Heatmap and hierarchical clustering of the 32 differentially expressed miRNAs in
gill of Atlantic salmon
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Figure S1. Heatmap and hierarchical clustering of the 32 differentially expressed miRNAs (DE-
miRNAs). Each row represents a miRNA and each columns represents the expression changes at each
time points relative to T1 (pre-smolt, one day before smoltification). T2-T4 and T5-T6 are relative
expression changes during smoltification period and post SWT period, respectively. The dendrogram
and the row side colours on the left show the two major clusters of DE-miRNAs (Cluster 1 - red and
Cluster 2 — green).



