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Figure S2. Distributions of dCt values in analyzed samples. Whiskers reach the most
distant point in doubled interquartile range, boxes range between 25% and 75%

quartile, horizontal lines inside boxes mark median value.



Group ¢ AAA @ Control

o
5+ O
O O
® (.) @ O ®
o® ©° o ®
o ®e
O 01 @ O O
o ' ° o 00 [ °
® o o og v &
" 4 * &
@
® O
_5-
O OO
O
5 0 5
PCA1

11

12 Figure S3. Spatial arrangement of samples using PCA components of dCt data.



Ct values: . Filtered . Retained to analysis

Control I

ANGPT1 4
ANGPT2 1
CCL2 1
CCL5 1
CSF2 -
CXCL8 1
FGF2 1
GAPDH
IL1A A
IL1B A

ILG -
PDGFA
PDGFB 1
TGFA 1
TGFB1 1
TNF -
VEGFA -
VEGFB
VEGFC 1

Gene

I||||||||II|||‘||I'$

30 40 30

Number of samples

]
—
(]
N
(=]
o

10

N
o

13

14  Figure S4. The amounts of samples with filtered and retained Ct values.

15



16

17
18

19

20

21

22

23

24

25

ANGPT1 CXCL8 PDGFA

[ee] [ce] (o]
o 7] o 7 o 7
2 - =
= — = n = 7
n © n © n ©
o AUC: 0.689 (0.558-0.819) o AUC: 0.684 (0.553-0.816) o AUC: 0.693 (0.550-0.837)
ISh o 7 o 7
T T [ T T T T T T T I T T T I | [ T
1.0 0.6 0.2 1.0 0.6 0.2 1.0 0.6 0.2
Specificity Specificity Specificity
TGFB1 VEGFB VEGFC
®© | © _|
o o
= 2 =
= 7 = = 7
n ° n n °
o AUC: 0.688 (0.557-0.818) o AUC: 0.809 (0.696-0.923) o AUC: 0.645 (0.495-0.794)
o 7 o o 7
T T T T 1 T T T T 1 T T T T 1
1.0 0.6 0.2 1.0 0.6 0.2 1.0 0.6 0.2
Specificity Specificity Specificity

Figure S5. Results of Receiver Operating Characteristics (ROC) analysis performed

for 6 genes selected from the comparison between AAA and control groups.
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Figure S6. Odds ratios and their 95% confidence intervals and p values obtained in the

univariate and multivariate logistic regression analysis (adjusted by age, sex, BMI, and
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Figure S7. Amounts of samples in which plasma levels of analyzed proteins were

determined or not.
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Figure S8. Spatial arrangement of samples using PCA components of protein plasma

levels data.
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Figure S9. Expression of genes associated with sex and smoking status. Whiskers reach

the most distant point in 1.5 interquartile range, boxes range between 25% and 75%

quartile, horizontal lines inside boxes mark median value.
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Figure S10. Plasma levels of proteins associated with sex and smoking status.

Whiskers reach the most distant point in 1.5 interquartile range, boxes range between

25% and 75% quartile, horizontal lines inside boxes mark median value.
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Figure S11. The strongest correlations found between 6 genes selected from the AAA

vs. control comparison. Lines indicate the trend line (fitting line of the simple linear

regression model).



