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Abstract: Preeclampsia (PE) is one of the pregnancy complications, leading to major maternal and
fetal morbidity and mortality; however, the underlying mechanisms of PE still remain unclear.
We aimed to explore the role of apolipoprotein A1 (APOA1) in the pathophysiology of PE. The
expression of APOA1 was elevated in both plasma and placental tissues, as detected by Western
blotting, immunohistochemistry, and a qRT-PCR assay. Importantly, we detected the concentration
of APOA1 using the ELISA assay in normal control women (n = 30) and women with preeclampsia
(n = 29) from a prospective cohort study. The concentration of APOA1 was not significantly altered in
plasma during early and mid-term gestation of the PE patients compared to the NP patients; however,
it was elevated during late gestation. Additionally, the concentration of APOA1 was positively
associated with systolic blood pressure during late gestation. The proliferation and invasion of
trophoblast were all increased in HTR8/SVneo cells transfected with APOA1 siRNA and decreased
in HTR8/SVneo cells treated with the recombinant human APOA1 protein (rhAPOA1). Additionally,
we used public datasets to investigate the downstream genes of APOA1 and qRT-PCR for validation.
Furthermore, we explored the transcriptional activity of peroxisome proliferator-activated receptor
gamma (PPARγ) in APOA1 by using a luciferase assay, which showed that the APOA1 promoter
was activated by PPARγ. Additionally, the inhibitory effect of rhAPOA1 on the ability of trophoblast
invasion and proliferation can be rescued by the PPARγ inhibitor. Our findings suggest the crucial
role of APOA1 in PE, which might provide a new strategy for the prevention and treatment of PE.
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1. Introduction

PE is a severe complication of pregnancy characterized by new-onset hypertension and
proteinuria [1]. Inadequate trophoblast invasion and incomplete spiral artery remodeling
are the key pathological features of the disease [2]. However, the underlying pathogenesis
of PE remains largely unknown.

The role of apolipoproteins (apo) in the pathophysiology of PE has recently emerged [3–8].
Apolipoproteins constitute structural or regulatory components of lipoproteins, including
HDL, VLDL, and LDL, as well as receptor ligands and cofactors for lipid-metabolizing
enzymes [9]. Numerous biomarkers have been found to be associated with PE, including
different apolipoproteins [3–5]. Evidence suggests that levels of HDL-associated apolipopro-
tein C-II in mothers are significantly increased in women with PE [6]. Furthermore, APOC3
transgenic mice with abnormal lipid metabolism exhibit gestational hypertension [7].
Apolipoproteins APOA2, APOC1, APOC3, and APOE levels are decreased in women with
GDM and may play a role in inflammation [8]. Thus, apolipoproteins play a pivotal role in
the transport and metabolism of plasma lipids and may be involved in the pathophysiology
of PE.
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Apolipoprotein A1 (APOA1) is a major apoprotein constituent of high-density lipopro-
teins that plays important roles in tumor invasion and metastasis [10,11]. It has been
reported that increased lncRNA APOA1-AS was found in the placental tissues of early
onset severe PE, and downregulation of APOA1-AS protected against TNF-α-induced
inhibition of trophoblast integration into endothelial networks, thus exerting protective
effects in PE rats [12]. Recent findings have revealed the crucial roles of APOA1 in in-
flammation, tumor growth, angiogenesis, invasion, and metastasis [13–15]. For example,
APOA1 overexpression attenuates cell migration and proliferation and elevates apoptosis
in SW1353 and HOS cells [16]. Evidence has revealed that low APOA1 expression is critical
for establishing pregnancy, and elevated APOA1 expression in chorionic villi correlates
with early miscarriage [17], which is also characterized by impaired trophoblast invasion.
However, the exact role of APOA1 in PE remains to be elucidated.

In this study, we found that the expression of APOA1 was elevated in both the plasma
and placental tissues of patients with preeclampsia. Importantly, the concentration of
APOA1 was not significantly altered in plasma during early and mid-term gestation in the
PE patients compared to the NP patients, whereas it was elevated during late gestation.
Notably, the concentration of APOA1 was positively associated with systolic blood pressure
during late gestation. Additionally, we found that the transcriptional activity of APOA1
was regulated by PPARγ. Furthermore, APOA1 can inhibit trophoblast proliferation and
invasion, which can be rescued by PPARγ. This study provides evidence for the crucial
role of APOA1 in PE, which may provide a new strategy for the prevention and treatment
of PE.

2. Results
2.1. APOA1 Was Significantly Elevated in the Placental and Plasma Samples from Women
with PE

To evaluate the expression level of APOA1 in placental and plasma tissues from
women with PE and NP, we performed immunohistochemistry, Western blotting, qRT-PCR,
and ELISA assays (Figure 1A–E). The expression of APOA1 was significantly elevated
in the placentas of women with PE compared to women with NP, both at the RNA and
protein levels (Figure 1A,B,D). Next, the levels of APOA1 in plasma samples from NP and
PE women were detected by Western blotting and ELISA. The results indicated that the
expression of APOA1 in plasma samples was increased in women with PE detected by
Western blotting (Figure 1C). Importantly, the expression of APOA1 in plasma tissues from
women with PE was also significantly increased during late gestation, as detected by ELISA
(Figure 1E). These results indicate that the expression of APOA1 was upregulated in the
placental and plasma samples from women with PE.

2.2. APOA1 Cannot Predict the Risk of Preeclampsia

Because of the significant difference in APOA1 levels in placental and plasma tissues
of PE and NP women, we aimed to explore the role of APOA1 as a biomarker for PE.
We obtained data from 29 women with PE and 30 with NP from a prospective cohort.
Subsequently, we detected the protein levels of APOA1 in plasma tissues during early, mid-
term, and late gestation in 59 volunteers using ELISA. The results showed that there was
no significant difference in APOA1 levels in the plasma of patients at early and mid-term
gestation. In contrast, the level of APOA1 in the plasma of women with PE during late
gestation was significantly higher than that in women with NP (Figure 1E). Additionally,
we detected the concentration of PLGF and sFlt1 in the plasma tissues of 59 volunteers and
found that the ratio of sFlt1/PLGF was dramatically increased in early, mid-term, and late
gestation of women with PE (Figure 1F).
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Figure 1. The expression of APOA1 is elevated in placental and plasma samples from women with 
preeclampsia. (A) Immunohistochemistry for APOA1 in placental tissues from NP (n = 12) and PE 
women (n = 12). (B) Western blot analysis of APOA1 protein levels in placental tissues from NP 
women (n = 6) and PE women (n = 6). (C) Western blot analysis of APOA1 protein levels in plasma 
tissues from NP (n = 6) and PE women (n = 6). (D) qRT-PCR analysis of APOA1 in placental tissues 
from NP (n = 12) and PE women (n = 12). (E) ELISA assay for the expression of APOA1 in plasma 
tissues during early, mid-term, and late gestation from NP (n = 30) and PE (n = 29) patients. (F) 
ELISA assay for the ratio of sFlt1/PLGF in plasma tissues during early, mid-term, and late gestation 
from NP (n = 30) and PE (n = 29) patients. (G) Scatterplot of the level of APOA1 (ng/mL) in plasma 
tissues and systolic blood pressure during early gestation from 59 women. (H) Scatterplot of the 
expression level of APOA1 (ng/mL) in plasma tissues and systolic blood pressure during mid-term 
gestation from 59 women. (I) Scatterplot of the expression level of APOA1 (ng/mL) in plasma tissues 
and systolic blood pressure during late gestation from 59 women. (J) The ROC curve of the 
concentration of APOA1 and the ratio of sFlt1/PLGF during early gestation for predicting 
preeclampsia. (K) The ROC curve of the concentration of APOA1 and the ratio of sFlt1/PLGF during 
mid-term gestation for predicting preeclampsia. Error bars indicate mean ± SD. The data were 
analyzed using a one-way ANOVA assay and unpaired Student’s t-test. ×× p-value < 0.01, ××× p-value 
< 0.001, ×××× p-value < 0.0001. ns, no significance. 

  

Figure 1. The expression of APOA1 is elevated in placental and plasma samples from women with
preeclampsia. (A) Immunohistochemistry for APOA1 in placental tissues from NP (n = 12) and
PE women (n = 12). (B) Western blot analysis of APOA1 protein levels in placental tissues from
NP women (n = 6) and PE women (n = 6). (C) Western blot analysis of APOA1 protein levels in
plasma tissues from NP (n = 6) and PE women (n = 6). (D) qRT-PCR analysis of APOA1 in placental
tissues from NP (n = 12) and PE women (n = 12). (E) ELISA assay for the expression of APOA1 in
plasma tissues during early, mid-term, and late gestation from NP (n = 30) and PE (n = 29) patients.
(F) ELISA assay for the ratio of sFlt1/PLGF in plasma tissues during early, mid-term, and late
gestation from NP (n = 30) and PE (n = 29) patients. (G) Scatterplot of the level of APOA1 (ng/mL) in
plasma tissues and systolic blood pressure during early gestation from 59 women. (H) Scatterplot
of the expression level of APOA1 (ng/mL) in plasma tissues and systolic blood pressure during
mid-term gestation from 59 women. (I) Scatterplot of the expression level of APOA1 (ng/mL) in
plasma tissues and systolic blood pressure during late gestation from 59 women. (J) The ROC curve
of the concentration of APOA1 and the ratio of sFlt1/PLGF during early gestation for predicting
preeclampsia. (K) The ROC curve of the concentration of APOA1 and the ratio of sFlt1/PLGF
during mid-term gestation for predicting preeclampsia. Error bars indicate mean ± SD. The data
were analyzed using a one-way ANOVA assay and unpaired Student’s t-test. ×× p-value < 0.01,
××× p-value < 0.001, ×××× p-value < 0.0001. ns, no significance.
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We found that the expression level of APOA1 in plasma from early and mid-term
gestation was not significantly associated with systolic blood pressure in the patients
(Figure 1G,H). In contrast, the expression level of APOA1 in the plasma from late gestation
was positively associated with the systolic blood pressure of the patients (Figure 1I). Addi-
tionally, we found that the ratio of sFlt1/PLGF [0.691 (95%CI: 0.551, 0.83), p = 0.012, during
early gestation; 0.926 (95%CI: 0.860, 0.992), p < 0.0001, during mid-term gestation] exhibited
better efficiency for predicting the risk of preeclampsia than the level of APOA1 [0.521,
(95%CI: 0.351, 0.69), p = 0.785, during early gestation; 0.555, (95%CI: 0.392, 0.717), p = 0.474,
during mid-term gestation]. However, the prediction efficiency was not statistically altered
by the combination of the sFlt1/PLGF and the level of APOA1, both in early and mid-term
gestation (Figure 1J,K).

2.3. APOA1 Can Inhibit the Proliferation and Invasion of Trophoblast Cells

To validate the function of APOA1, trophoblast cell lines were used for further experi-
ments. HTR8/SVneo, Bewo, and Jeg3 are three common trophoblast cell lines. qRT-PCR
assays revealed that the expression of APOA1 was highest in Jeg3, lowest in Bewo, and in-
termediate in HTR8/SVneo cells (Figure 2A). In addition, HTR8/SVneo cells are immortal
extravillous trophoblast cells derived from normal first-trimester placentas [18]; therefore,
HTR8/SVneo cells were used in subsequent experiments.
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Figure 2. APOA1 can inhibit the proliferation and invasion of trophoblast cells. (A) qRT-PCR 
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CCK-8 assay in vehicle, APOA1-si-2, rhAPOA1, MMP3 inhibitor 1, rhAPOA1 + MMP3 inhibitor 1, 
and rhAPOA1 + T0070907 groups. (D) Invasion ability of transwell assay in vehicle, APOA1-si-2, 
rhAPOA1, MMP3 inhibitor 1, rhAPOA1 + MMP3 inhibitor 1, and rhAPOA1 + T0070907 groups. 
Error bars indicate mean ± SD. The data were analyzed using a one-way ANOVA assay. × p-value < 
0.05, ×× p-value < 0.01. 
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upregulated in HTR8/SVneo cells treated with rosiglitazone (Figure 3A). Similarly, the 
expression of APOA1 decreased in HTR8/SVneo cells treated with T0070907 and increased 
in HTR8/SVneo cells treated with rosiglitazone (Figure 3B). Furthermore, we found that 
the expression of APOA1 and PPARγ was downregulated in PPARγ-KD cells transfected 
with siRNA (Figure 3D,E). 

To further examine the transcriptional activity of PPARγ in the APOA1 promoter, we 
performed a luciferase assay using a dual-luciferase reporter system in HTR8/SVneo and 
ERK 293T cells (Figure 3F,G). The results revealed that the APOA1 promoter was active 
after PPARγ overexpression, whereas it was inhibited after the mutation of the APOA1 
promoter.  

In addition, the inhibition of proliferation and invasive ability of trophoblast cells by 
rhAPOA1 protein was rescued by the PPARγ inhibitor T0070907 (Figure 2C,D). These 
results indicate that APOA1 is transcriptionally regulated by PPARγ. 

Figure 2. APOA1 can inhibit the proliferation and invasion of trophoblast cells. (A) qRT-PCR
analysis of APOA1 in Bewo, HTR8/SVneo, and Jeg3 cells. (B) qRT-PCR analysis of APOA1 in
HTR8/SVneo cells with negative control (NC) and APOA1-siRNA. (C) Proliferation function of the
CCK-8 assay in vehicle, APOA1-si-2, rhAPOA1, MMP3 inhibitor 1, rhAPOA1 + MMP3 inhibitor 1,
and rhAPOA1 + T0070907 groups. (D) Invasion ability of transwell assay in vehicle, APOA1-si-2,
rhAPOA1, MMP3 inhibitor 1, rhAPOA1 + MMP3 inhibitor 1, and rhAPOA1 + T0070907 groups. Error
bars indicate mean ± SD. The data were analyzed using a one-way ANOVA assay. × p-value < 0.05,
×× p-value < 0.01.

To further verify the mechanisms of APOA1 in preeclampsia, we knocked down
APOA1 in HTR8/SVneo cells using three different siRNAs. The expression of APOA1



Int. J. Mol. Sci. 2023, 24, 16363 5 of 14

was significantly downregulated after transfection with the three siRNAs, with APOA1-
si-2 having the most significant effect (Figure 2B). Therefore, we selected APOA1-si-2 for
further experiments. Trophoblast invasion and proliferation were significantly increased
after APOA1 knockdown, while they were decreased in HTR8/SVneo cells treated with
rhAPOA1 protein (Figure 2C,D).

2.4. APOA1 Can Be Transcriptionally Regulated by PPARγ

To explore the interaction between APOA1 and PPARγ, we treated HTR8/SVneo
cells with the PPARγ agonist rosiglitazone and PPARγ inhibitor T0070907. PPARγ ex-
pression was downregulated in HTR8/SVneo cells treated with T0070907, whereas it was
upregulated in HTR8/SVneo cells treated with rosiglitazone (Figure 3A). Similarly, the
expression of APOA1 decreased in HTR8/SVneo cells treated with T0070907 and increased
in HTR8/SVneo cells treated with rosiglitazone (Figure 3B). Furthermore, we found that
the expression of APOA1 and PPARγ was downregulated in PPARγ-KD cells transfected
with siRNA (Figure 3D,E).
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these genes were elevated in the placentas of preeclampsia patients (Figure 4E–H), 
including LRP1 (Figure 4E), COL6A1 (Figure 4F), ITGB2 (Figure 4G), and MMP3 (Figure 
4H). Interestingly, MMP3 still has the largest increase, with about a 2.6-fold increase. 
Therefore, the effect of MMP3 was the most significant. Furthermore, we investigated the 
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Figure 3. APOA1 was transcriptionally regulated by PPARγ. (A) qRT-PCR analysis of PPARγ in the
vehicle, T0070907, and rosiglitazone groups. (B) qRT-PCR analysis of APOA1 in vehicle, T0070907,
and rosiglitazone groups. (C) qRT-PCR analysis of MMP3 in vehicle, T0070907, and rosiglitazone
groups. (D) The expression of APOA1 in NC and PPARγ-KD cells from GSE206927 datasets. (E) The
expression of PPARγ in NC and PPARγ-KD cells from GSE206927 datasets. (F) Dual luciferase assay
for the transcriptional activity of PPARγ for the promoter of APOA1 in HTR8/SVneo cells. (G) Dual
luciferase assay for the transcriptional activity of PPARγ for the promoter of APOA1 in HEK 293T
cells. MT, mutation; WT, wild type; NC, normal control; OE, overexpressed. Error bars indicate
mean ± SD. The data were analyzed using a one-way ANOVA assay and unpaired Student’s t-test.
× p-value < 0.05, ×× p-value < 0.01, ××× p-value < 0.001, ×××× p-value < 0.0001.

To further examine the transcriptional activity of PPARγ in the APOA1 promoter,
we performed a luciferase assay using a dual-luciferase reporter system in HTR8/SVneo
and ERK 293T cells (Figure 3F,G). The results revealed that the APOA1 promoter was
active after PPARγ overexpression, whereas it was inhibited after the mutation of the
APOA1 promoter.

In addition, the inhibition of proliferation and invasive ability of trophoblast cells
by rhAPOA1 protein was rescued by the PPARγ inhibitor T0070907 (Figure 2C,D). These
results indicate that APOA1 is transcriptionally regulated by PPARγ.
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2.5. APOA1 Functions by Regulating Several Downstream Targets

Public datasets were used for further analysis to explore the downstream targets of
APOA1. These datasets were mRNA sequences obtained from APOA1 over-expressed 4T
cells and wild-type 4T cells. We identified 9451 genes from APOA1 overexpression and
wild-type 4T cells. Of these, 70 DEGs were identified and visualized using a heatmap
(Figure S1A), among which 28 were downregulated and 42 were upregulated. Additionally,
a PPI network was constructed (Figure S1B). KEGG enrichment analysis showed that these
70 DEGs were mainly associated with ECM-receptor interactions (Figure S1C). Furthermore,
40 GO biological processes were identified, and the top 10 terms are shown in Figure S1D.
These terms included cell adhesion, regulation of the apoptotic process, regulation of cell
proliferation, and cell migration.

Next, we selected several significant DEGs for validation by qRT-PCR in placentas
from patients with PE and NP, including MMP3 (matrix metallopeptidase 3), ITGB2 (in-
tegrin beta2), COL6A1 (Collagen type VI alpha 1), and LRP1 (low-density lipoprotein
receptor-related protein 1). These genes were all increased in APOA1 over-expressed 4T
cells (Figure 4A–D). Among these, MMP3 was most significantly elevated in APOA1 over-
expressed groups, with an approximately 3.6-fold increase (Figure 4A). In addition, these
genes were elevated in the placentas of preeclampsia patients (Figure 4E–H), including
LRP1 (Figure 4E), COL6A1 (Figure 4F), ITGB2 (Figure 4G), and MMP3 (Figure 4H). Inter-
estingly, MMP3 still has the largest increase, with about a 2.6-fold increase. Therefore, the
effect of MMP3 was the most significant. Furthermore, we investigated the function of
MMP3 by performing CCK-8 and Transwell assays. The results showed that the prolifera-
tion and invasion of trophoblast cells were elevated after treatment with MMP3 inhibitor 1
but could be rescued by adding rhAPOA1 protein (Figure 2C,D). The expression of MMP3
decreased in HTR8/SVneo cells treated with T0070907 and increased in HTR8/SVneo cells
treated with rosiglitazone (Figure 3C). These results indicate that APOA1 might inhibit
trophoblast proliferation and invasion by regulating these genes, particularly MMP3.
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Figure 4. APOA1 functions by regulating several downstream targets. (A–D) Violin plots of
MMP3 (A), ITGB2 (B), COL6A1 (C), and LRP1 (D) in control and APOA1 overexpressed 4T cells from
datasets. (E–H) qRT-PCR analysis of LRP1 (E), COL6A1 (F), ITGB2 (G), and MMP3 (H) in placental
tissues from PE (n = 12) and NP (n = 12) women. Error bars indicate mean ± SD. The data were
analyzed using an unpaired Student’s t-test. × p-value < 0.05, ×× p-value < 0.01.
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In addition, we investigated the regulatory role of APOA1 in these four genes. First, we
treated HTR8/SVneo cells with rhAPOA1 and the PPARγ inhibitor T0070907 and then de-
tected the expression of LRP1, COL6A1, ITGB2, MMP3, and APOA1. The results showed that
the expression of APOA1 increased (Figure 5E) in HTR8/SVneo cells treated with rhAPOA1,
suggesting the effect of rhAPOA1 on the expression of APOA1. Furthermore, high expres-
sion of APOA1 in HTR8/SVneo cells treated with rhAPOA1 was attenuated by T0070907
(Figure 5E). The expression of COL6A1 (Figure 5B), and MMP3 (Figure 5D) increased
slightly in HTR8/SVneo cells treated with rhAPOA1, which can be rescued by T0070907
supplementation. However, the expression of LRP1 increased slightly in HTR8/SVneo cells
treated with rhAPOA1, which cannot be rescued by T0070907 (Figure 5A). The expression
of ITGB2 was not significantly changed in APOA1-overexpressed HTR8/SVneo cells, while
that was inhibited in HTR8/SVneo cells treated with T0070907 (Figure 5C). Subsequently,
we treated HTR8/SVneo cells with APOA1 siRNA and PPARγ agonist rosiglitazone and
then detected the expression of LRP1, COL6A1, ITGB2, MMP3, and APOA1. The results
showed that the expression of APOA1 was decreased (Figure 5J) in HTR8/SVneo cells
treated with APOA1 siRNA, which can be rescued by rosiglitazone, suggesting an in-
hibitory effect of APOA1 siRNA on the expression of APOA1. The expression of LRP1
(Figure 5F), COL6A1 (Figure 5G), and MMP3 (Figure 5I) decreased significantly, which can
be elevated by supplementation with rosiglitazone. However, the low expression of ITGB2
in APOA1-knockdown HTR8/SVneo cells was not rescued by rosiglitazone (Figure 5H).
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Figure 5. APOA1 functions by regulating several downstream targets. (A–E) qRT-PCR analy-
sis of LRP1 (A), COL6A1 (B), ITGB2 (C), MMP3 (D), and APOA1 (E) in vehicle, rhAPOA1, and
rhAPOA1 + T0070907 groups. (F–J) qRT-PCR analysis of LRP1 (F), COL6A1 (G), ITGB2 (H), MMP3 (I),
APOA1 (J) in vehicle, APOA1-si-2, and APOA1-si-2 + rosiglitazone groups. Error bars indicate mean
± SD. The data were analyzed using a one-way ANOVA assay. × p-value < 0.05, ×× p-value < 0.01,
××× p-value < 0.001, ×××× p-value < 0.0001. ns, no significance.

3. Discussion

In the present study, we investigated the role of APOA1 in PE pathophysiology. We
found that the expression of APOA1 was significantly elevated in the plasma of women
with preeclampsia during late gestation but not during early and mid-term gestation.
Importantly, we found that the ratio of sFlt1/PLGF was more efficient in predicting the
risk of preeclampsia than the level of APOA1. However, the prediction efficiency was not
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significantly altered by the combination of sFlt1/PLGF and APOA1 levels, both in early and
mid-term gestation. These results suggested that APOA1 may not function in predicting
the risk of PE. Additionally, the concentration of APOA1 was positively associated with
systolic blood pressure during late gestation. Overexpression of APOA1 exerted inhibitory
effects on trophoblast cell proliferation and invasion, which could be rescued by a PPARγ
inhibitor. Mechanistically, the transcriptional activity of APOA1 is mediated by PPARγ.

Evidence suggests that abnormal lipid metabolism is involved in preeclampsia [19].
Additionally, research on serum lipid biomarkers for predicting PE has recently emerged.
For example, it has been reported that developed panels of serum lipidomic biomarkers
can identify most women at risk for preeclampsia in a given pregnancy at 12–14 weeks of
gestation [20]. Additionally, numerous biomarkers have been evaluated for their association
with PE, including various apolipoproteins [3–5,21]. In this study, we found that the plasma
concentration of APOA1 in early and mid-term gestation was not statistically different,
whereas it was significantly increased in late gestation. Additionally, the sFlt1/PLGF ratio
was markedly elevated in the plasma of women with preeclampsia during early, mid-term,
and late gestation. Notably, the AUC of the ratio of sFlt1/PLGF during mid-term gestation
for predicting preeclampsia was 0.926 (95%CI: 0.862–0.992), while it was not significantly
elevated by adding the concentration of APOA1. These results suggest that the alteration
in the expression of APOA1 might be caused by the pathophysiology of PE. Thus, it is
not realistic to use APOA1 as a predictor of preeclampsia onset; however, APOA1 may
be useful as a judgment of the severity of the condition, which in turn may help in the
treatment of the disease.

APOA1 overexpression was associated with adverse pregnancy outcomes. In this
study, we found that APOA1 levels were elevated in both the plasma and placental tissues
of patients with preeclampsia. It has been reported that the expression of APOA1 was
high in the blood and maternal-fetal interface during early miscarriages [17]. Additionally,
evidence has revealed that apolipoprotein A-1 antisense RNA was increased in the placental
tissues of early onset severe PE, and downregulation of APOA1-AS protected against TNF-
α-induced inhibition of trophoblast integration into endothelial networks, thus exerting
protective effects against PE in rats [12]. This evidence indicates that the upregulation of
APOA1 might indicate adverse pregnancy outcomes.

In addition, APOA1 inhibited cell proliferation and invasion. We found that the pro-
liferation and invasion of trophoblast cells can be inhibited by treatment with rhAPOA1
and promoted by treatment with APOA1 siRNA. Research has also revealed that APOA1
regulates cellular growth, invasion, and apoptosis [16,22]. For example, a study demon-
strated that cellular proliferation and invasion were inhibited in APOA1-overexpressed
SW1353 and HOS cells, which is related to osteosarcoma progression [16]. Interestingly, we
found that APOA1 functioned by regulating MMP3, COL6A1, ITGB2, and LRP1. Research
has shown that levels of MMP3 in maternal plasma are significantly higher in preeclamptic
patients with early onset disease [23]. These results suggest that APOA1 plays a role in
cellular functions.

APOA1 may be regulated by PPARγ, which is involved in lipid metabolism. In
this study, the data showed that the APOA1 promoter can be activated by PPARγ, and
PPARγ agonists can promote the expression of APOA1. Previous reports have shown
that the transcription factor PPARγ is essential for placental development and alterations
in its expression and/or activity are associated with human placental pathologies such
as preeclampsia [24]. Furthermore, PPARα activators, such as normolipidemic fibric
acids, decrease triglyceride concentrations by increasing lipoprotein lipase expression and
decreasing APOC3 concentration. They then increase HDL cholesterol levels by increasing
the expression of APOA1 and APOA2 [25]. This evidence indicates an interaction between
APOA1 and PPARγ.

However, our study has some limitations. We used RNA sequencing data from
APOA1-overexpressed 4T cells from GEO datasets. We validated only five DEGs using
qRT-PCR. In conclusion, our study provides a new approach to exploring the mechanisms



Int. J. Mol. Sci. 2023, 24, 16363 9 of 14

underlying preeclampsia. In particular, APOA1 may be useful for judging the severity of
the condition, which in turn may help in the treatment of the disease. This study provides
evidence for the crucial role of APOA1 in PE, which may provide a new strategy for the
prevention and treatment of PE.

4. Materials and Methods
4.1. Human Samples
4.1.1. Subjects of the Study

The subjects of this study were obtained from a prospective observational cohort under
the National Key Research and Development Program “Research on Reproductive Health
and Prevention and Control of Major Birth Defects”, Subtopic III “Intervention of Preeclamp-
sia”. The cohort recruited singleton pregnant women of advanced age (≥35 years) who
were enrolled between September 2017 and December 2021 at the Obstetrics and Gyne-
cology Hospital of Fudan University (Shanghai, China). The study was approved by the
Ethics Committee of the Obstetrics and Gynecology Hospital Affiliated to Fudan University
(Shanghai, China) (2017-16, 20170424). All the volunteers provided informed consent. We
randomly selected 30 women with normal pregnancies (NP) and 29 with PE. Women with
PE were obtained according to the criteria of the American College of Obstetricians and
Gynecologists [26]. Table 1 presents the clinical characteristics of the 59 participants.

Table 1. Characteristics of the study population.

Characteristic Normal Pregnancy (n = 30) Preeclampsia (n = 30) p-Value

Maternal age (years) 36.55 ± 2.587 37.07 ± 2.433 0.3435
Gestational age (weeks) 38.69 ± 1.161 36.25 ± 3.152 <0.0001 ****
Pregnancy BMI (kg/m2) 21.66 ± 2.880 24.53 ± 3.920 0.0003 ***

Systolic BP (mmHg) 110.1 ± 10.46 130.8 ± 12.91 <0.0001 ****
Diastolic BP (mmHg) 63.38 ± 8.999 81.12 ± 10.83 <0.0001 ****
Proteinuria (g/24 h) - 0.8990 ± 1.433 -
Neonatal weight (g) 3500 ± 461.3 2785 ± 703.5 <0.0001 ****

All data are expressed as mean ± SD. p-values were obtained using the unpaired Student’s t-test in GraphPad
Prism 9.2.0. *** p-value < 0.001, **** p-value < 0.0001. BP, blood pressure; BMI, body mass index.

4.1.2. Inclusion and Exclusion Criteria

Eligible participants were women who were recruited at ≤14 gestational weeks and
were singleton pregnancies. We excluded women with a history of hypertension, nephritis,
cardiac disease, multiple pregnancies, physical disability, current substance abuse, or any
other conditions that may be intolerant to pregnancy.

4.1.3. Samples Collection and Testing

Human plasma samples were collected from 29 PE and 30 NP patients during their
first, second, and third trimesters for ELISA analysis. The expression of APOA1, placental
growth factor (PLGF), and soluble fms-like tyrosine kinase-1 (sFlt1) in the plasma samples
was detected using ELISA Kits (U96-2556E; U96-1590E; U96-1259E, YOBIBIO, Shanghai,
China). In addition, we categorized the entire pregnancy into three stages: early gestation
(first trimester), up to (but not including) 14 weeks; mid-term gestation (second trimester),
14–27+6 weeks; and late gestation (third trimester), 28 weeks and beyond.

Several placental samples (0.5 cm × 0.5 cm) were obtained immediately after delivery.
Tissue was collected from the area near the umbilical cord (1 cm from the cord insert), from
both the maternal and fetal sides of the placenta. After removal of the maternal blood cells
by washing the tissue in sterile phosphate-buffered saline (PBS), the tissue was partially
kept in MACS Tissue Storage Solution (Miltenyi Biotec, Bergisch-Gladbach, Germany) for
qRT-PCR assay, partially fixed in 4% paraformaldehyde overnight, embedded in paraffin,
and cut into 5 µm sections for immunohistochemistry tests.
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4.2. Expression Profile Datasets Selection and Analysis

The datasets were obtained from the GEO DataSets portal, publicly available at the
National Center for Biotechnology Information (NCBI) [27]. To identify the association
between PPARγ and APOA1, we analyzed GSE206927 datasets, which included mRNA
profiles of human aortic valvular endothelial cells transfected with siRNA targeting PPARγ
(PPARγ-KD) or negative control siRNA (NC). To identify the genes downstream of APOA1,
we analyzed the GSE202427 dataset, which is RNA sequencing data from APOA1 overex-
pressing 4T1 (APOA1_1, APOA1_2) and wild-type 4T1 (control_1, control_2) cells. Table S1
presents a list of differentially expressed genes for both data.

The DESeq2 (version 1.42.0) package in the R software (version 4.1.1) was used to
analyze and identify differentially expressed genes (DEGs) with a threshold of |log2 (fold
change) [FC]| ≥ 1.0, p-value < 0.05, after normalization and log2 transformation of the raw
data. Heatmaps of the DEGs were plotted using the ggplot2 (version 3.4.4) package in the
R software. The ClusterProfiler (version 4.10.0) package was used to perform biological
functional enrichment analysis of DEGs using Gene Ontology (GO) and KEGG.

4.3. Real-Time Quantitative Polymerase Chain Reaction (qRT-PCR)

Total RNA was extracted from placental tissues and cells using an EZ-press RNA
Purification Kit (B0004D; EZBioscience, Roseville, CA, USA). Next, the extracted RNA
from all samples was diluted to 100 ng/µL for reverse transcription using Hifair® III
1st Strand cDNA Synthesis SuperMix (11119ES, YEASEN, Shanghai, China). Real-time
PCR was performed in triplicate using a QuantStudio™ 6 Flex Real-Time PCR System
(Thermo Fisher Scientific, Waltham, MA, USA). The reaction mixtures (20 µL) contained
10 ng cDNA template, 200 nM reverse and forward primers, and 10 µL 2 × SYBR Green
PCR Mix (11202ES03, YEASEN). The temperature profile included enzyme activation at
95 ◦C for 2 min, followed by 40 cycles of 10 s at 95 ◦C and 30 s at 60 ◦C, and a melting
curve that included denaturation at 95 ◦C for 10 s, annealing at 60 ◦C for 1 min, high-
resolution melting at 95 ◦C for 15 s, and annealing at 60 ◦C for 15 s. Glyceraldehyde
3-phosphate dehydrogenase (GAPDH) mRNA was used as a reference gene. The primers
used for qRT-PCR are listed in Table 2. Relative mRNA expression was analyzed using the
2−∆∆Ct method.

Table 2. Primer sequences (all 5′-3′) used in qRT-PCR.

Gene Primers Sequence (5′-3′)

GAPDH FORWARD TTCGACAGTCAGCCGCATCTT
REVERSE CCCAATACGACCAAATCCGTT

APOA1 FORWARD CTAAAGCTCCTTGACAACTGGG
REVERSE TTTCCAGGTTATCCCAGAACTC

PPARγ FORWARD AGATCATTTACACAATGCTGGC
REVERSE TAAAGTCACCAAAAGGCTTTCG

LRP1 FORWARD AGTCTGCTTCGTGTGCCTATCC
REVERSE AGTCATTGTCATTGTCGCATCTCC

COL6A1 FORWARD AGCACCTGGGCGTCAAAGTC
REVERSE TGTGGTCCGTGGCGATGATG

ITGB2 FORWARD GGAGCAGCAGGACGGGATG
REVERSE GACGATGGCGGCGATGTTG

MMP3 FORWARD CTTTCCTGGCATCCCGAAGTG
REVERSE CTCAACAGCAGAATCAACAGCATC

4.4. Cell Experiment
4.4.1. Cell Culture

Trophoblastic HTR8/SVneo cells (CRL-3271, ATCC, Manassas, VA, USA) were cul-
tured in DMEM/F12 medium with 10% fetal bovine serum (FBS) (Gibco, Pittsburgh, PA,
USA) under standard culture conditions (37 ◦C and 5% CO2 in a humidified atmosphere).
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Human embryonic kidney (HEK) 293T cells (CRL-3216, ATCC) were cultured in
Dulbecco’s modified Eagle’s medium (DMEM) (SH30249.01, Hyclone, Logan, UT, USA)
supplemented with 10% FBS and maintained under standard culture conditions.

4.4.2. Small Interfering RNA (siRNA) Transfection

HTR8/SVneo cells were transfected with APOA1 siRNA (GeneChem, Shanghai, China)
using Lipofectamine 3000 (L3000075, Thermo Fisher Scientific) according to the manufac-
turer’s instructions. The siRNA sequences used were 5′-GUACGUGGAUGUGCUCAAA-3′

for APOA1-si-1, 5′-GAAGCUGCACGAGCUGCAA-3′ for APOA1-si-2, and 5′-GCUCUCGA
GGAGUACACUA-3′ for APOA1-si-3.

4.4.3. Cell Treatment

HTR8/SVneo cells were treated with emapticap pegol MMP3 inhibitor 1 (1 µM, HY-
114418, MedChemExpress, Monmouth Junction, NJ, USA), T0070907 (10 µM, S2871, Selleck
Chemicals, Houston, TX, USA), rosiglitazone (10 µM, S2556, Selleck Chemicals), rhAPOA1
(HY-P7525, MedChemExpress), and 0.1% DMSO for 24 h. The optimal concentrations
of T0070907 and rosiglitazone were determined as previously described [28], whereas
those of MMP3 inhibitor 1 and rhAPOA1 were determined using the cell counting kit-8
(CCK-8) assay.

4.4.4. Transwell Assay

Matrigel (356234, BD Biosciences, San Diego, CA, USA) was diluted at 1:8 and added
to the upper chamber of the 24-well plate with 8.0 µm transparent PET membrane (353097,
Corning, Palo Alto, CA, USA) overnight at 4 ◦C. Next, 200 µL (1 × 105 HTR8/SVneo cells)
of DMEM/F12 suspension without FBS was added to the upper chamber, and 700 µL of
DMEM/F12 containing 10% FBS was added to the lower chamber. The cells were cultured
at 37 ◦C in a 5% CO2 incubator for 48 h. The 24-well plate was removed, and the upper
chamber medium and non-penetrating cells were gently wiped off with a cotton swab,
washed three times with PBS, fixed with methanol for 5 min, and stained with crystal
violet for 20 min. Subsequently, random photographs were acquired under an inverted
microscope (×200), and five visual fields were counted in each chamber.

4.4.5. Cell Proliferation Assay

Cell counting kit-8 (40203ES, YEASEN) was used to test the cell proliferation abil-
ity according to the manufacturer’s instructions. HTR8/SVneo cells (96-well plates,
1 × 104 cells/well) were treated with vehicle, rhAPOA1, APOA1-si-2, MMP3 inhibitor
1, rhAPOA1 + MMP3 inhibitor 1, or rhAPOA1 + T0070907 for 48 h. A 96-well plate was
then cultured with 10 µL/well CCK-8 solution for 1.5 h. The absorbance was measured at
450 nm using a microplate reader (Bio-Rad, Hercules, CA, USA).

4.5. Western Blotting

Total protein was extracted from plasma, placental tissues, and cells, which were
lysed in RIPA buffer (WB3100, NCM Biotech, Suzhou, China) containing 1% phosphatase
inhibitor (P003, NCM Biotech) and 1% proteinase inhibitor cocktail (HY-K0022, MedChem-
Express). The protein concentration was determined using the BCA method (WB6501,
NCM Biotech). The extracted protein lysate was denatured by adding 5 × SDS-PAGE
loading buffer (WB2001, NCM Biotech) and heating at 100 ◦C for 10 min.

Equal amounts of protein were resolved by SDS-PAGE and transferred onto polyvinyli-
dene fluoride (PVDF) membranes. Membranes were probed with the following primary
antibodies: anti-APOA1 (dilution 1:5000, ab227455, Abcam, Cambridge, UK), anti-beta II
Tubulin (dilution 1:10,000, ab151318, Abcam), and anti-albumin (dilution 1:2000, ab207327,
Abcam) overnight at 4 ◦C. On the second day, the PVDF membrane was incubated
with a horseradish peroxidase (HRP)-conjugated secondary antibody (dilution 1:10,000,
33101ES60, YEASEN) for 1 h at room temperature. Finally, the membrane was developed
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using the enhanced chemiluminescence method and visualized using an Amersham Imager
600 (GE Healthcare, Waukesha, WI, USA).

4.6. Immunohistochemistry (IHC)

Placental tissues were dissected and fixed in a 4% paraformaldehyde solution (P0099,
Beyotime, Nantong, China). Tissues were then embedded in paraffin. Sections (5 µm) were
cut and prepared for immunohistochemistry using standard procedures. Human placental
sections were deparaffinized and treated with 3% H2O2 to block endogenous peroxidase
activity. The sections were then pretreated with heat-mediated antigen retrieval using
sodium citrate buffer or Tris/EDTA buffer (pH = 6.0) at 100 ◦C for 20 min, incubated with
primary antibodies against APOA1 (dilution 1:500, ab227455, Abcam) at 4 ◦C overnight
in a humidified chamber, and incubated with a secondary antibody (GB22301, Servicebio,
Wuhan, China) for 30 min at room temperature. Reactions were visualized using DAB as a
substrate (G1212, Servicebio). Images were acquired using a microscope (Olympus IX73,
Olympus, Tokyo, Japan).

4.7. Luciferase Assay

The overexpressed PPARγ (PPARγ−OE) and APOA1 promoter plasmids were con-
structed by GeneChem (Shanghai, China). HEK293T or HTR8/SVneo cells were transfected
with the overexpressed PPARγ plasmid and APOA1 promoter plasmid using Lipofectamine
3000 (L3000075, Thermo Fisher Scientific) and cultured under standard culture conditions
for 48 h according to the manufacturer’s protocol. The cells were then washed with PBS and
lysed with cell lysis buffer (100 µL/well). The lysate was centrifuged at 10,000–15,000 rpm
for 3–5 min, and the supernatant was transferred to a new tube for subsequent measure-
ment. The relative light units (RLU) were measured by mixing 20 µL of sample supernatant
and 20 µL Firefly Luciferase Assay Reagent using a dual-luciferase reporter assay system
(GM-040503, Genomeditech, Shanghai, China). The RLU was measured again by mixing
20 µL of Renilla Luciferase Assay Reagent into the above measurement tube. The ratio of
the two RLU measurements represents the activation of the reporter gene.

4.8. Statistical Analysis

All the experimental results were analyzed using GraphPad Prism 9.2.0 (GraphPad
Software, San Diego, CA, USA). Friedman’s test was used to analyze variance. Differences
between groups were analyzed using a one-way ANOVA and unpaired Student’s t-test.
Results are presented as the mean ± standard deviation (SD), and the p-value < 0.05 was
supposed to be statistically significant.
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www.mdpi.com/article/10.3390/ijms242216363/s1.

Author Contributions: Conceptualization, Z.L. and W.G.; methodology, Z.L. and Y.T.; software, S.L.;
validation, C.W. and Y.Y.; formal analysis, X.Z.; investigation, H.L.; resources, Y.Y.; data curation, J.P.;
writing—original draft preparation, Z.L.; writing—review and editing, W.G.; visualization, Y.Y. and
C.W.; supervision, W.G.; project administration, W.G.; funding acquisition, W.G. All authors have
read and agreed to the published version of the manuscript.

Funding: This research received no external funding.

Institutional Review Board Statement: The study was conducted in accordance with the Declaration
of Helsinki, and approved by the Institutional Review Board (or Ethics Committee) of Obstetrics and
Gynecology Hospital of the Fudan University (Shanghai, China) at 24 April 2017 (2017-16).

Informed Consent Statement: Informed consent was obtained from all the subjects involved in
the study.

https://www.mdpi.com/article/10.3390/ijms242216363/s1
https://www.mdpi.com/article/10.3390/ijms242216363/s1


Int. J. Mol. Sci. 2023, 24, 16363 13 of 14

Data Availability Statement: Publicly available datasets were analyzed in this study. This data can
be found here: [https://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE202427 (accessed on 7
May 2023)], and [https://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE206927 (accessed on 7
May 2023)].

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Rana, S.; Lemoine, E.; Granger, J.P.; Karumanchi, S.A. Preeclampsia: Pathophysiology, Challenges, and Perspectives. Circ. Res.

2019, 124, 1094–1112. [CrossRef] [PubMed]
2. Ives, C.W.; Sinkey, R.; Rajapreyar, I.; Tita, A.T.N.; Oparil, S. Preeclampsia-Pathophysiology and Clinical Presentations: JACC

State-of-the-Art Review. J. Am. Coll. Cardiol. 2020, 76, 1690–1702. [CrossRef] [PubMed]
3. Atkinson, K.R.; Blumenstein, M.; Black, M.A.; Wu, S.H.; Kasabov, N.; Taylor, R.S.; Taylor, R.S.; Cooper, G.J.; North, R.A.; SCOPE

Consortium. An altered pattern of circulating apolipoprotein E3 isoforms is implicated in preeclampsia. J. Lipid Res. 2009, 50,
71–80. [CrossRef]

4. Bendix, E.J.; Ravn, J.D.; Sperling, L.; Overgaard, M. First trimester serum apolipoproteins in the prediction of late-onset
preeclampsia. Scand. J. Clin. Lab. Investig. 2023, 83, 23–30. [CrossRef] [PubMed]

5. Serrano, N.C.; Guio-Mahecha, E.; Quintero-Lesmes, D.C.; Becerra-Bayona, S.; Paez, M.C.; Beltran, M.; Herrera, V.M.; Leon,
L.J.; Williams, D.; Casas, J.P. Lipid profile, plasma apolipoproteins, and pre-eclampsia risk in the GenPE case-control study.
Atherosclerosis 2018, 276, 189–194. [CrossRef]

6. Stadler, J.T.; Scharnagl, H.; Wadsack, C.; Marsche, G. Preeclampsia Affects Lipid Metabolism and HDL Function in Mothers and
Their Offspring. Antioxidants 2023, 12, 795. [CrossRef]

7. Ding, X.; Yang, Z.; Han, Y.; Yu, H. Adverse factors increase preeclampsia-like changes in pregnant mice with abnormal lipid
metabolism. Chin. Med. J. 2014, 127, 2814–2818.

8. Ramanjaneya, M.; Butler, A.E.; Bashir, M.; Bettahi, I.; Moin, A.S.M.; Ahmed, L.; Elrayess, M.A.; Hunt, S.C.; Atkin, S.L.; Abou-
Samra, A.B. apoA2 correlates to gestational age with decreased apolipoproteins A2, C1, C3 and E in gestational diabetes. BMJ
Open Diabetes Res. Care 2021, 9, e001925. [CrossRef]

9. Mahley, R.W.; Innerarity, T.L.; Rall, S.C., Jr.; Weisgraber, K.H. Plasma lipoproteins: Apolipoprotein structure and function. J. Lipid
Res. 1984, 25, 1277–1294. [CrossRef]

10. Breslow, J.L.; Ross, D.; McPherson, J.; Williams, H.; Kurnit, D.; Nussbaum, A.L.; Karathanasis, S.K.; Zannis, V.I. Isolation and
characterization of cDNA clones for human apolipoprotein A-I. Proc. Natl. Acad. Sci. USA 1982, 79, 6861–6865. [CrossRef]

11. Segrest, J.P.; Li, L.; Anantharamaiah, G.M.; Harvey, S.C.; Liadaki, K.N.; Zannis, V. Structure and function of apolipoprotein A-I
and high-density lipoprotein. Curr. Opin. Lipidol. 2000, 11, 105–115. [CrossRef] [PubMed]

12. Yang, H.Y.; Jiang, L. The involvement of long noncoding RNA APOA1-AS in the pathogenesis of preeclampsia. Hum. Exp. Toxicol.
2022, 41, 9603271211066586. [CrossRef]

13. Charet, J.C.; Watine, J.; Marre, A.; Charet, P. Prognostic value of serum levels of cholesterol and apolipoprotein A1 in pulmonary
cancer. Ann. Biol. Clin. 1997, 55, 52.

14. Clarke, C.H.; Yip, C.; Badgwell, D.; Fung, E.T.; Coombes, K.R.; Zhang, Z.; Lu, K.H.; Bast, R.C., Jr. Proteomic biomarkers
apolipoprotein A1, truncated transthyretin and connective tissue activating protein III enhance the sensitivity of CA125 for
detecting early stage epithelial ovarian cancer. Gynecol. Oncol. 2011, 122, 548–553. [CrossRef] [PubMed]

15. Moore, L.E.; Fung, E.T.; McGuire, M.; Rabkin, C.C.; Molinaro, A.; Wang, Z.; Zhang, F.; Wang, J.; Yip, C.; Meng, X.Y.; et al.
Evaluation of apolipoprotein A1 and posttranslationally modified forms of transthyretin as biomarkers for ovarian cancer
detection in an independent study population. Cancer Epidemiol. Biomark. Prev. 2006, 15, 1641–1646. [CrossRef] [PubMed]

16. Liu, F.; Zhang, X.; Wu, F.; Peng, H. Hsa_circ_0088212-mediated miR-520 h/APOA1 axis inhibits osteosarcoma progression. Transl.
Oncol. 2021, 14, 101219. [CrossRef]

17. Verma, P.; Nair, R.R.; Singh, S.; Rajender, S.; Khanna, A.; Jha, R.K.; Singh, K. High Level of APOA1 in Blood and Maternal Fetal
Interface Is Associated with Early Miscarriage. Reprod. Sci. 2019, 26, 649–656. [CrossRef]

18. Graham, C.H.; Hawley, T.S.; Hawley, R.G.; MacDougall, J.R.; Kerbel, R.S.; Khoo, N.; Lala, P.K. Establishment and characterization
of first trimester human trophoblast cells with extended lifespan. Exp. Cell Res. 1993, 206, 204–211. [CrossRef]

19. Lee, S.M.; Moon, J.Y.; Lim, B.Y.; Kim, S.M.; Park, C.W.; Kim, B.J.; Jun, J.K.; Norwitz, E.R.; Choi, M.H.; Park, J.S. Increased
biosynthesis and accumulation of cholesterol in maternal plasma, but not amniotic fluid in pre-eclampsia. Sci. Rep. 2019, 9, 1550.
[CrossRef]

20. Anand, S.; Young, S.; Esplin, M.S.; Peaden, B.; Tolley, H.D.; Porter, T.F.; Varner, M.W.; D’Alton, M.E.; Jackson, B.J.; Graves, S.W.
Detection and confirmation of serum lipid biomarkers for preeclampsia using direct infusion mass spectrometry. J. Lipid Res.
2016, 57, 687–696. [CrossRef]

21. Timur, H.; Daglar, H.K.; Kara, O.; Kirbas, A.; Inal, H.A.; Turkmen, G.G.; Yilmaz, Z.; Elmas, B.; Uygur, D. A study of serum Apo
A-1 and Apo B-100 levels in women with preeclampsia. Pregnancy Hypertens. 2016, 6, 121–125. [CrossRef] [PubMed]

22. Liu, Z.; Xiao, Y.; Tang, L.; Jiang, L.; Wang, Y.; Zhang, R.; Wei, Q.; Lu, Y. Apolipoprotein A1 −75 G/A and +83 C/T polymorphisms
and renal cancer risk. Lipids Health Dis. 2015, 14, 143. [CrossRef] [PubMed]

https://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE202427
https://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE206927
https://doi.org/10.1161/CIRCRESAHA.118.313276
https://www.ncbi.nlm.nih.gov/pubmed/30920918
https://doi.org/10.1016/j.jacc.2020.08.014
https://www.ncbi.nlm.nih.gov/pubmed/33004135
https://doi.org/10.1194/jlr.M800296-JLR200
https://doi.org/10.1080/00365513.2022.2155991
https://www.ncbi.nlm.nih.gov/pubmed/36538472
https://doi.org/10.1016/j.atherosclerosis.2018.05.051
https://doi.org/10.3390/antiox12040795
https://doi.org/10.1136/bmjdrc-2020-001925
https://doi.org/10.1016/S0022-2275(20)34443-6
https://doi.org/10.1073/pnas.79.22.6861
https://doi.org/10.1097/00041433-200004000-00002
https://www.ncbi.nlm.nih.gov/pubmed/10787171
https://doi.org/10.1177/09603271211066586
https://doi.org/10.1016/j.ygyno.2011.06.002
https://www.ncbi.nlm.nih.gov/pubmed/21708402
https://doi.org/10.1158/1055-9965.EPI-05-0980
https://www.ncbi.nlm.nih.gov/pubmed/16985025
https://doi.org/10.1016/j.tranon.2021.101219
https://doi.org/10.1177/1933719118783266
https://doi.org/10.1006/excr.1993.1139
https://doi.org/10.1038/s41598-018-37757-3
https://doi.org/10.1194/jlr.P064451
https://doi.org/10.1016/j.preghy.2016.04.003
https://www.ncbi.nlm.nih.gov/pubmed/27155339
https://doi.org/10.1186/s12944-015-0132-0
https://www.ncbi.nlm.nih.gov/pubmed/26537097


Int. J. Mol. Sci. 2023, 24, 16363 14 of 14

23. Laskowska, M. Altered Maternal Serum Matrix Metalloproteinases MMP-2, MMP-3, MMP-9, and MMP-13 in Severe Early- and
Late-Onset Preeclampsia. Biomed. Res. Int. 2017, 2017, 6432426. [CrossRef]

24. Shoaito, H.; Chauveau, S.; Gosseaume, C.; Bourguet, W.; Vigouroux, C.; Vatier, C.; Pienkowski, C.; Fournier, T.; Degrelle,
S.A. Peroxisome proliferator-activated receptor gamma-ligand-binding domain mutations associated with familial partial
lipodystrophy type 3 disrupt human trophoblast fusion and fibroblast migration. J. Cell Mol. Med. 2020, 24, 7660–7669. [CrossRef]
[PubMed]

25. Fruchart, J.C.; Staels, B.; Duriez, P. PPARS, metabolic disease and atherosclerosis. Pharmacol. Res. 2001, 44, 345–352. [CrossRef]
[PubMed]

26. Gestational Hypertension and Preeclampsia: ACOG Practice Bulletin, Number 222. Obstet. Gynecol. 2020, 135, e237–e260.
[CrossRef] [PubMed]

27. Bosco, C.B.; Diaz, E.G.; Gutierrez, R.R.; Gonzalez, J.M.; Parra-Cordero, M.; Rodrigo, R.S.; Barja, P.Y. Placental Hypoxia Developed
During Preeclampsia Induces Telocytes Apoptosis in Chorionic Villi Affecting The Maternal-Fetus Metabolic Exchange. Curr.
Stem Cell Res. Ther. 2016, 11, 420–425. [CrossRef]

28. Ji, J.; Xue, T.F.; Guo, X.D.; Yang, J.; Guo, R.B.; Wang, J.; Huang, J.Y.; Zhao, X.J.; Sun, X.L. Antagonizing peroxisome proliferator-
activated receptor gamma facilitates M1-to-M2 shift of microglia by enhancing autophagy via the LKB1-AMPK signaling pathway.
Aging Cell 2018, 17, e12774. [CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1155/2017/6432426
https://doi.org/10.1111/jcmm.15401
https://www.ncbi.nlm.nih.gov/pubmed/32519441
https://doi.org/10.1006/phrs.2001.0871
https://www.ncbi.nlm.nih.gov/pubmed/11712864
https://doi.org/10.1097/AOG.0000000000003891
https://www.ncbi.nlm.nih.gov/pubmed/32443079
https://doi.org/10.2174/1574888X10666150202144855
https://doi.org/10.1111/acel.12774

	Introduction 
	Results 
	APOA1 Was Significantly Elevated in the Placental and Plasma Samples from Women with PE 
	APOA1 Cannot Predict the Risk of Preeclampsia 
	APOA1 Can Inhibit the Proliferation and Invasion of Trophoblast Cells 
	APOA1 Can Be Transcriptionally Regulated by PPAR 
	APOA1 Functions by Regulating Several Downstream Targets 

	Discussion 
	Materials and Methods 
	Human Samples 
	Subjects of the Study 
	Inclusion and Exclusion Criteria 
	Samples Collection and Testing 

	Expression Profile Datasets Selection and Analysis 
	Real-Time Quantitative Polymerase Chain Reaction (qRT-PCR) 
	Cell Experiment 
	Cell Culture 
	Small Interfering RNA (siRNA) Transfection 
	Cell Treatment 
	Transwell Assay 
	Cell Proliferation Assay 

	Western Blotting 
	Immunohistochemistry (IHC) 
	Luciferase Assay 
	Statistical Analysis 

	References

