11/01/23, 09:48

BHHHHHA R HHEHHS RS E AR S TR S TS 3
# Program: needle

# Rundate: Wed 11 Jan 2023 08:48:16

# Commandline: needle

-auto

-stdout

-datafile EBLOSUM62
-gapopen 10.0
-gapextend 0.5
-endopen 10.0
-endextend 0.5
-aformat3 pair
-sproteinl
-sprotein2

# Align_format: pair

# Report_file: stdout
HEHHHHEH SR

HHArH A HFRFHHHFHFH

-asequence emboss_needle-I20230111-084739-0314-81520469-plm.asequence
-bsequence emboss_needle-120230111-084739-0314-81520469-plm.bsequence

#=======================================

#

# Aligned_sequences: 2

# 1: SARS-CoV-2

# 2. SARS-CoV

# Matrix: EBLOSUM62

# Gap_penalty: 10.0

# Extend_penalty: 0.5

#

# Length: 299

# Identity: 160/299 (53.5%)

# Similarity:  219/299 (73.2%)

# Gaps: 27/299 ( 9.0%)

# Score: 881.0

#

#

#=======================================

SARS-CoV-2 1 ------- TNSFTRGVYYPDKVFRSSVLHSTQDLFLPFFSNVTWFHAIHVS

el PEDEEE e PPl e e LEEEEE T T ]
SARS-CoV 1 APNYTQHTSSM-RGVYYPDEIFRSDTLYLTQDLFLPFYSNVTGFHTI---
SARS-CoV-2 44 GTNGTKRFDNPVLPFNDGVYFASTEKSNIIRGWIFGTTLDSKTQSLLIVN
R R R R R R R L A R A R

SARS-CoV 47 --NHT--FDNPVIPFKDGIYFAATEKSNVVRGWVFGSTMNNKSQSVIIIN

SARS-CoV-2 94 NATNVVIKVCEFQFCNDPFLGVYYHKNNKSWMESEFRVYSSANNCTFEYV
HINI N e N R E

SARS-CoV 93 NSTNVVIRACNFELCDNPFFAV----SKPMGTQTHTMIFDNAFNCTFEYI

SARS-CoV-2 144 SQPFLMDLEGKQGNFKNLREFVFKNIDGYFKIYSKHTPINLVRDLPQGFS
R R R A R SRR A R e A R R A ek

SARS-CoV 139 SDAFSLDVSEKSGNFKHLREFVFKNKDGFLYVYKGYQPIDVVRDLPSGFN

SARS-CoV-2 194 ALEPLVDLPIGINITRFQTLLALHRSYLTPGDSSSGWTAGAAAYYVGYLQ
NI U P R R E

SARS-CoV 189 TLKPIFKLPLGINITNFRAIL----TAFSPAQDT--WGTSAAAYFVGYLK

SARS-CoV-2 244 PRTFLLKYNENGTITDAVDCALDPLSETKCTLKSFTVEKGIYQTSNFRV
Lol PV e e e e e PP LETTTTTT

SARS-CoV 233 PTTFMLKYDENGTITDAVDCSQNPLAELKCSVKSFEIDKGIYQTSNF--

s

i

43

46

93

92

143

138

193

188

243

232

292

279

https://www.ebi.ac.uk/Tools/services/rest/emboss_needle/result/emboss_needle-120230111-084739-0314-81520469-p1m/aln

https://lwww.ebi.ac.uk/Tools/services/rest/emboss_needle/result/emboss_needle-120230111-084739-0314-81520469-p1m/aln
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