTGCTGAAAACCCTGAACGACGAAAACAA
TTGA

>SAP11
ATGAGCCCGAAAAAAGAAAGCAGCGATAAAAAACGCGATATCCCGAAAATCAACAAGAGCGAAGAGAA
AAACAAGAAACAGAAAGAGGACATCAAACGCTTCTACACCATCCACAAAGAGTTCAAAGAATACAGCA
TCGAGAAGAACAACGAGATCATCAAAATTCTGGAAAACCCGGAACTGATGGAAATCCTGAAACAAAAA
GCCGAAGAGGAAACGAAAAACCTGAAAGAAGAAGGTAGCAGCAGCAAACAGCCGGATGATAGCAAAAA
ATGA

>TENGU
ATGGATCAGGATGATGATATCGAAAATGTGATTACCCTGATCGAAACCAAAGAAAATCAGACCGAGCA
GATTAAAATCCAGTGTCAGGATCTGCTGCAGAAAGGTGAAAAAGATGCATGA

>mGFP6
ATGTTCAGTAAAGGAGAAGAACTTTTCACTGGAGTTGTCCCAATTCTTGTTGAATTAGATGGTGATGT
TAATGGGCACAAATTTTCTGTCAGTGGAGAGGGTGAAGGTGATGCAACATACGGAAAACTTACCCTTA
AATTTATTTGCACTACTGGAAAACTACCTGTTCCATGGCCAACCCTGGTCACCACCCTGACCTACGGC
GTGCAGTGCTTCTCCCGTTACCCTGATCATATGAAGCGGCACGACTTCTTCAAGAGCGCCATGCCTGA
GGGATACGTGCAGGAGAGGACCATCTTCTTCAAGGACGACGGGAACTACAAGACACGTGCTGAAGTCA
AGTTTGAGGGAGACACCCTCGTCAACAGGATCGAGCTTAAGGGAATCGATTTCAAGGAGGACGGAAAC
ATCCTCGGCCACAAGTTGGAATACAACTACAACTCCCACAACGTATACATCATGGCCGACAAGCAAAA
GAACGGCATCAAAGCCAACTTCAAGACCCGCCACAACATCGAAGACGGCGGCGTGCAACTCGCTGATC
ATTATCAACAAAATACTCCAATTGGCGATGGCCCTGTCCTTTTACCAGACAACCATTACCTGTCCACA
CAATCTGCCCTTTCGAAAGATCCCAACGAAAAGAGAGACCACATGGTCCTTCTTGAGTTTGTAACAGC
TGCTGGGATTACACATGGCATGGATGAACTATACAAATAA

>mGEFP6-SAP54

ATGTTCAGTAAAGGAGAAGAACTTTTCACTGGAGTTGTCCCAATTCTTGTTGAATTAGATGGTGATGT
TAATGGGCACAAATTTTCTGTCAGTGGAGAGGGTGAAGGTGATGCAACATACGGAAAACTTACCCTTA
AATTTATTTGCACTACTGGAAAACTACCTGTTCCATGGCCAACCCTGGTCACCACCCTGACCTACGGC
GTGCAGTGCTTCTCCCGTTACCCTGATCATATGAAGCGGCACGACTTCTTCAAGAGCGCCATGCCTGA
GGGATACGTGCAGGAGAGGACCATCTTCTTCAAGGACGACGGGAACTACAAGACACGTGCTGAAGTCA
AGTTTGAGGGAGACACCCTCGTCAACAGGATCGAGCTTAAGGGAATCGATTTCAAGGAGGACGGAAAC
ATCCTCGGCCACAAGTTGGAATACAACTACAACTCCCACAACGTATACATCATGGCCGACAAGCAAAA
GAACGGCATCAAAGCCAACTTCAAGACCCGCCACAACATCGAAGACGGCGGCGTGCAACTCGCTGATC
ATTATCAACAAAATACTCCAATTGGCGATGGCCCTGTCCTTTTACCAGACAACCATTACCTGTCCACA
CAATCTGCCCTTTCGAAAGATCCCAACGAAAAGAGAGACCACATGGTCCTTCTTGAGTTTGTAACAGC
TGCTGGGATTACACATGGCATGGATGAACTATACAAACCCGCACCTGCTGCAGCTGCAGCTGCTTGCT
CTAGAGCAATGGACAAAGACATCGCTTCTACCTCTAACAACAACCCGAACATCACCAACTACTCTATC
GAAGAAAACATCATCAACCTGAAATACAAAATCCGTGAAAACGCTGTTAAAAAAATCAACATCGAAAA
CGAAATCCAGCAGCTGTCTAACAACGAACCGCGTAAAAACACCCTGCTGACCCTGAAAAAARAACCTGG
AAAACCTGATCAACAACCAGAAAGAACAGCTGAAAACCTACCAGATCCTGCTGAAAACCCTGAACGAC
GAAAACAATTGA



>mGFP6-SAP11

ATGTTCAGTAAAGGAGAAGAACTTTTCACTGGAGTTGTCCCAATTCTTGTTGAATTAGATGGTGATGT
TAATGGGCACAAATTTTCTGTCAGTGGAGAGGGTGAAGGTGATGCAACATACGGAAAACTTACCCTTA
AATTTATTTGCACTACTGGAAAACTACCTGTTCCATGGCCAACCCTGGTCACCACCCTGACCTACGGC
GTGCAGTGCTTCTCCCGTTACCCTGATCATATGAAGCGGCACGACTTCTTCAAGAGCGCCATGCCTGA
GGGATACGTGCAGGAGAGGACCATCTTCTTCAAGGACGACGGGAACTACAAGACACGTGCTGAAGTCA
AGTTTGAGGGAGACACCCTCGTCAACAGGATCGAGCTTAAGGGAATCGATTTCAAGGAGGACGGAAAC
ATCCTCGGCCACAAGTTGGAATACAACTACAACTCCCACAACGTATACATCATGGCCGACAAGCAAAA
GAACGGCATCAAAGCCAACTTCAAGACCCGCCACAACATCGAAGACGGCGGCGTGCAACTCGCTGATC
ATTATCAACAAAATACTCCAATTGGCGATGGCCCTGTCCTTTTACCAGACAACCATTACCTGTCCACA
CAATCTGCCCTTTCGAAAGATCCCAACGAAAAGAGAGACCACATGGTCCTTCTTGAGTTTGTAACAGC
TGCTGGGATTACACATGGCATGGATGAACTATACAAACCCGCACCTGCTGCAGCTGCAGCTGCTTGCT
CTAGAGCAATGAGCCCGAAAAAAGAAAGCAGCGATAAAAAACGCGATATCCCGAAAATCAACAAGAGC
GAAGAGAAAAACAAGAAACAGAAAGAGGACATCAAACGCTTCTACACCATCCACAAAGAGTTCAAAGA
ATACAGCATCGAGAAGAACAACGAGATCATCAAAATTCTGGAAAACCCGGAACTGATGGAAATCCTGA
AACAAAAAGCCGAAGAGGAAACGAAAAACCTGAAAGAAGAAGGTAGCAGCAGCAAACAGCCGGATGAT
AGCAAAAAATGA

>mGEFP6-TENGU
ATGTTCAGTAAAGGAGAAGAACTTTTCACTGGAGTTGTCCCAATTCTTGTTGAATTAGATGGTGATGT
TAATGGGCACAAATTTTCTGTCAGTGGAGAGGGTGAAGGTGATGCAACATACGGAAAACTTACCCTTA
AATTTATTTGCACTACTGGAAAACTACCTGTTCCATGGCCAACCCTGGTCACCACCCTGACCTACGGC
GTGCAGTGCTTCTCCCGTTACCCTGATCATATGAAGCGGCACGACTTCTTCAAGAGCGCCATGCCTGA
GGGATACGTGCAGGAGAGGACCATCTTCTTCAAGGACGACGGGAACTACAAGACACGTGCTGAAGTCA
AGTTTGAGGGAGACACCCTCGTCAACAGGATCGAGCTTAAGGGAATCGATTTCAAGGAGGACGGAAAC
ATCCTCGGCCACAAGTTGGAATACAACTACAACTCCCACAACGTATACATCATGGCCGACAAGCAAAA
GAACGGCATCAAAGCCAACTTCAAGACCCGCCACAACATCGAAGACGGCGGCGTGCAACTCGCTGATC
ATTATCAACAAAATACTCCAATTGGCGATGGCCCTGTCCTTTTACCAGACAACCATTACCTGTCCACA
CAATCTGCCCTTTCGAAAGATCCCAACGAAAAGAGAGACCACATGGTCCTTCTTGAGTTTGTAACAGC
TGCTGGGATTACACATGGCATGGATGAACTATACAAACCCGCACCTGCTGCAGCTGCAGCTGCTTGCT
CTAGAGCAATGGATCAGGATGATGATATCGAAAATGTGATTACCCTGATCGAAACCAAAGAAAATCAG
ACCGAGCAGATTAAAATCCAGTGTCAGGATCTGCTGCAGAAAGGTGAAAAAGATGCATGA



