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Supplementary Figure S1 The tissue expression of the COLGALT2 and COLGALT1 gene and the GLT252 and GLT25D1 proteins,

resPectiver.
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Images acquired from the Human Protein Atlas (www.proteinatlas.org).
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Supplementary Figure S2 The GLT252 protein secondary structure predicted by Phyre2. Motifs crucial for the
enzymatic activity are marked according to previous analysis (Perrin-Tricaud et al., 2011).
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