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Figure S1. Quantification of FoxO expression levels in the experiments described
in Figure 1. Relative expression of FoxO1, FoxO3 and FoxO6 upon siRNA knockdown
or overexpression of either FoxO1 (yellow), FoxO3 (red) or FoxO6 (blue). Control siC
and ev are shown in grey. Relative expression measured by RT-qPCR. *p<0.05, **;
p<0.01; **, p<0.001.
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Figure S2. Differential binding of circadian clock components and transcriptional
regulators to FoxO transcription factors. University of California Santa Cruz (UCSC)
genome browser track view of the FoxO1 (A), FoxO3 (B), FoxO4 (C) and FoxO6 (D)
genes showing ChIP-seq binding peaks for circadian clock components Clock, Bmall,
Perl, Per2, Npas2, Cryl and Cry2 as well as transcriptional regulators CBP, p300 and
recruitment and initiation of RNA polymerase II (8WG16 and Ser5P respectively).
Data from [S1].
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Figure S3. Circadian occupancy of FoxO3 by circadian clock components and
transcriptional regulators. Occupancy on multiple regions within the FoxO3 gene
during 24 hours: (A) CLOCK; (B) BMAL1; (C) PER1; (D) PER2; (E) CRY1; (F) CRY2;
(G) RNA polymerase II 8WG16 (recruitment); (H) RNA polymerase II Ser5P
(initiation); (I) CBP. Data is from [S1].
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