Top 25 of GO Enrichment

GO:0005576 extracellular region

G0:0005890 sodium:potassium-exchanging ATPase complex
G0:0090533 cation-transporting ATPase complex
G0:0098533 ATPase dependent transmembrane transport complex
G0:1904949 ATPase complex
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G0:1990351 transporter complex

G0:0005802 trans-Golgi network

G0:0030136 clathrin-coated vesicle

G0:0030135 coated vesicle

G0:0005887 integral component of plasma membrane
G0:0031226 intrinsic component of plasma membrane
G0:0098797 plasma membrane protein complex
G0:0033180 proton-transporting V-type ATPase, V1 domain
G0:0031984 organelle subcompartment
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G0:0005794 Golgi apparatus

GO:0005578 proteinaceous extracellular matrix
G0:0005768 endosome
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G0:0005874 microtubule

G0:0099512 supramolecular fiber

G0:0099513 polymeric cytoskeletal fiber

G0:0044421 extracellular region part
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Top 25 of KEGG Enrichment

Protein processing in endoplasmic reticulum
Protein digestion and absorption

Longevity regulating pathway - multiple species
Antigen processing and presentation
Legionellosis

Estrogen signaling pathway

Lipid and atherosclerosis

Caprolactam degradation

ECM-receptor interaction

Bile secretion

Salivary secretion

Gastric acid secretion

Lysine biosynthesis

Toxoplasmosis

Measles

Endocrine and other factor-regulated calcium reabsorption

Amoebiasis

Zeatin biosynthesis

Proximal tubule bicarbonate reclamation
MAPK signaling pathway
Plant-pathogen interaction

Steroid hormone biosynthesis

Th1 and Th2 cell differentiation

Vibrio cholerae infection

Pancreatic secretion

Figure S2 GO (left) and KEGG (right) functional enrichment analysis

on all differentially expressed genes (DEGs) in the treatment group to control group.
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