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Figure S1. Gene expression profile of the identified differentially expressed proteins (DEPs) at 3 days post-MI
mRNA expression levels of Msn, S100a9, S100a8, Npml, Sfpq, Slc9a3r1, Erp29, Nppa, Bag3, Nol3, Lmod2, Myh6,

Atp2a2, Tcap, Ybx3 and Csrp3 in the left ventricle of control Ct, Sham, MI and MI+ABR groups were quantified by
real-time PCR, using Thp as internal control (A-P). Data are presented as mean = SD; p* < 0.05, p** < 0.01, p*** <

0.001 vs. Ct; p# < 0.05, p## < 0.01 vs Sham; p™ < 0.05 vs. MI; p-values were calculated using Student’s t test.



>

n
o

=
o

mRNA Msn/ Thp
(fold change)
o =
[ o

e
=]

Ct Sham Ml MI
+

ABR

m

HHR #

*
wee A

N
o

-
o

mRNA Sfpq/ Thp
(fold change)
o o

»

o
¥
of #*

-
o

mRNA Ybx3/ Thp
(fold change)
o =
o o

e
o

Ct Sham Ml MI

@ -3
H*
3+
H

mRNA S100a9/ Top W
(fold change)
-y
3

[ &

I_}[ 1 T T

C

1
Ct Sham Ml M|

ABR

mRNA S/c9a3r1/ Thp —
(fold change)
n B o =]
=] o o (=]

o

[
-~

w

(fold change)
- [¥)

mRNA Nol3/ Tbp

o

mRNA S100a8/ Thp o

®

~

mRNA Lmod2/ Thp

mRNA Erp29/ Thp
(fold change)

(fold change)

-
(5]

=
o

(fold change)

==}

o

-

N

o

o=

o

-

w

N

=

o

Ct Sham Mi

mRNA Npm1/Thp

mRNA Nppal Thp

mRNA Csrp3/ Thp

(fold change)

(fold change)

(fold change)

g
°

-
]

&
o

w
=]

%]
(=]

=
o

e
©

g
o

2
'S

a
o

ol
(=]

Ct Sham MI

Ct Sham MI

Ct Sham Ml MI
+ +

+ +
ABR ABR ABR ABR

M N @) P

-
]

-
o
LY
*
o

-

o
"
(fold change)

mRNA Atp2a2/ Tbp
(fold change)
mRNA Tcap/ Thp
(fold change)
=
mRNA Bag3/ Thp
mRNA Myh6/ Thp
(fold change)

e
)

Ct Sham Ml M| Ct Sham Ml MI
+ +
ABR ABR

Ct Sham Ml MI

ABR
Figure S2. Gene expression profile of the identified DEPs at 7 days post-MI mRNA expression levels of Msn, S100a9,

S100a8, Npml, Sfpq, Slc9a3ri, Erp29, Nppa, Ybx3, Nol3, Lmod2, Myh6, Atp2a2 Tcap, Bag3 and Csrp3 in the LV of

control Ct, Sham, MI and MI+ABR groups were quantified by real-time PCR, using 7Thp as internal control (A-P).

Data are presented as mean + SD; p* < 0.05, p** < 0.01, p*** <0.001 vs Ct; p# < 0.05, p## < 0.01 vs. Sham; p" <

0.05, p™ <0.01, p" < 0.001 vs MI; p-values were calculated using Student’s t test.



