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Figure S1. The conserved motif logos of amino acid sequences from AvCIPK proteins. A
total of 15 logos were identified in kiwifruit CIPKs.The height of each stack indicates the
conservation of the sequence at the position of the marker, and the height of each letter in
each stack indicates the relative frequency of the corresponding amino acid.
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Figure S2. The expression analysis of OE-AvCIPK1] in transgenic kiwifruit plants.



