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Figure S1. Sequencing chromatograms show RNA-editing sites in tea chloroplast.
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Figure S2. Sequencing chromatograms show RNA-editing sites in tea mitochondria.



Figure S3. 3-D structures of ndhB and atp4. (A) Before ndhB is edited. (B) After

ndhB is edited. (C) Before atp4 is edited. (D) After atp4 is edited.



