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Supplementary Figure S1. Serum-derived EVs characterization. Particle concentration (A), mode sizes (B) and size
distribution curves (C) were assessed by Nanoparticle Tracking Analysis. Negative exosomal marker Calnexin and
exosomal markers HSP70 and TSG101 were assessed through western blot analysis (D). Error bars indicates standard
deviations. Abbreviations: AD, Alzheimer’s Disease; C, Controls; CDR, Clinical Dementia Rating; MMSE, Mini-Mental
State Examination; SH, SH-SY5Y cell lysates.
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Supplementary Figure S2. Western blot analysis of gelsolin in UA- and UMG-groups. Gelsolin levels were assessed

in serum-derived exosomes of Controls and individuals with dementia from UA-dementia group (CDR>1&MMSE+; n
=3 2) (A), which includes AD clinically diagnosed cases (indicated as AD). One clinical diagnosed AD case that scored
CDR =1 but was negative for MMSE (AD*), was also included in analyses for comparison. Gelsolin levels were also
assessed in serum-derived exosomes of Controls and AD cases (1 = 12) from UMG-group (B). Exosomal pool (P) was

used for data normalization. In all blots gelsolin bands appeared at ~ 90 kDa, as expected. Abbreviations: AD,
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Alzheimer’s disease; C, Controls; CDR, Clinical Dementia Rating; MMSE, Mini-Mental State Examination; P, Exosomal

pool.

Supplementary Table S1. AB-binding proteins found in exosomal proteomes from CSF, serum and plasma. Refer-
ences reporting the A binding to each protein are indicated.

Gene name Protein names References
A2M Alpha-2-macroglobulin [1,2]

ALB Albumin [3-5]
APCS Serum amyloid P-component [6-8]
APOA1 Apolipoprotein A-I [9-11]
APOA2 Apolipoprotein A-II [11]
APOA4 Apolipoprotein A-IV [12]
APOB Apolipoprotein B-100 [10]
APOC1 Apolipoprotein C-I [13]
APOC3 Apolipoprotein C-III [10]
APOE Apolipoprotein E [10,11,14,15]
BCHE Cholinesterase [16,17]
CIQA, CQ1B and C1QC | Complement Clq [18,19]

C3 Complement C3 [20-22]
C4BPA C4b-binding protein alpha chain [23]

CAT Catalase [24-26]
CFH Complement factor H [27]

CFI Complement factor I [28]

CLU Clusterin [11,29-32]
CSTB Cystatin-B [33]

F12 Coagulation factor XII [34]

FGB Fibrinogen beta chain [35]
GAPDH Glyceraldehyde-3-phosphate dehydrogenase [36]

GC Vitamin D-binding protein [37]

GSN Gelsolin [38,39-41]
HP Haptoglobin [42]
HSPB1 Heat shock protein beta-1 [43,44]
IGHM Immunoglobulin heavy constant mu [45]
L1ICAM Neural cell adhesion molecule L1 [46]

LRP1 Prolow-density lipoprotein receptor-related protein 1 | [47-50]
NCL Nucleolin [51]

PEN1 Profilin-1 [52]

pzp Pregnancy zone protein [53]
RELN Reelin [54,55]
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S100A8 Protein S100-A8 [56]
S100A9 Protein S100-A9 [57]
SELENOP Selenoprotein P [58,59]
SERPINA1 Alpha-1-antitrypsin [60]
SERPINA3 Alpha-1-antichymotrypsin [60-62]
TF Serotransferrin [63]
THBS1 Thrombospondin-1 [64]
TTR Transthyretin [65,66]
TUBB Tubulin beta chain [67,68]
Supplementary Table S2. Demographics and clinical data of UA-group participants.
UA-group
C CDR2>1 & MMSE+ C AD
I e P-value . . P-value
Age (mean+SD) 76.69+8.07 77.38+9.17 0.58 |77.56+4.83 | 78.67+5.07 | 0.99
Years of literacy (mean+SD) | 5.96+4.73 3.38+3.24 0.07 6.67+5.94 | 3.33+2.69 0.05
MMSE scores (mean+SD) 28.38+1.79 17.41+3.88 <0.01 |28.89+1.69 | 15.00£3.61 | 0.11

Abbreviations: AD, Alzheimer's disease cases; C, Controls; CDR, Clinical Dementia Rating; MMSE, Mini-Mental State
Examination; P, p-value, SD, Standard deviation.

Supplementary Table S3. Demographics and clinical data of UMG-group participants.

UMG-group
C AD
. T P-value
Age (mean+SD) 67.58+7.74 73.17+10.66 0.1163
Years of literacy (mean+SD) 12.75+3.99 11.50+1.64 0.82*
MMSE scores (mean+SD) 26.42+2.84 24.83+3.24 0.18
CDT (points) (mean+SD) 2.58+1.08 3.08+1.38 0.26
CSF AB1-42 (ng/ml) (mean+SD) 1029+461.7 592.0+204.1 <0.01
CSF AB1-40 (ng/ml) (mean+SD) 12670+6362 1727445542 0.08
CSF Ap1-42/1-40 (mean+SD) 0.07+0.007 0.03+0.006 <0.001
CSF P-Tau 181 (pg/ml) (mean+SD) 277.7+¢129.1 695.0+£336.9 <0.001
CSF Tau (pg/ml) (mean+SD) 43.33+15.65 86.98+31.79 <0.001

Abbreviations: AD, Alzheimer's disease cases; C, Controls; CDT, Clock-Drawing Test; CSF, Cerebrospinal fluid; MMSE, Mini-Mental
State Examination; P, p-value, SD, Standard deviation. * Data available only for n=8 Controls and n=6 ADs.
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Supplementary Table S4. List of proteins found in exosomes isolated from CSF, Serum and Plasma and previously
related to Alzheimer’s disease. These proteins were not found in the EVpedia, EXOCARTA and Vesiclepedia proteo-
mes but due to the literature reported association with AD, these were added to the exosomal proteome lists obtained
from the databases.

Proteins identified in the literature

Gene names Reference
CSF MAPT [69]
L1CAM [70]
Serum SNAP-25 [70]
TSG101 [70]
APH1A [71]
APP [71-74]
BACE1 [71]
CD46 [75]
CD55 [75]
CD59 [75]
CD93 [75]
CFB BF [75]
CR1 [75]
CSPG4 [76]
CTSD [77]
ENO2 [71,77]
FGF13 [76]
FGF2 [76]
GAP43 [74]
GDNF [71]
Plasma Gfap [71,75]
GLUL [71,75,76]
GRIA4 [76,78]
HGF [76]
HSP72* [77]
IGF1 [76]
IL1B [75]
IL6 [75]
Irsl [73]
L1CAM [72-74,77,78]
Lampl [77]
MAPT [71-74]
MOG [76]
NCAM1 [73,77]
NCSTN [71]
NEFL [71,73,76,77]
NLGNI1 [78]
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Nptx2 [76,78]
Nrgn [72,74]
NRXN2 [74]
PDCDe6IP [73]
PDGFRA [76]
PSEN1 [71]
PSENEN [71]
REST [72]
SEPTINS [71]
SLC1A3 [71,75]
SYN1 [74]
Synpo [74]
Syp [73,74]
SYT2 [74]
TSG101 [73]

Supplementary Table S5. Final CSF Proteome List. List of CSF exosomal gene names obtained from overlap of the
EVpedia, EXOCARTA and Vesiclepedia. Exosome gene names mined from the literature were also included.

Proteome of CSF-derived exosomes - Gene name
A1BG CACNA2D2 | DNAJC5 | HDHD2 KRT6C NUDC RALA SLC5A5
A2M CAD DNM1 HEBP1 KRT7 NUP133 RAN SLC9A3R1
AARS CADM1 DPP6 HERC1 KRT73 NUP62 RAP1A SLIT1
AATF CADM2 DPP7 HEXA KRT77 NUTE2 RAP2A SLITRK1
ABHDI12B CADM3 DPYSL2 HIBADH KRT78 OAF RARRES2 SLITRK2
ABI3BP CALM1 DRG2 HINT1 KRT79 OGN RBBP4 SLITRK4
ABR CALML5 DSC1 HIST2H2BF KRT8 OLFM1 RBBP7 SLITRK5
ACADM CALR DSG1 HK1 KRT80 OLFML2A | RBM8A SLPI
ACADS CAMK2A DSP HLA-A KRT81 OLFML3 RBMX SMC3
ACAT2 CANT1 DYNCI1H1 | HLA-B KRT83 OMD RBP3 SMOC1
ACLY CAP1 DYNC2H1 | HLA-DRA KRT85 OMG RBP4 SNAP25
ACO2 CAPG ECM1 HLA-DRB1 KRT86 OPA1 RCC1 SNED1
ACOT7 CAPZA1 ECM2 HMCN1 KRT9 ORM1 RCC2 SNRNP40
ACP1 CAPZB EDIL3 HMGBL1 L1CAM ORM2 RELN SOD1
ACP2 CASP14 EEF1A1 HMGB2 LAMA?2 OXCT1 RFC2 SOD2
ACTC1 CAT EEF1D HNRNPAO LAMA4 P4HB RFC3 SOD3
ACTG1 CBLN1 EEF1G HNRNPA1 LAMAS PA2G4 RFC4 SORCS1
ACTN4 CBLN3 EEF2 HNRNPA2B1 | LAMB1 PAK2 RGMA SPARC
ACTR2 CBR1 EFEMP1 HNRNPAS3 LAMB2 PAM RGMB SPARCL1
ADA CBX1 EFEMP2 HNRNPAB LAMC1 PAPLN RHOA SPOCK3
ADAM15 CCT2 EFHD2 HNRNPC LAMC3 PARK?7 RIDA SPON1
ADAM22 CCT3 EFTUD2 HNRNPD LBP PARP1 RIPOR3 SPP1
ADAR CCT4 EIF1 HNRNPDL LCAT PCBP1 RNASE1 SPRR1B
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ADCY3
ADGRB1
ADGRB2
ADGRL1
ADH5
ADSL
AEBP1
AFM
AGRN
AGT
AHCY
AHNAK
AHSG
AK1
AKR1B1
ALB
ALDH9A1
ALDOA
ALDOC
ALOX12B
AMBP
AMY1A
ANG
ANGPTL2
ANP32B
ANXA1
ANXA11
ANXA2
ANXA4
ANXA5
ANXA6
ANXA7
AP2A1
AP2B1
APCS
APEH
APIP
APLP1
APLP2
APMAP
APOA1

APOA2

CCT5
CCT6A
CCT7
CCT8
CD109
CD14
CD2AP
CD44
CD47
CD59
CDS5L
CD81
CD9
CDC42
CDC73
CDH1
CDH13
CDH15
CDH2
CDH5
CDK3
CDK5RAP2
CDSN
CELSR2
CEMIP
CETP
CFD
CFH
CFHR1
CFHR2
CFI
CFL1
CHAD
CHGA
CHGB
CHI3L1
CHL1
CHMP2A
CHRD
CHRDL1
CHST10
CHST15

EIF1AY
EIF3D
EIF3G
EIF3H
EIF3M
EIF4A1
EIF4A2
EIF4A3
EIF4G1
EIF5A
ELMOL1
EMILIN1
EMILIN2
ENO1
ENO2
ENPP2
ENPP6
EPHA4
EPHB6
EPRS
ERAP1
ERAP2
ESD
ETF1
ETFA
EXOSC7
EXTL2
EZR
F10

F12
F13A1
F13B

F2

F5

F9
FABP5
FAM20A
FAM3C
FARSA
FASN
FAT2
FBL

HNRNPF
HNRNPH1
HNRNPH3
HNRNPK
HNRNPL
HNRNPM
HNRNPU
HNRNPUL1
HP

HPR
HPRT1
HPX

HRG
HRNR
HS6ST3
HSD17B10
HSP90AA1
HSP90AB1
HSP90B1
HSPA13
HSPA1A
HSPA2
HSPA4
HSPA5
HSPAS8
HSPA9
HSPB1
HSPD1
HSPE1
HSPG2
HSPH1
HTRA1
HVCN1
IARS
ICAMS5
IDH2
IDH3B
IDS

IFI16
IFT140
IFT172
IFT74

LCN1
LCP1
LDHA
LDHB
LEFTY2
LFNG
LGALS1
LGALS3BP
LGALS?7
LINGO1
LIPN
LMANI1
LMAN2
LMNB1
LOR
LOXHD1
LOXL1
LPA
LRG1
LRP1
LRRC4B
LRRFIP1
LSM12
LSM14A
LSMS8
LTA4H
LTBP1
LTBP2
LTBP4
LTF
LUC7L
LUC7L2
LUM
LY6H
LYN
LYNX1
LYZ
M6PR
MAMDC2
MAN1A1
MAN1B1
MAN1C1

PCBP2
PCDH17
PCDH9
PCDHAC2
PCDHGC3
PCMT1
PCNA
PCOLCE
PCSKIN
PCSK2
PCSK9
PCYOX1
PDCD6
PDCDe6IP
PDIA3
PDLIM1
PDYN
PEBP1
PEPD
PF4V1
PFDN2
PFKP
PFN1
PFN2
PGAM1
PGK1
PGLS
PGLYRP2
PGM1
PGRMC1
PHB
PHB2
PHGDH
PI4KA
PIGR

PIP
PITRM1
PKM
PKP1
PLD3
PLD4
PLG

RNASE4
RNF40
RNHI1
ROBO1
RPA1
RPL10A
RPL12
RPL13
RPL13A
RPL14
RPL17
RPL18
RPL18A
RPL21
RPL23
RPL23A
RPL24
RPL29
RPL3
RPL36A
RPL37A
RPL38
RPL4
RPL5
RPL6
RPL7
RPL7A
RPL8
RPL9
RPLPO
RPLP2
RPN1
RPS10P5
RPS11
RPS13
RPS15
RPS15A
RPS17
RPS18
RPS19
RPS2
RPS20

SPRR2G
SPTA1
SPTAN1
SPTBN1
SPTBN2
SRI

SRM
SRP14
SRPX
SRRT
SRSF5
SSB
ST13
ST8SIA3
ST8SIA5
STAB1
STIP1
STMN1
STOML2
STRAP
STX1A
STX1B
STXBP1
SUMO3
SUPT16H
SYN1
SYNGR1
SYT1
TAGLN
TAGLN2
TALDO1
TARSL2
TCEA1
TCN2
TCP1

TF

TFRC
TGFBI
TGFBR3
TGM1
TGM3
THADA




Int. ]. Mol. Sci. 2021, 22, 3933 7 0f19

APOA4 CISD1 FBLN1 IFT80 MAN2A1 | PLOD1 RPS21 THBS1
APOB CKB FBLN2 IFT81 MAN2A2 | PLOD3 RPS23 THBS2
APOC1 CKM FBLN5 IFT88 MAN2B1 | PLP1 RPS25 THBS4
APOC2 CKMT1A FBLN7 IGF2 MANBA PLTP RPS26 THSD4
APOC3 CLEC11A FBN1 IGF2R MAP3K2 | PLXDC2 RPS27 THY1
APOD CLEC3B FCER1G IGFALS MAPK1 PLXNB2 RPS28 TIMP1
APOE CLIC6 FCGBP IGFBP2 MAPT PNP RPS3 TIMP2
APOF CLSTN1 FCGR1A | IGFBP4 MARCKS | POMGNT1 | RPS3A TIMP3
APOH CLSTN2 FCN2 IGFBP6 MASP1 PON1 RPS4X TKT
APOL1 CLSTN3 FCN3 IGFBP7 MAT2A PON3 RPS5 TLN1
APOM CLTC FETUB IGHA1 MATN2 POTEE RPS8 TMEM132A
APP CLU FGA IGHA2 MATN3 PPBP RPSA TMEM132D
ARF3 CLUAP1 FGB IGHD MB PPIA RRAS TMEM198
ARF4 CNDP1 FGFR1 IGHG1 MBP PPIB RSL1D1 TMPO
ARF5 CNDP2 FGG IGHG2 MCAM PPIC RUVBL2 TMSB4X
ARF6 CNN3 FHL1 IGHG3 MCM2 PPP1R11 RYR2 TNR
ARG1 CNP FILIP1L IGHG4 MCM3 PPP2CB S100A16 TNXB
ARHGDIA CNTN1 FKBP1A IGHM MCM4 PPP2R1A | S100A6 TOMM22
ARHGDIB CNTN2 FKBP3 IGHV1-2 MCM6 PPP2R2A | S1I00A7 TPI1
ARL3 CNTN4 FKBP4 IGHV1-46 MDC1 PPP5C S100A8 TPM2
ARMC9 CNTN5 FLG IGHV3-13 MDHI1 PRCP S100A9 TPM3
ARPCI1B CNTNG6 FLG2 IGHV3-23 MDH2 PRDX1 SAA4 TPP1
ARPC2 CNTNAP2 | FLNA IGHV3-33 MEGF10 PRDX2 SAE1 TPT1
ARPC4-TTLL3 | CNTNAP4 | FLNB IGHV3-48 MEGFS8 PRDX3 SARNP TRA2B
ART3 COL12A1 FMOD IGHV3-7 MET PRDX5 SART1 TRHDE
ART4 COL14A1 FN1 IGHV4-59 METRNL | PRDX6 SBSN TRIM33
ASAH1 COL15A1 FOLR1 IGKC MFGES8 PRELP SCG2 TTC21B
ATIC COL16A1 FOLR2 IGKV1-17 MGAT1 PREP SCG3 TTC30B
ATP1A1 COL18A1 FRZB IGKV1-39 MGAT2 PRG4 SCG5 TTN
ATP1A2 COL1A1 FSCN1 IGKV1-5 MGAT5 PRNP SCRG1 TTR
ATP1A3 COL1A2 FSTL1 IGKV1D-12 MGP PROC SCUBE2 TUBAIA
ATP1B1 COL3A1 FSTL4 IGKV1D-33 MIA PROS1 SDCBP TUBAI1B
ATP1B2 COL4A1 FSTL5 IGKV2-30 MIF PROZ SDF2L1 TUBA1C
ATP2A2 COL4A2 FTH1 IGKV2D-28 MINPP1 PRPF19 SDF4 TUBA4A
ATP2B1 COL6A1 FUCA1 IGKV3-15 MMP2 PRPF4 SELENBP1 | TUBB
ATP2B2 COL6A2 FUCA2 IGKV3-20 MOV10 PRPF40A | SELENOP | TUBB2A
ATP2B3 COL6A3 G6PD IGLC2 MPO PRPS2 SELPLG TUBB3
ATP4A CORO1A GAA IGLL5 MPST PRR4 SEMA3B TUBB4A
ATP5F1A CORO1C GALK1 IGLV1-40 MSLN PRRT2 SEMA3C TUBB4B
ATP5F1B COTL1 GALNT10 | IGLV1-47 MSN PRSS1 SEMA3G TUFM
ATP5F1D COX4I1 GALNT13 | IGLV1-51 MTA3 PRSS3 SEMAA4B TWE2
ATP5PO CP GALNTI15 | IGLV2-14 MT-CO2 PSAP SEMAG6A TXN
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ATP6AP1
ATP6AP2
ATP6VOA1
ATP6VOD1
ATP6V1A
atpE
ATRN
AZGP1
B2M
B3GALNT1
B3GAT3
B3GNT2
B3GNT9
B4GALNT1
B4GALT1
B4GAT1
BANF1
BCAN
BCHE
BCL2L2
BGN
BLMH
BPIFB1
BSG

BTD

BTF3
BUB3
Cl160rf89
C1QA
C1QB
C1QC
CIQTNE3
CIQTNEF5
CIR
CIRL

C1s

Cc2

C3

C4B
C4BPA
C4orf48

C5

CPA4
CPB2
CPE
CPN1
CPN2
CPQ
CPVL
CPXM2
CPZ
CRABP1
CROCC
CRP
CRTAC1
CRYBG1
CRYM
CSDE1
CSPG4
CST3
CST4
CSTé6
CSTA
CSTB
CTSA
CTSB
CTSD
CTSF
CTSH
CTSL
CUTA
CYB5B
CYBB
CYSTM1
DAG1
DARS
DAZAP1
DCC
DCD
DCN
DCTN1
DDAH1
DDX3X
DDX5

GALNT2
GALNT5
GALNT6
GALNT7
GANAB
GAPDH
GAS6
GASK1B
GBA

GC
GDA
GDF11
GDI1
GFPT1
GGCT
GGH
GLRX
GLUD1
GM2A
GMPS
GNAI1
GNAI2
GNAO1
GNB1
GNB2
GNPTG
GNS
GOT1
GOT2
GPI
GPLD1
GPM6A
GPX3
GRIA4
GSN
GSR
GSTM3
GSTO1
GSTP1
GUK1
H1-3
Hi1-4

IGLV3-19
IGLV3-21
IGLV3-25
IGLV7-43
IGSF8
IL6ST
ILF2
IMMT
IMPA1
IMPADI
IMPDH2
INA
IPO5
IQGAP1
ISLR
ITGAM
ITGB1
ITGB2
ITIH1
ITIH2
ITIH3
ITIH4
ITIH5
ITPR1
JAM3
JCHAIN
JPT1

JuP
KATNA1
KCNJ13
KCTD12
KEL
KIAA0319L
KIF21A
KIF21B
KIF3C
KLK6
KLKB1
KNGI
KPRP
KRTI1
KRT10

MTHED1
MUC5B
MYH2
MYH4
MYH7B
MYH9
MYL12B
MYL6
MYO1G
MYO5A
MYOC
NAA15
NAPA
NASP
NCAM1
NCAM2
NCAN
NCAPH
NCCRP1
NCKAP1
NCL
NDRG2
NDRG4
NDUFS8
NEFL
NEFM
NEGR1
NELL2
NEO1
NEU1
NFASC
NID1
NID2
NLGN2
NME2
NNT
NOP58
NOTCH3
NPC2
NPEPPS
NPM1
NPTN

PSMAL1
PSMA2
PSMA3
PSMA5
PSMA6
PSMA7
PSMB1
PSMB10
PSMB3
PSMB4
PSMB5
PSMB6
PSMB9
PSMC2
PSMC3
PSMD11
PSMD13
PSMD2
PSMD7
PTBP1
PTGDS
PTK7
PTMA
PTN
PTPRC
PTPRD
PTPRF
PTPRN
PTPRN2
PTPRS
PTPRZ1
PURB
PXDN
PYGB
PYGM
PZP
QDPR
QPCT
QSOX1
QSOX2
RAB10
RAB11B

SEMA6D
SEMGI1
SEMG2
SEPTIN7
SERBP1
SERPINA1
SERPINA10
SERPINA12
SERPINA3
SERPINA4
SERPINA5
SERPINA6
SERPINA7
SERPINB1
SERPINB12
SERPINB3
SERPINB5
SERPINB6
SERPINC1
SERPIND1
SERPINE2
SERPINF1
SERPINF2
SERPING1
SERPINI1
SET

SEZ6
SEZ6L
SEZ6L.2
SF3A1
SF3A3
SF3B1
SF3B3
SF3B4

SFN

SFPQ
SGCE
SGSM2
SH2D1A
SHBG
SHMT?2
SIL1

TXNDC17
TXNRD1
UBA1
UBA2
UBC
UBE20
UBQLN4
UCHL5
UGGT1
UQCRC1
USsPr14
USP9Y
VAMP2
VAMP5
VASN
VAT1
VCAM1
VCAN
VCL
vCpP
VDAC1
VDAC2
VDAC3
VGF
VIM
VPS26B
VSNL1
VTN
VWEF
WARS
WBP2
WDR1
WDR35
WFIKKN2
XP32
XPNPEP1
XPO1
XPOT
XRCC5
XRCC6
XXYLT1
YBX1
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C6 DEFA1
c7 DHX9
C8A DIAPH1
C8B DKK3
C8G DLAT
C9 DLD
CA1l DLG4
CA10 DLST
CAl4 DMBT1
CA2 DNAJA1
CACHD1 DNAJB1
CACNA2D1 DNAJC3

H1-5
H2AC11
H2AC4
H2AZ1
H2BC11
H3C1
H4-16
HABP2
HADH
HBA1
HBB
HBD

KRT13
KRT14
KRT16
KRT17
KRT2
KRT31
KRT33A
KRT33B
KRT4
KRT5
KRT6A
KRT6B

NPTX1
NPTXR
NRAS
NRCAM
NRP2
NRXN1
NRXN2
NRXN3
NSF
NT5DC1
NTM
NUCB1

RAB14 SIRPA
RAB1A SKP1
RAB1B SLC12A2
RAB2A SLC1A2
RAB3A SLC1A3
RAB5A SLC25A12
RAB5C SLC25A18
RAB6B SLC25A3
RAB7A SLC25A4
RABSB SLC39A12
RAC1 SLC3A2
RACK1 SLC5A2

YBX3
YWHAB
YWHAE
YWHAG
YWHAH
YWHAQ
YWHAZ
ZAP70
ZBTB40
ZG16B
ZNF518A

Supplementary Table S6. Final Serum Proteome List. List of Serum exosomal gene names obtained from overlap of

the EVpedia, EXOCARTA and Vesiclepedia. Exosome gene names mined from the literature were also included.

Proteome of Serum-derived exosomes - Gene name

Al1BG
A2M
AASS
ABCA7
ABCA9
ABCB1
ABCB4
ABCC2
ABCG2
ABHD17B
ABL2
ACAA2
ACAP1
ACAP2
ACOT9
ACTA1
ACTA2
ACTB
ACTBL2
ACTC1
ACTG1
ACTG2
ACTN1
ACTN2
ACTN3
ACTN4

CALML5
CAP1
CARF
CASP14
CAST
CAT
CAVIN1
CAVIN2
CCAR2
CCDC114
CCDC150
CCDC158
CCDC159
CCDC17
CCDC183
CCDC39
CCDC40
CCDC63
CCDC74A
CCDC74B
CCDC80
CCDC81
CCP110
CCT2
CCT3
CCT4

EEF2
EFEMP1
EFNAS5
EGFR
EIF2B5
EIF4A1
EIF4A2
ELMO1
ELMO2
EMILIN1
EMILIN2
EML4
ENO1
ENO2
ENO3
ENPEP
ENTPD5
EP300
EPB41
EPC1
EPCAM
EPHB3
EPN2
EPPK1
EPS8
EPX

H2BC13
H2BC14
H2BC15
H2BFS
H3-3A

H3C1
H3F3C
H4-16
HABP2
HBA1

HBB

HBD

HBE1

HBG1

HBG2
HBSIL
HCFC2
HDGFL3
HECTD4
HES6
HGFAC
HIST1H1T
HIST1IH2AA
HIST1IH2AC
HISTIH2AH
HIST1H2BB

ITIH2
ITIH3
ITIH4
ITM2A
ITM2B
JAKMIP3
JCHAIN
JUP
KANSL1
KATNAL2
KCMF1
KCNAB2
KCND3
KCTD12
KDM5C
KIAA0825
KIAA1586
KIF16B
KIF20B
KIF3B
KIF7
KLHL1
KLHL41
KLK3
KLKB1
KNGI1

MUC19
MUC5B
MVP
MXD3
MYBPC2
MYCT1
MYH10
MYH11
MYH13
MYH14
MYH2
MYH9
MYL12A
MYL12B
MYL3
MYL4
MYL6
MYL6B
MYL9
MYO18A
MYO18B
MYO19
MYO1F
MYO1G
MYSM1
NACA

PTPR]
PTPRR
PTPRZ1
PTTG1IP
PTX3
PUDP
PXDN
PZP
QSOX1
R3HDM2
RAB10
RAB1A
RAB1B
RABIC
RAB27A
RAB3A
RAB3B
RAB3C
RAB3D
RAB5A
RAB5B
RAB7A
RACK1
RADS54B
RADX
RALGAPB

STOM
STX5
STX7
STXBP2
SVEP1
SYBU
SYNCRIP
SYNE1
SYNE2
SYTL3
TAF4
TAF6
TAGLN2
TALDO1
TBC1D1
TBC1D23
TBL1X
TBL1Y
TBX1
TBX10
TCP1
TDP1
TENT2
TESPA1
TEX15
TF
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ACTR3
ADAM10
ADGRV1
ADIPOQ
AFM
AGRP
AGT
AHSA2P
AHSG
AKT1
AKT2
AKT3
ALB
ALDHI16A1
ALDOA
ALG11
ALKBH5
ALPI
ALPL
AMBP
AMPD3
ANGPT1
ANGPTL1
ANGPTL3
ANGPTL6
ANK1
ANKMY1
ANKRD65
ANO3
ANO6
ANPEP
ANXA1
ANXAI11
ANXA2
ANXA2P2
ANXA3
ANXA4
ANXA5
ANXAG6
ANXA7
ANXA8

ANXASL1

CCT5
CCT6A
CCT6B
CCT7
CCT8
CD14
CD207
CD24
CD276
CD36
CD59
CD5L
CD63
CD81
CD9
CDC25C
CDC27
CDHR2
CDKN2AIPNL
CDR2L
CELSR3
CEMIP
CENPE
CENPF
CENPJ
CEP126
CEP164
CES2
CFAP73
CFB
CFD
CFH
CFHR1
CFHR2
CFHR5
CFI
CFL1
CFL2
CFP
CFTR
CHD3
CHD?

ERAL1
ERAP2
ERBB2
ERC1
ERVK-5
ESYT1
ETAA1
EVC
EVPL
EXTL2
EYS

EZR

F10

F11

F12
F13A1
F13B

F2

F5

F7

F9
FABP5
FAM161A
FAM161B
FAM171A1
FAM25A
FAM78B
FAMSIA
FASN
FBLN1
FBP1
FBXO22
FBXO28
FCGBP
FCHSD1
FCN1
FCN2
FCN3
FERMT3
FGA
FGB
FGG

HIST1H2BD
HIST1H2BH
HIST1H2BO
HIST2H2AA3
HIST2H2AB
HIST2H2AC
HIST2H2BE
HIST2H2BF
HIST2H3A
HIST3H2A
HIST3H2BB
HIST3H3
HLA-A
HLA-B
HLA-C
HMBS
HMCN1
HMGB1
HMGB1P1
HMGN1
HNRNPC
HNRNPH1
HNRNPH2
HNRNPK
HNRNPU
HOOK2

HP

HPR

HPRT1

HPX

HRG
HSP90AA1
HSP90AA2P
HSP90AA4P
HSP90AB1
HSP90AB2P
HSP90AB3P
HSP90B1
HSPA1A
HSPA1L
HSPA2
HSPA4L

KRT1
KRT10
KRT14
KRT15
KRT16
KRT17
KRT2
KRT20
KRT222
KRT23
KRT24
KRT25
KRT26
KRT27
KRT28
KRT3
KRT31
KRT32
KRT33A
KRT33B
KRT34
KRT35
KRT36
KRT37
KRT38
KRT40
KRT5
KRT6A
KRT6B
KRT6C
KRT71
KRT72
KRT73
KRT75
KRT76
KRT77
KRT78
KRT79
KRT80
KRT81
KRT82
KRT83

NACA2
NACC2
NAGPA
NAT16
NCL
NDC80
NDUFS1
NF1
NEF2
NFE2L3
NID1
NIN
NKX3-2
NLRP1
NPAS3
NPPB
NPPC
NRAP
NSDHL
NSF
NUMBL
NUP58
OASL
OBSCN
ODF2L
OIT3
OLFM4
OR2T6
OR4C16
OR4K14
ORM1
ORM2
0OS9
OSBPL8
OTOA
OTOF
OTUD4
OTUD7A
P4HB
PABPC1
PABPC4
PADI3

RAP1A
RAP1B
RAP2B
RASSF8
RBM17
RBMX2
RBP4
RELN
RGMB
RGPD1
RGPD2
RGPD5
RGPD8
RHOA
RIC8A
RIT1
RMI1
RNF166
RNF169
RNF19B
RNF25
RNH1
ROBO4
RPL13
RPL13A
RPL18
RPL29
RPLP2
RPS16
RPS27A
RPS28
RPSA
RPUSD3
RSU1
RYR2
S100A11
S100A14
S100A7
S100A7A
S100A8
S100A9
S100P

TFIP11
TFPI
TFRC
TGFB1
TGFBI
TGM2
THBS1
THBS3
THBS4
THEG
TIGD2
TIGD6
TJAP1
TJP2
TLN1
TLN2
TLR4
TLR6
TMC2
TMCO3
TMEM181
TMEMG63A
TNC
TNRC6A
TNXB
TOLLIP
TOP2A
TOP3B
TP53BP2
TPI1
TPM1
TPM2
TPM3
TPM4
TPP2
TPR
TPT1
TRAP1
TREX2
TRIM24
TRIM28
TRIM63
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AP1AR
AP3M1
APCS
APEH
APLP2
APOA1
APOA2
APOA4
APOA5
APOB
APOC1
APOC2
APOC3
APOD
APOE
APOF
APOH
APOL1
APOM
ARAP1
ARCNI1
ARF1
ARF3
ARF5
ARFGEF1
ARHGDIA
ARHGEF18
ARMC10
ARNT
ARPC3
ASPRV1
ASXL1
ATAD2
ATF6
ATG2B
ATP13A3
ATP1A1
ATP23
ATP2B4
ATP5F1A
ATP5F1B
ATRN

CKAP4
CKMTI1A
CLASP2
CLCA1
CLCN4
CLCNG6
CLCNKA
CLCNKB
CLEC3B
CLIC1
CLTA
CLTC
CLTCL1
CLU
CMYAS5
CNDP1
COL18A1
COL1A2
COL22A1
COL2A1
COL6A1
COL6A2
COL6A3
COLEC10
COLEC11
COLGALT2
COMMD3
COQ4
COQs8B
CORO1A
CORO1C
CORO6
CP

CPA5
CPB2
CPN1
CPN2
CPNE1
CPNE2
CPNE3
CPNE4
CPNE5

FGL1
FHIT
FLG
FLNA
FLNB
FLNC
FLOT1
FLRT1
FN1
FOLH1
FOXP4
FREM3
FTH1
FTL
FYCO1
GANAB
GAPDH
GAS1
GATA3
GC
GCFC2
GGCT
GGT1
GGT2
GGT3P
GGT7
GGTLC2
GGTLC3
GIPC1
GJD4
GLA
GLGI1
GLIPR2
GLMN
GLUL
GNA12
GNA13
GNAIl
GNAI2
GNAI3
GNAL
GNAO1

HSPA5
HSPA6
HSPA7
HSPAS
HSPB1
HSPG2
HUNK
HUWE1
HYOU1
IDE
1IFT122
IGFALS
IGHA1
IGHA2
IGHD
IGHE
IGHG1
IGHG2
IGHG3
IGHG4
IGHM
IGHMBP2
IGHV1-2
IGHV1-46
IGHV1-69
IGHV2-5
IGHV2-70
IGHV3-11
IGHV3-13
IGHV3-23
IGHV3-30
IGHV3-33
IGHV3-48
IGHV3-53
IGHV3-7
IGHV3-9
IGHV4-34
IGHV4-39
IGHV4-59
IGKC
IGKV1-16
IGKV1-17

KRT84
KRT85
KRT86
KRT87P
KRT9
L1CAM
LAMA4
LAMB1
LAMB4
LAMC1
LAMP1
LAMP2
LARGE1
LATS2
LBP
LCAS5
LCN2
LCP2
LDHA
LDHAL6A
LDHB
LDHC
LGALS3BP
LGALS?7
LGALS9
LGALS9B
LGALS9C
LGI3
LIM2
LIMS1
LIMS2
LMNA
LMNB1
LPA
LPAL2
LRG1
LRIF1
LRP1
LRP1B
LRPPRC
LRRC37A
LRRC37A2

PARN
PARP9
PARPBP
PARVB
PASD1
PCCA
PCDHB3
PCDHGA1
PCDHGA10
PCYOX1
PDCD6
PDCDe6IP
PDE12
PDE6B
PDF
PDLIM1
PDLIM5
PECAM]1
PEF1
PEGI10
PEX1
PEX5L
PF4
PF4V1
PFN1
PGAM1
PGK1
PGLYRP2
PHACTR1
PIGR
PIK3CD
PIP4K2C
PIWIL2
PKD1
PKDI1L3
PKHD1L1
PKM
PLAT
PLEC
PLEK
PLEKHA4
PLEKHA7?

SAA1
SAA2
SAA4
SACS
SAP25
SART1
SATL1
SBF1

SBSN
SCAMP1
SCFD1
SCIN
SCNN1D
SCUBE3
SDCBP
SEC24C
SEL1L
SELENOP
SELP
SEMA6D
SEMGI1
SERPINA1
SERPINA3
SERPINA4
SERPINA5
SERPINA6
SERPINA7
SERPINB3
SERPINB4
SERPINB5
SERPINC1
SERPIND1
SERPINF1
SERPINF2
SERPING1
SETD1A
SETD2
SEZ6L.2
SF3B2

SFN

SFPQ
SFTPA1

TRIM7
TRMT11
TRPM6
TRPS1
TSG101
TSNAXIP1
TSPAN14
TSPAN15
TSPAN33
TSPAN9
TTBK1
TTC37
TTN
TTR
TTYH3
TUBAIA
TUBA1B
TUBAIC
TUBA3C
TUBA3E
TUBA4A
TUBA4B
TUBAS
TUBB
TUBB1
TUBB2A
TUBB2B
TUBB3
TUBB4A
TUBB4B
TUBB6
TUBBS8
TUBBSB
TXLNA
TXN
UBA1
UBA52
UBB
UBC
UBTFL6
UGGT1
UGGT2
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ATXN2L
AZGP1
B2M
B4GALT6
BAIAP2
BAIAP2L1
BANF1
BAP1
BASP1
BBOF1
BCHE
BCL11A
BEND6
BGN
BHMT
BIRC2
BLMH
BLVRB
BMP2K
BMS1
BNIP5
BSG
BST2
C160rf89
C19orf57
Clorf105
C1QA
C1QB
C1QC
C1QTNEF3
CIR
CI1RL
C1S

2

C3

C4A

C4B
C4BPA
C4BPB
C5

C6

Cé6orf132

CPNE6
CPNE7
CPNES
CPNE9
CROCC
CRP
CSPG5
CSTB
CTSG
CTTNBP2
CUL4B
CcuUX1
CYFIP2
DAAM1
DBH
DCC
DCD
DCP1B
DCTN1
DCTN2
DDX17
DDX49
DEFA1
DEFA3
DERA
DES
DGCR6
DGKH
DHRS3
DHX29
DHX57
DHX9
DMBTI1
DMKN
DNA2
DNAH5
DNAHS
DNAJCI18
DOCK10
DPH1
DPP4
DRP2

GNAS
GNAT1
GNAT2
GNAT3
GNB1
GNBI1L
GNB2
GNB3
GNB4
GOLGA3
GOLGA4
GOLGAS6L1
GOLGA6L2
GOLGA6L6
GOLGAS8CP
GOLGASM
GOLGASN
GOLGAS8O
GOLGASR
GOLGB1
GOSR2
GP1BB

GP9

GPD1
GPD2
GPR156
GPR33
GPX3
GRID1
GSDMA
GSN

GSTP1
GSTT1
GTF2H4
GTF2IRD2
GTF2IRD2B
GXYLT2
GYPA
GZMH
H1-1

H1-2

H1-3

IGKV1-33
IGKV1-39
IGKV1-5
IGKV1D-12
IGKV1D-16
IGKV1D-33
IGKV1D-39
IGKV2-30
IGKV2D-28
IGKV2D-40
IGKV3-11
IGKV3-15
IGKV3-20
IGKV4-1
IGKV5-2
IGLC1
IGLC2
IGLC6
IGLC7
IGLL1
IGLL5
IGLV1-40
IGLV1-44
IGLV1-47
IGLV1-51
IGLV2-11
IGLV2-14
IGLV2-23
IGLV3-1
IGLV3-19
IGLV3-21
IGLV3-25
IGLV6-57
IGLV7-43
IKBIP
IL12RB1
IL1R1
IL27RA
IL36G

ILK

INSM2
INTS6

LRRC37A3
LRRC45
LRRC71
LRRC8D
LRRFIP2
LRRIQ4
LTBP1
LTF
LUM
LYPD3
LYRM4
LYZ
MACF1
MADIL1
MAFB
MAGEB1
MAGED4
MAGEL2
MAGI2
MAMDC?2
MAPK?
MAPKSIP1
MAPKAPK5-AS1
MAPRE2
MARCH6
MARS
MASP1
MASP2
MAST2
MATR3
MBL2
MDN1
MECP2
MED10
MEFV
MEI1
MFN1
MGAM
MGAT5
MIPEP
MME
MMP27

PLEKHS1
PLG
PLGLB1
PLTP
PLXNB3
POF1B
POLRMT
PON1
POTEE
POTEF
POTEI
POTE]
POTEKP
POU3F4
PPBP
PPIA
PPL
PPP1IR9A
PPP2R3A
PPRC1
PRDM14
PRDX1
PRDX2
PRDX6
PRG4
PRKCH
PRKDC
PRMT9
PROS1
PRPF31
PRPF39
PRRC2C
PRSS1
PRSS3
PRSS3P2
PSMA1
PSMA2
PSMA3
PSMA4
PSMA5
PSMAG6
PSMA?7

SFTPA2
SFTPB
SGCG
SH3BP2
SH3GL2
SHANK1
SHBG
SIGLEC1
SIPA1L1
SIPA1L2
SLC1A5
SLC27A4
SLC2A1
SLC2A3
SLC36A4
SLC3A2
SLC43A1
SLC4A1
SLC4A9
SLC7A5
SLF2
SLPI
SMC1A
SMC5
SMG5
SNAP25
SNPH
SNX30
SOD1
SOGAL1
SORCS3
SP2

SP4
SPATA32
SPEF2
SPG7
SPICE1
SPOCD1
SPP2
SPRR1B
SPSB4
SPTA1

UGP2
UHRF1BP1
UPF3A
UQCRC1
UROC1
USP1
USP29
USP33
USP9X
USP9Y
UTRN
VARS
VASP
VCL
vCP
VIL1
VIM
VIN
VWF
WASL
WDRI1
WDR19
WDR3
WDR5
WDRS1
WNTI1
XPO7
YWHAB
YWHAE
YWHAG
YWHAH
YWHAQ
YWHAZ
ZBTB37
ZBTB41
ZFPM2
ZFYVE1
ZFYVE19
ZGPAT
ZNF101
ZNF169
ZNF232
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Cc7

C8A

C8B

C8G

9
C9orf43
CA1l

CA2
CAB39L
CABCOCO1
CAD
CADPS2
CALM1
CALML3

DSG1
DSG2
DSP
DST
DYNLL1
DYNLL2
E2F1
ECM1
EEF1A1
EEF1A1P5
EEF1A2
EEF1B2
EEF1D
EEF1G

H1-4
H2AC11
H2AC14
H2AC4
H2AC7
H2AF]
H2AFV
H2AFX
H2AFY
H2AFY2
H2AZ1
H2BC10
H2BCl11
H2BC12

IPO5
IQGAPI1
ISYNA1
ITGA2
ITGA2B
ITGA3
ITGA5
ITGA6
ITGAM
ITGB1
ITGB2
ITGB3
ITGB6
ITIH1

MMRN1
MOCS3
MPO
MRC1
MRE11
MROH5
MRPS35
MSN
MST1
MTER2
MTMR2
MTPN
MTUS1
MUC16

PSMAS8
PSMB1
PSMB10
PSMB2
PSMB3
PSMB4
PSMB5
PSMB6
PSMB7
PSMBS8
PSMB9
PTAFR
PTCH2
PTGFRN

SPTB
SPTBN2
SPTBN4
SPTBN5
SQOR
SRI
SRPX2
ST13
ST13P4
ST13P5
ST8SIA4
STAT2
STEAP3
STK36

ZNF281
ZNF292
ZNF318
ZNF43
ZNF518A
ZNF644
ZNF776
ZSCAN12
ZWINT

Supplementary Table S7. Final Plasma Proteome List. List of Plasma exosomal gene names obtained from the over-

lap of the EVpedia, EXOCARTA and Vesiclepedia. Exosome gene names mined from the literature were also in-

cluded.

Proteome of Plasma-derived exosomes - Gene name

A1BG
A2M
A2ML1
ABCA7
ACACA
ACSM1
ACTA1
ACTA2
ACTB
ACTBL2
ACTCI1
ACTG1
ACTG2
ACTNI
ACTN3
ACTN4
ACTR5
ADAL
ADAMTS16
ADAMTS9
ADAR
ADCY7
ADIPOQ

CA3
CABIN1
CALML3
CALML5
CAND1
CAPN1
CAPN2
CAPZA2
CASC5
CASPSAP2
CAT
CAV1
CCDC154
CCDC171
CCDC30
CCDC37
CCDC80
CCHCRI1
CCPG1
CD163L1
CD274
CD46
CD55

DSP
DUS3L
DYNC2H1
EBF2
EBP
ECM1
EEF1A1
EEF1A2
EFEMP1
EIF2A
EIF3C
ENO1
ENO2
ENPP1
ENPP5
EPHA1
EPX
EXOC4
EXOSC1
F10

F11
F11R
F12

HIST1H2AA
HIST1H2AB
HIST1H2AC
HIST1H2AD
HIST1H2AE
HIST1H2AG
HIST1H2AH
HIST1H2AI
HIST1H2A]
HIST1H2AK
HISTIH2AL
HIST1H2AM
HIST2H2AA3
HIST2H2A A4
HIST2H2AB
HIST2H2AC
HIST3H2A
HJURP
HLA-A
HLA-B
HLA-DRA
HLA-DRB5
HLA-E

IGLC7
IGLL1
IGLL5
IGLV10-54
IGLV1-36
IGLV1-44
IGLV1-47
IGLV1-51
IGLV2-11
IGLV2-14
IGLV2-18
IGLV2-8
IGLV3-10
IGLV3-19
IGLV3-21
IGLV3-25
IGLV3-27
IGLV4-3
IGLV4-69
IGLV7-43
IGLV7-46
IHH

IK

LIPC
LOC100132941
LOC100134256
LOC100134397
LOC100289290
LOC100291786
LOC100291917
LOC100293211
LOC100293534
LOC100652743
LOC100652818
LOC100653084
LOC100653210
LOC642131
LPA

LRG1

LRP1

LRP1B

LTBP1

LTBP2

LUM

LY75
LY75-CD302

PIPOX
PKM
PLCD3
PLG

PLTP
PLXNA4
PNKD
PNKP
POLQ
POMGNTI
PON1
PONS3
POTEE
POTEF
POTEI
POTE]
POTEKP
POTEM
PPARG
PPIA
PPIG
PPP1R12C
PPT2

SNTN
SOHLHI
SPAG7
SPATA2L
SPECC1
SPO11
SPTBN5
SRGAP2
SRGAP2C
ST6GALNAC2
STOM
STX7
STXBP1
SUPT6H
SVEP1
SYN1
SYNEI1
SYNJ1
SYNPO
SYP

SYT2
TADA3
TBX20
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AFM
AFMID
AGT
AHSG
ALB

ALPP
AMBP
AMZ1
ANGPTL4
ANK2
ANKAR
ANKDDI1B
ANKLE1
ANKRD12
ANKRD26
ANKUB1
ANXA5
AP2A2
APCS
APH1A
APOA1
APOA2
APOA4
APOB
APOC1
APOC2
APOC3
APOC4
APOD
APOE
APOF
APOH
APOL1
APOM
APOPT1
APP
APPL2
ARGI1
ARHGAP15
ARHGAP8
ARHGEF11
ASPM

CD59
CD5L
CD63
CD70
CD81
CD9
CD93
CDH5
CENPH
CEP135
CETP
CFB
CFB BF
CFD
CFH
CFHR1
CFHR2
CFHR3
CFHR5
CFI
CFL1
CFP
CHD4
CHD9
CHRNG
CHST11
CHSY3
CIB2
CILP
CLDN4
CLEC3B
CLIC1
CLNK
CLTC
CLTCL1
CLU
CMBL
CNDP1
CNOT6L
COL25A1
COLEC10
COMP

F13A1
F13B

F2

F5

F9

FABP5
FAM150A
FAM196B
FAM207A
FAM208B
FAM48A
FAM78B
FASLG
FBF1
FBLN1
FCGBP
FCN1
FCN2
FCN3
FGA

FGB
FGF13
FGF2
FGFR10P
FGFRL1
FGG
FHAD1
FIGNL2
FLG2
FLNA
FLNB
FLOT1
FLOT2
FN1
FRMD3
GorC2
GAK
GAP43
GAPDH
GC
GCLM
GCNIL1

HP

HPR

HPX
HRG
HRNR
HSP72*
HSPA1A
HSPA1B
HSPAI1L
HSPA2
HSPA5
HSPA6
HSPA7
HSPAS
HSPB1
HTR2A
IDO2
IFI30

IGF1

IGF2
IGFALS
IGFBP3
IGHA1
IGHA2
IGHD
IGHG1
IGHG2
IGHG3
IGHG4
IGHM
IGHV1-18
IGHV1-2
IGHV1-45
IGHV1-46
IGHV1-8
IGHV2-70
IGHV3-13
IGHV3-15
IGHV3-20
IGHV3-23
IGHV3-30
IGHV3-33

IL1B
ILIRAP
ILIRAPL2
1L26

IL6

ILK
INCENP
INTS11
IQCF6
Irsl
ITGA2B
ITGB3
ITIH1
ITIH2
ITIH3
ITIH4
JARID2
JCHAIN
MY
KATNB1
KCND2
KCNQ5
KDM2B
KDM4D
KDM5A
KIAA0586
KIAA1161
KIF13A
KIF19
KIRREL
KLC2
KLKB1
KLRF1
KNG1
KRT1
KRT10
KRT12
KRT13
KRT14
KRT15
KRT16
KRT17

LYz
MACROD1
MANF
MAP1LC3A
MAP4
MAP7D3
MAPT
MASP1
MASP2
MBD5
MBL2
MDN1
MEX3B
MFENG
MIF
MKL1
MMRN1
MOG
MRE11A
MRPL32
MSH6
MSN
MST1
MYBL1
MYH1
MYH13
MYH2
MYH3
MYH4
MYH6
MYH7
MYHS8
MYH9
MYO15A
MYO3A
MYO6
NAE1
NCAM1
NCL
NCOA2
NCSTN
NEB

PRDX2
PREB
PREPL
PRG4
PROC
PROM2
PROS1
PROZ
PRPF31
PRRC2A
PRSS1
PRSS3
PSEN1
PSENEN
PSMB3
PSMC2
PSMC5
PTF1A
PTPRM
pZpP
RAB10
RAB3GAP1
RAB5B
RAB6A
RABSB
RALGAPA2
RARS
RBM23
RBP4
REG1A
RELN
REST
RFC4
RFX8
RMND1
RNF111
RNF17
RNF213
RNF219
RPGRIP1L
RPL29
RPL37

TDRD1
TETI

TF

TFRC
TGFB1
TGFBI
THBS1
THEMIS
TLK2
TLN1
TLN2
TMEM131
TMEM132C
TMEMI151A
TMEM201
TMEM232
TMF1
TMPRSS13
TNF

TP63
TPD52L2
TPM3
TPM4
TRAJ56
TREMLA
TRIM32
TRIM65
TRIOBP
TRIP11
TROAP
TRPC5
TSG101
TSGA13
TTCI12
TTN

TTR
TUBB
TUBB1
TUBB2A
TUBB2B
TUBB3
TUBB4A




Int. ]. Mol. Sci.

2021, 22, 3933

150f 19

ATG2B
ATP1A1
ATP1A2
ATP1A3
ATP2A3
ATP6AP2
ATR
ATRN
AZGP1
B2M
B4GALT7
BACE1
BCAM
BCHE
BEND4
BGLAP
BLM
BRCA2
BRPF1
BTD
C190rf68
Clorf174
Clorf228
C1QA
C1QB
C1QC
CIR
CIRL
C1s

C2

C3

C4A

C4B
C4BPA
C4BPB
C5

C6

c7

C8A
C8B

C8G

9

CP

CPB2
CPN1
CPN2
CR1
CROCC
CRTAC1
CSPG4
CSRNP1
CSTA
CSTB
CTBS
CTSD
CUL9
CWC(C25
CYP1A2
CYP51A1
DAPL1
DBI
DCAF6
DCD
DCLRE1B
DCSTAMP
DCX
DDX21
DDX51
DEFA3
DENND2D
DES
DGAT1
DGCR14
DHX30
DIP2B
DMXL1
DNAH2
DNAH3
DNAH5
DNAH7
DNAJC7
DNPEP
DOPEY1
DSCAM

GDNF
Gfap
GJB1
GLRA2
GLUL
GMEB1
GOLGA3
GOT1
GP1BA
GP1BB
GPLD1
GPR87
GPX3
GPX4
GRIA4
GRID2
GRIN1
GRIPAP1
GSDMA
GSN
GSS
GYPA
H2AF]
H2AFV
H2AFX
H2AFZ
H2BC10
H4-16
HABP2
HBA1
HBA2
HBB
HBD
HBE1
HBG1
HBG2
HCN3
HERC1
HES1
HGF
HGFAC
HGS

IGHV3-38
IGHV3-48
IGHV3-53
IGHV3-7
IGHV3-72
IGHV3-73
IGHV3-9
IGHV30R16-10
IGHV30R16-12
IGHV30R16-9
IGHV4-34
IGHV4-39
IGHV4-4
IGHV5-51
IGHVe6-1
1GJ

IGKC
IGKV1-16
IGKV1-17
IGKV1-33
IGKV1-39
IGKV1-5
IGKV1-6
IGKV1-8
IGKV1D-12
IGKV1D-13
IGKV1D-33
IGKV2-30
IGKV2D-24
IGKV2D-28
IGKV2D-29
IGKV2D-40
IGKV3-11
IGKV3-15
IGKV3-20
IGKV3-7
IGKV3D-11
IGKV3D-20
IGKV4-1
IGKVe6-21
IGKV6D-41
IGLC1

KRT18
KRT19
KRT2
KRT24
KRT25
KRT26
KRT27
KRT28
KRT31
KRT32
KRT33B
KRT35
KRT37
KRT4
KRT5
KRT6A
KRT6B
KRT6C
KRT7
KRT75
KRT76
KRT77
KRT79
KRT8
KRT80
KRT81
KRT83
KRT85
KRT86
KRT9
L1CAM
LAMC1
Lampl
LAMP2
LBP
LCAT
LDB1
LGALS3BP
LGALS7
LGALS7B
LHFPL3
LILRA1

NEDD4
NEFL
NHS
NIN
NIPBL
NLGN1
NOA1
Nptx2
Nrgn
NRXN2
NRXN3
NSD1
NTN5
NUDT15
OAZ3
OBSCN
OCEL1
ODEF2
OLFM2
OPN4
OR4K1
ORM1
ORM2
PALB2
PARD3B
PARP4
PCDHS8
PCLO
PCYOX1
PDCDé6IP
PDGFRA
PEAK1
PECAM1
PEG10
PER3
PF4
PFDNG6
PFN1
PGLYRP2
PIGR
PIGS
PIK3C2A

RPS27A
RPS6KA4
RTKN
RYR2
S100A7
S100A8
S100A9
SAA1
SAA2
SAA4
SAMDS8
SASH1
SCGB1A1
SCUBE3
SDCBP
SELENOP
SELL
SEPTINS
SERPINA1
SERPINA10
SERPINA3
SERPINA4
SERPINA5
SERPINA6
SERPINA7
SERPINB9
SERPINC1
SERPIND1
SERPINF1
SERPINF2
SERPING1
SETD1A
SH3BGRL3
SHANK1
SHANK3
SHBG
SHROOM3
SLC1A3
SLC2A1
SLC44A1
SLC4A1
SLPI

TUBB4B
TUBB6
TUBB8
TUBGCP6
TXNRD3
UBA52
UBB
UBC
UBQLNL
UCKL1
UGDH
USP9X
UTRN
VASP
VCL
VCP
VPS13C
VTN
VWEF
WAC
WDR1
WDR35
WDR43
WFDC3
YIPF1
YWHAH
YWHAZ
ZBTB38
ZC3HC1
ZFHX4
ZFP64
ZNF132
ZNF14
ZNF177
ZNF215
ZNF286B
ZNF345
ZNF532
ZNF561
ZNF624
ZNF74
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