TableS9. Host predictions
Table $9-1. VLP_prediction_STD+MAGs

Virus AAl to closest RaFAH reference  Host genus

S10_vf_120738
S10_vf_120738
S10_vf_18671
S10_vf_24791
S10_vf_43964
S10_vf_43964
S10_vf_46328
S10_vf_62230
S10_vf_64371
$10_vf_80712
S10_vf_80712
510_vs_106834
$10_vs_120489
$10_vs_120541
$10_vs_120570
$10_vs_14557
$10_vs_2538
$10_vs_35854
$10_vs_35854
$10_vs_36407
$10_vs_36598
$10_vs_36598
$10_vs_37379
$10_vs_37694
$10_vs_46819
$10_vs_58014
$10_vs_58014
S10_vs_62776
$10_vs_62776
S10_vs_67471
$10_vs_67471
$10_vs_71900
$10_vs_71900
$10_vs_71900
$10_vs_77004
S11_vf_104033
S11_vf_104034
S11_vf_104035
S11_vf_104035
S11_vf_104052
S11_vf_104071
S11_vf_10907
S11_vf_27845
S11_vf_27845
S11_vf_28515
S11_vf_28515
S11_vf_28645
S11_vf_33117
S11_vf_33117
S11_vf 33117
S11_vf_34008
S11_vf_34008
S11_vf_43997
S11_vf_58587
S11_vf_66522
S11_vf_66522
S11_vf_68693
S11_vf_70015
S11_vf_92391
S11_vf_95067
S11_vf_99751
S11_vs_104041
S11_vs_104042
S11_vs_104064
S11_vs_11994
S11_vs_13652
S11_vs_14882
S11_vs_1937
S11_vs_1937
S11_vs_19892
S11_vs_23188
S11_vs_26767

22.73 d__Bacteria;p_|
22.73 d__Bacteria;)
91.64 d__Bacteria;p__t
46.17 d__Bacteri
91.64 d__Bacteria;p__|
91.64 d__Bacteria;p__}
63.06 d__Bacteria;)
25.76 d__Bacteria;p__|
86.67 d__Bacteria;|
98.13 d__Bacteria;p__|
98.13 d__Bacteri.
44.85 d__Bacteria;p__|
7.64 d__Bacteri
14.85 d__Bacteria;|
98.22 d__Bacteria;p__}
99.66 d__Bacteria;)
31.92 d__Bacteria;p__|

{

48.73 d__Bacteria;p__|

p__Lt
75.26 d__Bacteria;)
99.94 d__Bacteria;p__}
98.03 d__Bacteri
85.85 d__Bacteria;p__|
85.85 d__Bacteri
44.54 d__Bacteria;)
44.54 d__Bacteri

p__|

',P

97 d__Bacteria;p__}
97 d__Bacteri
10.42 d__Bacteria;p__}
40.07 d__Bacteria;p__|
21.95 d__Bacteria;)
;p__L

38.91 d__Bacteria;p_|
20.29 d__Bacteri.
87.86 d__Bacteria;p__}
53.78 d__Bacteria;p_|
53.78 d__Bacteria;|
95.85 d__Bacteria;p__}
95.85 d__Bacteria;)
6.84 d__Bacteria;p__}
96.79 d__Bacteri
96.79 d__Bacteria;p__|
96.79 d__Bacteri.
44.72 d__Bacteria;|
44.72 d__Bacteria;p__|
15.72 d__Bacteria;|

p__f

97.65 d__Bacteri;

78.63 d__Bacteri
50.35 d__Bacteria;)
5.33 d__Bacteria;p__}
39.9 d__Bacteria;|
8.04 d__Bacteria;p__|
16.5 d__Bacteri
75.46 d__Bacteria;p__}
99.03 d__Bacteri
21.97 d__Bacteria;)
57.92 d__Bacteria;p__}
11.87 d__Bacteria;]
99.04 d__Bacteria;p__|
99.04 d__Bacteri;
45.95 d__Bacteria;p_f
66.52 d__Bacteri.
40.78 d__Bacteria;p__|

p__t

{

__Firmicutes;c__Clostridia;o__
__Firmicutes;c__Bacillijo__L

__Firmicutes;c__Clostridia;o_L i L

__Firmicutes;c__Clostridia;o__|

Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospi ;g_ D)
__Firmicutes;c__Clostridia;o__Oscil i ;f__O __Intestinimonas
. Bacteroidia;o__Bact | id
__Firmicutes;c__Clostridia;o__Oscil i i __F
Bacteroidota;c__| Bacterowd\a o__| Bacterondalesf Bacteroidaceae;g__Bacteroides
i __Bac Bact i ;f__Bacteroidaceae;g__Phocaeicola

- Lachnospiraceae;g_UBA9502
Firmicutes;c__Clostridia;o__( Clostndlalesf __Clostridiaceae;g__Clostridium
F__ caceae;g__Streptococcus

- Lachnospiraceae;g__ Blautia_A
hi iraceae;g__Blautia

Firmicutes;c__Clostridia;o_

__Bac idia;o__Bact ;f__Bacteroidaceae;g__Bacteroides
Firmicutes;c__Clostridia;o__Chri _Borkfalki :g__QALSO1
__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospi .g_ CAG-110

Firmicutes;c__Clostridia;o__O:

Firmicutes;c__Clostridia;o__Pepf - __CAG-145
i __Bac idi; Bact ;f__Bacteroidaceae;g__Bacteroides
Bacteroidota;c__Bacteroidia;o__Bact i ;f__Bacteroi ;8__Ph i
_Firmicute -r_clostridia;o_(‘ illospirales;f__Acutalibacteraceae;g_ UBA1691
Bac Bact f__Bacteroi pap-viBacteroides

Bacteroldolac Bacteroidia;o__Bac i ;f__Bacteroi ;8__PF

__Bacteroidota;c__| Bacterowd\ao Bacterondalesf __Tannerellaceae;g__Parabacteroides

f__Ruminococcaceae;g__Ruminococcus_D
__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides

-__Bac )__Bact ;f__Rik llaceae;g. Allstlpes
__Firmicutes;c__Clostridia;o__Oscil i i __F
Bactermdota c__| Bacterowd\a o__| Bacterondalesf Bacteroidaceae;g__Bacteroides

__Bac )__Bact ;f__Bacteroidaceae;g__Phocaeicola
Bacteroldota,c Bacteroidia;o__| Bacleroldalesf Bacteroidaceae;| giBacleroldes
Bactermdota c__| Bacterowd\a o__Bact ;f__Bacteroi ;8__Phi

-__Bac )__Bact 5 ik llaceae;g__Alistipes

Bacteroidota;c__Bacteroidia;o__| Bacleroldalesf __Rikenellaceae;g__Alistipes_A
__Bacteroidota;c__| Bacterowd\a o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides
__Bac )__Bact i ;f__Bacteroidaceae;g__Phocaeicola
__Bacteroidota;c__Bacteroidia;o__| Bacleroldalesf Bacteroidaceae;g__OMO05-12
Firmicutes;c, closmdla o_0O !
__Bac )__Bact i ;f__Bacteroidaceae;g__Bacteroides
__Firmicutes;c__Clostridia;o__Oscil i ;f__Oscil i ;6__ER4
Bactermdota c__| Bacterowd\a o__Bacteroidales;f__Bacteroidaceae; g Prevotella

Firmicutes;c__( Closlrldlao Oscil F__Acu aceae;g_ CAG-180
__Bacteroidota;c__Bacteroidia;o__| Bacterondalesf __Rikenellaceae;g__Alistipes
Firmicutes;c__Clostridia;o__Lac i L iraceae;g__Bariatricus
Firmicutes;c__Bacilli;o__L i st
Bacteroidota;c__Bacteroidia;o__Flavob: iales;f__Fl

iaceae;g__C:

Acutalib -aceae;g__Pseudoruminococcus

h iaj0_Sphaeroc _Sph __UBA9732

Firmicutes;c__Clostridia;o__Lac i L iraceae;g__Blautia_A
__Lachnospiraceae;g__Blautia

iraceae;g__Blautia_A

Firmicutes;c__Clostridia;o__L

L
__Firmicutes;c__Clostridia;o__O: f_O: e;g__CAG-83
Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospi ;g_ D
Firmicutes;c__Clostridia;o__O: Oscil i
__Firmicutes;c__Clostridia;o__Lac L aceae,gi

Firmicutes;c__Clostridia;o_ _Lachnospiraceae;g_UC5-1-2E3

__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides
11.86 d__Bacteria;p__Actinobacteriota;c__
__Actinobacteriota;c__Actinomycetia;o__Actinomycetales;f__Actinomycetaceae;g__Pauljensenia
97.65 d__Bacteria;p__ Actmobactermtac Actmomycetlao Actmomvceta\esf Actinomycetaceae;g__Actinomyces

Actinomycetia;o__Actinomycetales;f__Bifidobacteriaceae;g__Bifidobacterium

Bac Bac ST, id

__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Rikenellaceae;g__/ Allstlpes

Firmicutes;c__Bacilli;o, Erysnpelomchalesf ErysnpeIomchaceae,g_closmdlum AQ
__Firmicutes;c__Clostridia;o__Oscil f_O: i e;g__F

Firmicutes;c, Clostrldla 0__Osci i ;f__Oscil i ;8__CAG-83

G b ia;c_) ibrionia;o__Gast i __Gastranaerophilaceae;g__CAG-306

Firmicutes;c, Clostrldla 0__Lac i L iraceae;g__Eubacterium_|

Firmicutes;c__Clostridia;o__Oscillospi _Rumi _ Negativibacillu
__Firmicutes;c__Clostridia;o__Oscillospi i __Faecalibacteri

Firmicutes;c__Clostridia;o__O:
__Firmicutes;c__Bacilli;o__Erysipelotrichales;f__Erysipelotrichaceae;g__Holdemania
Bactermdotac Bacterowd\ao Bacterondalesf __Rikenellaceae;g__Alistipes
ikenellaceae;g. Allstlpes A

-__Bac )__Bact 5
Flrmlcules c__Clostridia;o__Oscil i ;f__O: L
__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides
Firmicutes;c__Clostridia;o__Lac i L iraceae;g__Ventrimonas

f__Ruminococcaceae;g__Massilioclostridium

Confidence score  List of methods
blast;96.50 iPHoP-RF;71.90
93.5 blast;95.40 iPHoP-RF;64.00
1 blast;93.40 iPHoP-RF;79.00
93.8 blast;95.60 CRISPR;94.10 iPHoP-RF;82.20
100 RaFAH;99.20 CRISPR;97.80 iPHoP-RF;97.10 blast;77.70
98.2 CRISPR;98.70 iPHOP-RF;97.10 blast;92.80
91.4 CRISPR;93.70 blast;91.80 iPHoP-RF;89.50
90.6 blast;93.00 iPHoP-RF;61.40
98.8 RaFAH;98.90 iPHoP-RF;59.80
100 RaFAH;99.20 blast;91.30 iPHoP-RF;86.30
9 RaFAH;99.20
92.3 RaFAH;87.20 iPHoP-RF;78.70
90.3 blast;92.80 iPHoP-RF;56.50
94.7 blast;96.30 iPHoP-RF;95.70 CRISPR;74.70
99.7 blast;98.90 iPHoP-RF;96.70 CRISPR;87.50 RaFAH;87.40
100 RaFAH;98.20 iPHoP-RF;97.10 blast;96.90 CRISPR;90.30
94.3 blast;96.00 iPHoP-RF;76.40
99.3 iPHoP-RF;97.10 blast;96.00 RaFAH;90.40
91.4 iPHoP-RF;93.70
94.5 blast;96.10 CRISPR;90.70 iPHoP-RF;73.00
100 RaFAH;99.40 iPHoP-RF;96.70
95.9 iPHoP-RF;97.10 blast;95.40
100 CRISPR;98.90 RaFAH;98.30 iPHoP-RF;97.10 blast;94.80
99.1 iPHoP-RF;97.10 blast;96.80 RaFAH;87.90 CRISPR;55.60
99.4 blast;96.80 RaFAH;92.90 iPHoP-RF;79.00
100 RaFAH;99.50 blast;91.80 iPHoP-RF;64.00
94.6 blast;96.20 iPHoP-RF;76.40
9 iPHoP-RF;96.70 blast;93.60 RaFAH;88.20
92.6 iPHOP-RF;94.70 blast;84.90
99.9 RaFAH;97.30 blast;95.30 iPHoP-RF;52.20
96.2 RaFAH;97.30
100 RaFAH;99.30 iPHoP-RF;97.10 blast;90.90
95.9 iPHoP-RF;97.10 blast;96.20 CRISPR;95.50
1 iPHOP-RF;93.40
95.3 blast;96.70 CRISPR;89.20 iPHoP-RF;87.60
90.6 RaFAH;93.00
90.3 blast;92.80 iPHoP-RF;81.10
91.7 RaFAH;94.00
0 blast;92.50 iPHoP-RF;70.20
91.5 blast;93.80 iPHoP-RF;55.40
98.5 CRISPR;98.90 iPHOP-RF;92.80
91.6 blast;93.90 iPHoP-RF;82.80
100 CRISPR;98.80 RaFAH;97.70 iPHoP-RF;85.70
91 blast;93.40 iPHoP-RF;51.20
100 RaFAH;98.80 blast;94.40 iPHoP-RF;90.50 CRISPR;68.00
98.4 RaFAH;98.80
92.5 blast;94.60 iPHoP-RF;51.70
97.3 RaFAH;98.10
97.3 RaFAH;98.10
93.8 blast;95.60 iPHoP-RF;71.50
93.1 iPHoP-RF;95.10 blast;93.90
91.6 blast;93.90 iPHoP-RF;93.10
91.4 blast;93.70 iPHoP-RF;78.70
90.4 blast;92.90 iPHoP-RF;65.60
100 RaFAH;99.20 CRISPR;99.10 blast;93.90 iPHoP-RF;90.50
9 RaFAH;99.20
99.3 CRISPR;97.70 blast;97.30 iPHoP-RF;91.80 RaFAH;87.20
97.8 blast;96.10 RaFAH;79.90
91 CRISPR;93.40
93.4 blast;95.30 iPHoP-RF;58.20
94.9 blast;96.40 iPHoP-RF;57.10
97.2 blast;98.00 iPHoP-RF;56.00
98.1 blast;98.60 iPHoP-RF;84.80
92.1 blast;94.30
91.7 RaFAH;94.00
92.9 blast;94.90 iPHoP-RF;66.50
93.1 blast;95.10 CRISPR;54.60
100 blast;98.60 RaFAH;96.60 iPHoP-RF;83.30
95.2 RaFAH;96.60
90.6 blast;93.00 iPHoP-RF;67.50
99.9 iPHOP-RF;97.10 RaFAH;95.80 blast;93.80 CRISPR;83.30
90.8 blast;93.20 iPHoP-RF;72.20
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S11_vs_3006
S11_vs_3277
S11_vs_34137
S11_vs_36748
S11_vs_38860
S11_vs_41107
S11_vs_41107
S11_vs_41107
S11_vs_45658
S11_vs_45658
S11_vs_48109
$11_vs_5077
S11_vs_5077
S11_vs_5077
$11_vs_52577
S11_vs_55144
S11_vs_58930
S11_vs_58930
S11_vs_6458
S11_vs_67573
S11_vs_68151
S11_vs_68151
S11_vs_68348
S11_vs_6878
S11_vs_76784
S11_vs_79831
S11_vs_81775
S11_vs_82331
S11_vs_82368
S11_vs_83666
S11_vs_84627
S11_vs_84848
S11_vs_84848
S11_vs_98193
S12_vf_105542
S12_vf_10887
$12_vf_10887
S12_vf_10887
S12_vf_10887
S12_vf_10887
S12_vf_10887
S12_vf_10887
S12_vf_145044
S12_vf_16374
S12_vf_16374
S12_vf_170614
S12_vf_173208
S12_vf_173666
S12_vf_173666
S12_vf_174374
S12_vf_174374
S12_vf_176437
S12_vf_181024
S12_vf_181024
S12_vf_188846
S12_vf_18902
S12_vf_60224
S12_vf_60224
S12_vf_61299
S12_vf_69136
S12_vf_69136
S12_vf_79666
S12_vs_111286
$12_vs_121913
S12_vs_123620
$12_vs_133070
$12_vs_138261
S12_vs_141337
S12_vs_142625
$12_vs_151292
S12_vs_151292
$12_vs_153780
$12_vs_163990
$12_vs_163990
$12_vs_163990
$12_vs_164056

4436 d |_Bacteriajp_Firmicutesic . Clostridia;o__Oscillospirales;f__Acutalibacteraceae;g_ UMGS263
99.63 d__Bacteria;p__} __Bac idia;o__Bact i ;f__Bacteroidaceae;g__Bacteroides
17.51 d__Bacteria;p__Firmicutes;c__Clostridia;o__| __Lachnospiraceae;g__Blautia_A
49.79 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Rikenellaceae;g__Alistipes
__Firmicutes;c__Clostridia;o__Lac i L iraceae;g__|
__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiaceae;g__Clostridium
98.96 d__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiaceae;g__Clostridium_F
__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiaceae;g__Clostridium_P
ia;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides
__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__UBA11471;g__UBA11471

63.66 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i f__Acutali eae;g__Anl72

84.31 d__Bacteri Pr ia;o__Enter ;f__Enterobacteriaceae;g__Salmonella
84.31 d__Bacteria;p__Pre b iajc__( ia;o__Enterobacterales;f__Enterobacteriaceae;g__Escherichia
84.31 d__Bacteria;p__| ia;c__( ia;o__Enterobacterales;f__Enterobacteriaceae;g__Enterobacter
78.49 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i ;f__Oscil i ;g D

12.8 d__Bacteri ,p_Firmicutes,c Bacilli;o Erysnpelomchalesf Erysi; idi | iliomicrobiota

93.75 d__Bacteri __Bac )__Bact ;f__Bacteroidaceae;g__Bacteroides
93.75 d_ Bacteriajp_ Bacteroidota;c_ Bacteroidiajo__ Bacteroi ;f__Bacteroi

15.38 d__Bacteria;p__Proteobacteria;c__Alphaproteobacteria;o__RF32;f__CAG-239;g__ CAG 267

11.32 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac i L iraceae;g__|

99.98 d__Bacteria;p__Firmicutes;c__Clostridia;o__L Lachncsplraceaeg Mediterraneibacter
99.98 d__Bacteria;p__Firmicutes;c__Clostridia;o__L i _Lachi iraceae;g__F

49.51 d__Bacteria;p__Firmicutes;c__Bacilli;o__Erysipelotrichales;f__Er
72.71 d__Bacteria;p__Firmicutes;c__Clostridia;o__|
41.57 d__Bacteria;| p_an:rma ;c__Clostridia;o__Oscil i | i __Rut

17.3 d__ Bacteri . Bacteroidia;o__Bact ;f__UBA11471;g_ UBA11471

24.35 d__Bacteria;p__| Flrmlm'o iC. Clostrldlao Eu Eubaclerlaceae,giEubaclerlum

98.94 d__Bacteria;p__Q b iazc_ ) ibrionia;o__Gasti __Gastranaerophilaceae;g__QAMIO1
62.18 d__Bacteria;p__Firmicutes;c Clostrldlao Lac i L iraceae;g__Blautia_A

35.28 d__Bacteria;p__Firmicutes;c__Clostridia;o__| __Lachnospiraceae;g__Dorea_A

6.74 d__Bacteria;p__Proteobacteria;c. Alphaproteobactena o__RF32;f__CAG-239;g__51-20

95.91 d__Bacteria;p__} i __Bac idia;o__Bact ;f__Bacteroidaceae;g__Bacteroides
95.91 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Tannerellaceae;g__Parabacteroides
80.02 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Rikenellaceae;g__Alistipes

13.83 d__Bacteria;p__Firmicutes;c__Bacilli;o__RF39;f__UBA660;g__CAG-460

lostridiaceae;g__Erysil ridium

__Lachnospiraceae;g__

7.67 d__Bacteria;p__Pr iajc_ iajo_ Enter

7.67 d__Bacteria;p__Pr b iajc__( ia;o__| Enterobacteralesf __Pasteurellaceae;g__| B\berstemla
7.67 d__Bacteria;p__| (ER ia;o__Enterobacterales;f__Pasteurellaceae;g__Nicoletella

7.67 d__Bacteria;p__Pr iajc_ iajo__Enterc ;g__Muribacter
7.67 d__Bacteria;p__Pr b iajc__( ia;o__| Enterobacteralesf __Pasteurellaceae;g__Actinobacillus
7.67 d__Bacteria;p__| ia;c__( ia;o__Enterobacterales;f__Pasteurellaceae;g__Actinobacillus_C
7.67 d__Bacteria;p__Pr fajc__ ia;o__Enter ;g__Mannheimia
32.93 d__Bacteria;) Bactermdota c__| Bacterowd\a o__| Bacterondalesf R\kenellaceae,g Alistipes_A

100 d__Bacteria;p__| __Bac )__Bact ;f__Bacteroidaceae;g__Bacteroides

100 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Tannerellaceae;g__Parabacteroides

ia;p__Actinobacteriota;c__Coriobacteriia;o__( Conobactenalesf __Coriobacteriaceae;g__Collinsella

__Firmicutes;c__Clostridia;o__Oscil f_O: i e;g__CAG-170

36.83 d__Bacteria;p__Actinobacteriota;c__Coriobacteriia;o__Coriobacteriales;f__Eggerthellaceae;g__Adlercreutzia

Actinobacteriota;c_cariobacterHa;o_Coriobacteriales __Coriobacteriaceae;g__Collinsella
-__Bac )__Bact ik llaceae;g__Alistipes

;p__L Bacteroldotac Bacteroidia;o__| Bacleroldalesf __Bacteroidaceae;g__Bacteroides

__Firmicutes;c__Clostridia;o__| _Lachi iraceae;g__OF09-33XD

98.48 d__Bacteria;p__Firmicutes;c__Clostridia;o__O: f__Ruminococcaceae;g__Ruminococcus_D

__Firmicutes;c__Clostridia;o__Oscillospi F_ Acutali aceae;g_ Rumi is_E
d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f Barneswe\\aceae,g_BarnesweHa
__Firmicutes;c__Clostridia;o__Osci i F__O; i e;g__ER4
__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides
82.87 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroi ;f__Bacteroi ;8__Parapl
11.99 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac i L iraceae;g__Muricomes

51.25 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroi ;f__Bacteroi 18__Pr

51.25 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroi ;f__Bacteroi ;8__Parapl
99.55 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i f__Acutali eae;g__UBA1417
44.45 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Muribaculaceae;g__UBA7173
82.73 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Rikenellaceae;g__Alistipes
10.35 d__Bacteria;p__Firmicutes;c__Bacilli;o__RF39;f. UBASSOg CAG-. 302

14.52 d__Bacteria;p__Firmicutes;c__Clostridia;o__Osci _CAG-353
70.17 d__Bacteria;p__| Bactermdota c__| Bacterowd\a o__| Bacterondalesf __Tannerellaceae;g__Parabacteroides
98.55 d__Bacteri __Bac )__Bact i ;f__Bacteroidaceae;g__Bacteroides
31.03 d__Bacteria;p__| Bacteroldota,c Bacteroidia;o__Bacteroidales;f__Rikenellaceae;g__Alistipes
99.81 d__Bacteri. Bactermdota c__| Bacterowd\a o__| Bacterondalesf Bacteroidaceae;g__Bacteroides

99.81 d__Bacteria;p__} __Bac )__Bact ;f__Bacteroidaceae;g__Phocaeicola
97.5 d__Bacteria;p__Proteobacteria;c_ Alphaproleobaclerla,o RF32;f__CAG-239;g__CAG-495

99.19 d__Bacteria;p__Firmicutes;c__Clostridia;o__L _Lachi iraceae;g__Dorea

99.19 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac L iraceae;g__Dorea_A
99.19 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospi ;g ER4

11.8 d__Bacteria;p__Firmicutes;c__Clostridia;o__O: f__Osci __CAG-83

93.6
99.9
91.4
98.5
95.2
93.6
93.6
93.6
5
0
93.4
95.3
94.6
93.9

© ©

©
2

90.3
98.1
0
90.1
92.9
95.3
94.7
95.2

©

©wvwo
[ IR =

93.1
98.1
90.9
95.6
95.9
93.2
96.2
94.6
94.5
93.9
93.9
93.5
92.2
92.2
91.8
91.6

=
Q
5}

92.9
96.4

©
@

93.1
92.6
96.2
91.6
95.3
99.9

©
&

94.5
90.6

100
91.2
96.9
98.4
90.8
91.7
91.6
98.5
95.4
91.1
98.4

100
95.9

=
5]
S

95.9
90.9
99.3
99.3

©
@

95.9

blast;95.50 iPHoP-RF;67.00

RaFAH;98.80 iPHoP-RF;83.60 blast;80.70
blast;93.70 iPHoP-RF;83.10
CRISPR;98.90 blast;96.70 iPHoP-RF;91.80
CRISPR;96.60 blast;95.90 iPHoP-RF;89.80
RaFAH;95.50

RaFAH;95.50

RaFAH;95.50

RaFAH;96.20 iPHoP-RF;53.60

blast;92.50 iPHoP-RF;77.50

blast;95.30 iPHoP-RF;74.60

blast;96.70

blast;96.20

blast;95.70 iPHoP-RF;60.10

blast;88.40 iPHoP-RF;73.50 RaFAH;71.60
blast;92.80

blast;92.60 RaFAH;90.60 iPHoP-RF;89.80
blast;92.50

blast;92.60 iPHoP-RF;81.90
CRISPR;94.90 blast;92.10 iPHoP-RF;92.10
blast;96.70

blast;87.90 RaFAH;84.60 iPHoP-RF;53.30
blast;96.60 iPHoP-RF;64.50

blast;93.40 iPHoP-RF;73.00

blast;95.00 iPHoP-RF;77.30

blast;92.50 iPHoP-RF;73.20
CRISPR;96.50 blast;93.70 iPHoP-RF;81.40
blast;95.10

blast;92.60 RaFAH;90.70 iPHoP-RF;86.00
blast;93.30 iPHoP-RF;67.70

blast;96.90 iPHoP-RF;89.50 CRISPR;76.50
blast;91.20 RaFAH;83.50 iPHoP-RF;57.90
blast;92.10 CRISPR;86.70 iPHoP-RF;83.10 RaFAH;69.90
iPHOP-RF;92.10 blast;92.00 RaFAH;82.70
blast;96.20 iPHoP-RF;73.70
iPHoP-RF;96.10 CRISPR;91.90
iPHoP-RF;95.70

iPHoP-RF;95.70

iPHOP-RF;95.40

iPHoP-RF;94.40

iPHoP-RF;94.40

iPHoP-RF;94.10

blast;93.90 iPHoP-RF;77.10

RaFAH;99.10 iPHoP-RF;97.10 blast;94.80
blast;94.90

CRISPR;97.50 iPHOP-RF;95.10

blast;95.00 iPHoP-RF;81.40

blast;95.10 iPHoP-RF;76.40
CRISPR;94.70

CRISPR;97.30 iPHOP-RF;97.10 blast;96.60
RaFAH;93.90

CRISPR;96.70 iPHOP-RF;82.20
CRISPR;97.30 RaFAH;97.20 blast;96.90 iPHoP-RF;95.70
RaFAH;97.20

blast;96.10 iPHoP-RF;68.60

blast;93.00 iPHoP-RF;67.00

RaFAH;97.10 iPHoP-RF;96.70 blast;80.90
blast;93.60

CRISPR;97.80 iPHOP-RF;59.20
CRISPR;98.80 blast;82.30 iPHoP-RF;78.30
blast;93.20 iPHoP-RF;67.50

blast;94.00 iPHoP-RF;58.20

blast;93.90 iPHoP-RF;62.50

blast;96.70 RaFAH;83.70

blast;96.80 iPHoP-RF;64.80

blast;93.50 iPHoP-RF;79.80

blast;98.80 CRISPR;97.40 iPHoP-RF;96.10
RaFAH;99.40 blast;92.10 iPHoP-RF;57.90
iPHoP-RF;97.10 blast;96.90

RaFAH;98.90 iPHoP-RF;97.10 blast;95.90 CRISPR;68.40
iPHOP-RF;97.10 blast;93.30 CRISPR;74.50
blast;93.30 iPHoP-RF;81.60

RaFAH;99.40

RaFAH;99.40

blast;96.50 iPHoP-RF;60.30

blast;97.10 iPHoP-RF;72.60



$12_vs_172379
S12_vs_188820
S12_vs_188828
$12_vs_1980
$12_vs_1980
S12_vs_23796
$12_vs_26336
S12_vs_26336
S12_vs_26847
$12_vs_32669
S12_vs_48045
S12_vs_48045
$12_vs_6836
S12_vs_71525
$12_vs_71525
S12_vs_74280
S12_vs_81729
S12_vs_86928
$12_vs_87088
S12_vs_92868
$12_vs_93357
$12_vs_94042
S12_vs_94042
S12_vs_98175
$12_vs_99092
$12_vs_99219
$12_vs_99219
$13_vf_109235
S13_vf_11246
S13_vf_143422
S13_vf_147589
S13_vf_150407
$13_vf_151045
S13_vf_28309
S13_vf_54201
S13_vf_54201
S13_vf_56074
S13_vf_56074
S13_vf_56074
S13_vf_66508
S13_vf_7670
S13_vf_87873
$13_vs_113593
S13_vs_121307
S13_vs_13129
S13_vs_148294
S13_vs_148294
S13_vs_148294
S13_vs_149860
S13_vs_15645
S13_vs_26756
$13_vs_30101
S13_vs_35816
S13_vs_35816
S$13_vs_45488
S13_vs_45488
S13_vs_57267
S13_vs_67429
S13_vs_83447
S13_vs_83447
$13_vs_90967
S13_vs_9438
S14_vf_106156
S14_vf_106156
S14_vf_106156
S14_vf_106156
S14_vf_109545
S14_vf_115736
S14_vf_115736
S14_vf_117147
S14_vf_117150
$14_vf_117150
S14_vf_117155
S14_vf_117155
S14_vf_117157
S14_vf_117162

18.46 d__Bacteria;p__Firmicutes;c__Bacilli;o__RF39;f__UBA660;g__CAG-877

7.83 d__Bacteria;p__|

8.93 d__Bacteri;
94.44 d__Bacteria;p__|

Firmicutes;c__Clostridia;o__Oscillospil __CAG-272;g__QALRO1
__Firmicutes;c__Clostridia;o__O: __UMGS1783;g__UMGS1783
Bactermdota c__| Bacterowd\a o__| Bacterondalesf Bacteroidaceae;g__Bacteroides
__Bac )__Bact ;f__Bacteroidaceae;g__Phocaeicola
Bacteroldota,c Bacteroidia;o__Bacteroidales;f__Rikenellaceae;g__Alistipes

100 d__Bacteri ,p_Bactermdota c__| Bacterowd\a o__| Bacterondalesf Bacteroidaceae;g__Bacteroides

100 d__Bacteriaj|
68.45 d__Bacteri
3.93 d__Bacteri

24.79 d__Bacteri.
43.21 d__Bacteria;p__}
30.6 d__Bacteria;p__|
30.6 d__Bacteria;)
14.1 d__Bacteri
10.77 d__Bacteri;

18.68 d__Bacteria;p__\

36.55 d__Bacteri.

65.38 d__Bacteria;p__|
p__Pr iajc__( ia;o__Burkholderiales;f__Burkholderiaceae;g__Parasutterella
__Firmicutes;c__Clostridia;o__Cl
10.3 d__Bacteria;p__}

40.56 d__Bacteri
10.3 d__Bacteria;|

95.22 d__Bacteria;|

78.56 d__Bacteria;| p_an:rma -r_clostridia;o_

99.93 d__Bacteri;
99.93 d__Bacteria;p_|
72.39 d__Bacteri.

75.96 d__Bacteri
6.46 d__Bacteria;,

p__Lt

d__Bacteria;p__|

98.31 d__Bacteri
12.14 d__Bacteria;p__}
17.62 d__Bacteria;p__|
17.62 d__Bacteria;|

91.56 d__Bacteria;p__|

91.56 d__Bacteria;p__}

ia;p__|

97.58 d__Bacteri
40.01 d__Bacteria;,
11.04 d__Bacteria;p__|
16.24 d__Bacteria;

57.95 d__Bacteria;p_|

Pt

99.57 d__Bacteria;p__}

5P|

',P

21.19 d__Bacteri

21.19 d__Bacteria;p__|
p__t

21.19 d__Bacteri
21.19 d__Bacteria;|
12.74 d__Bacteri
85.01 d__Bacteri

85.01 d__Bacteria;p__|

30.35 d__Bacteri.

99.65 d__Bacteria;p__|
p_Firmicutes;c__ Clostridiajo_|

99.65 d__Bacteri
63.17 d__Bacteria;)
63.17 d__Bacteria;p__/
99.57 d__Bacteria;)

Pt
__Firmicutes;c__Clostridia;o__Cl
24.79 d__Bacteria;p__|

p_|
46.73 d__Bacteria;p__|

ia;p__|

__Firmicutes;c__Bacilli;;

5P|

Bac Bact ik llaceae;g__Alistipes

Firmicutes;c__Clostridia;o__| Lachncsplraceae,g Lachnospira
_CAG-917;g_ CAG-475
Firmicutes;c__Clostridia;o__Cl _CAG-74;5__UBA11524
__Firmicutes;c__Clostridia;o__Cl i__CAG-74;g__UBA11524
Firmicutes;c__( Closmdla 0__ TANB77f CAG-508;g__CAG-269
-__Bac )__Bact ;f__Marinifilaceae;g__Butyricimonas
__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides

;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Marinifilaceae;g__Butyricimonas

__Firmicutes;c__Clostridia;o__Oscil i f__Ruminococcaceae;g__Faecalibacterium
Verrucomicrobiota;c. Verrucomlcroblaeo Verrucomlcroblalesf Akkerman5|aceae,g Akkermansia
__Firmicutes;c__Clostridia;o__Osci | __Faecalib
Firmicutes;c__Clostridia;o__Oscil i Oscil i e;g__Intestinimonas

_CAG-74;g__UBA11524
__CAG-74;g__UBA11524
_Lachnospiraceae;g__Bariatricus

Firmicutes;c__Clostridia;o__Cl
__Firmicutes;c__Clostridia;o__|

L __Lachi iraceae;g__ L ira
__Bac )__Bact ;f__Bacteroidaceae;g__Bacteroides
Bacteroldota,c Bacteroidia;o__Bac i ;f__Bacteroi ;8__Ph i
Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospi .g_ CAG-83
i Bacteroidi Bact f__Bacteroidaceae;g__Prevotella

Bacteroidota;c__Bacteroidia;o__Bacteroidales;f TannereHaceae,g Parabacteroldes

__Firmicutes;c__Clostridia;o__Osci i __O

Firmicutes;c__Clostridia;o__Oscillospi f__Oscillospi °"'7ER4

__Pre ia;c__( ia;oiEnter __Enterobacteriaceae;g__Escherichia
Firmicutes;c__Clostridia;o__O i __Acutalibacteraceae;g__Rumi ss_E
Firmicutes;c__Clostridia;o__O: Rumlnococcaceae,giFaecallbactenum
__Firmicutes;c__N ivicutes;o__Acidami __Phascolar

Bactermdota c__| Bacterowd\a o__| Bacterondalesf R\kenellaceae,g Alistipes
__Bac )__Bact 3 ik llaceae;g__Alistipes_A
Bacteroidota;c__Bacteroidia;o__| Bacleroldalesf Bacteroidaceae;g__UBA6398

__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides
6.84 d__Bacteria;p__)\
p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Tannerellaceae;g__Marseille-P3160

Verrucomicrobiota;c__Verrucomicrobiae;o__Verrucomicrobiales;f__Akkermansiaceae;g__Akkermansia

__Actinobacteriota;c_ Actmomycetlao Actinomycetales;f__Bifidobacteriaceae;g__Bifidobacterium

Firmicutes;c__Clostridia;o__Lac L iraceae;g__Blautia_A
__Firmicutes;c__Clostridia;o__Osci i ;f__Oscil i ;8__CAG-83
Firmicutes;c__Clostridia;o__Oscillospirales;f__O: i g
__Firmicutes;c__Clostridia;o__Oscil i F__Oscil i 9'“7HGM12998
Firmicutes;c__Clostridia;o__Oscil i __O i
Actmobactermta C. Actmomycetla 0, Actmomvceta\es f Blfldobactenaceae,g_B\ﬂdobactenum
-__Bac __Bac id

Flrmlcu(es c__Bacilli;o__RF39;f__UBA660;g__( CAG 460
__ML615)-! ZSf CAG-313;, g_CAG -313

Firmicutes;c__Clostridia;o__Oscil f_O: e;g__CAG-83

__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospil ;g_ D

__Proteobacteria;c__Alphaproteobacteria;o__RF32;f__CAG-239;g__51-20
ia;c__Alphapi ia;o_ RF32;f__CAG-239;_ CAG-267

Bacteroldota,c Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Prevotella
Firmicutes;c. Bacnlln,o_RFSQ,f_U BASSO,g_CAG -460
-__Bac )__Bact ik llaceae;g__Alistipes

Bacteroidota;c__Bacteroidia;o__| Bacleroldalesf __Rikenellaceae;g__Alistipes_A

__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Barnesiellaceae;g__Barnesiella
7.33 d__Bacteria;p__|

p ia;o_RF32;f__CAG-239;_ CAG-267

__Firmicutes;c__| L i | i L i

Firmicutes;c__| ;0__Lactobacillales;f__Lactobacill __Lacticaseibacill

Firmicutes;c__| L f__Lactobaci ;e__Ligilactobacillus
__Firmicutes;c__| o__L L i ,__Limosil i

Firmicutes;c. closmdlao Oscil i ;f__Oscil i ;8__Intestinimonas
__Firmicutes;c__Clostridia;o__Oscil i f__Oscil i e;g__F

Firmicutes;c__Clostridia;o__Oscillospi F__Oscillospil |

Firmicutes;c__Clostridia;o__O: |

Firmicutes;c__Clostridia;o__Lac i L aceae,giLachnosplra

__Lachnospiraceae;g__Eubacterium_G
__Actinobacteriota;c__Actinomycetia;o__Actinomycetales;f. Acnnomycetaceae g_PauUensema
Actinobacteriota;c, Actlnomycetla,o Actir y I A A
__Firmicutes;c__Bacilli;o__L _str

23.32 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__| Bacterondaceae ;8__Bacteroides

90.8 blast;93.20

©
@

blast;95.00 iPHoP-RF;87.00

92.3 blast;94.50

99.1 iPHOP-RF;97.10 blast;93.60 RaFAH;87.80 CRISPR;58.50
94.5 iPHoP-RF;96.10 blast;70.90

99.1 iPHoP-RF;96.70 blast;96.60 RaFAH;89.00

99.6 RaFAH;99.60

95.6 blast;96.90 iPHoP-RF;96.70

99.3 CRISPR;98.90 iPHOP-RF;95.70 blast;94.10 RaFAH;74.50
94.7 blast;96.30 iPHoP-RF;68.60

94.9 blast;96.40 iPHoP-RF;53.80

92.7 blast;94.80 iPHoP-RF;56.00

92.7 blast;94.80 iPHoP-RF;65.30

93.8 blast;95.60 iPHoP-RF;67.30

92.1 RaFAH;94.30

94.3 blast;96.00 iPHoP-RF;58.40

97.3 CRISPR;98.10 iPHOP-RF;93.40 blast;92.10

100 CRISPR;98.80 RaFAH;98.60 blast;96.90 iPHoP-RF;82.50

97.5 blast;96.60 iPHoP-RF;92.40 RaFAH;73.80 CRISPR;53.50

93 blast;95.00 iPHoP-RF;58.70
97 CRISPR;97.90 blast;96.90 iPHoP-RF;93.10

95.6 blast;96.90 iPHoP-RF;91.80

95.6 blast;96.90 CRISPR;96.60 iPHoP-RF;91.80

90.3 iPHoP-RF;89.50 blast;81.30 RaFAH;65.60

99.6 CRISPR;98.80 blast;98.80 iPHoP-RF;94.40 RaFAH;84.60

1

Q
5}

RaFAH;98.90 iPHoP-RF;96.70 blast;91.60

92.1 blast;94.30 iPHoP-RF;94.10

90.1 blast;92.60 iPHoP-RF;68.90

91.8 RaFAH;94.10

98.1 blast;98.60 iPHoP-RF;83.30

91.5 blast;93.80 iPHoP-RF;78.50

93.5 CRISPR;95.40

95.7 RaFAH;97.00

90.1 blast;92.60

98.7 RaFAH;93.20 blast;89.90 iPHoP-RF;62.20
93.1 blast;95.10 iPHoP-RF;68.20

98.1 RaFAH;98.60

98.1 RaFAH;98.60

91.6 blast;93.90 iPHoP-RF;74.30

99.4 iPHoP-RF;97.10 blast;96.60 RaFAH;91.90

100 CRISPR;99.60 RaFAH;96.00 blast;93.60 iPHoP-RF;72.60

98.4 CRISPR;98.80 iPHOP-RF;72.60

91.5 blast;93.80 iPHoP-RF;88.20 CRISPR;56.60
95.9 CRISPR;89.80 RaFAH;85.80 iPHOP-RF;!
98.5 CRISPR;98.90 blast;95.20 iPHoP-RF;87.90
92.3 blast;94.50 iPHoP-RF;80.60

.50

91 blast;93.40 iPHoP-RF;71.30
90 blast;92.50 iPHoP-RF;67.70

99.7 CRISPR;99.70 iPHOP-RF;92.40 blast;92.00
99.9 CRISPR;99.20 iPHOP-RF;95.10 blast;93.30 RaFAH;90.50

94 blast;95.80 iPHoP-RF;53.30

95.6 blast;96.90 iPHoP-RF;81.60

99.7 RaFAH;99.00 blast;82.80

98.7 RaFAH;99.00

97.9 CRISPR;98.50 blast;79.90 iPHoP-RF;74.60

©

5 blast;96.50 iPHoP-RF;72.20

90.6 RaFAH;93.00
94.7 blast;96.30 iPHoP-RF;53.80
99.9 blast;96.80 RaFAH;96.50 iPHoP-RF;82.80 CRISPR;82.60

©
@

RaFAH;96.50

90.3 blast;92.80 iPHoP-RF;81.90
91.6 blast;93.90 iPHoP-RF;83.30

1

1<)
S

RaFAH;98.90 CRISPR;96.80 iPHoP-RF;96.10 blast;95.50

98.5 RaFAH;98.90

98.5 RaFAH;98.90

98.5 RaFAH;98.90

90.8 blast;93.20 iPHoP-RF;79.50

91.2 blast;93.60 iPHoP-RF;89.80 CRISPR;61.00
91.2 blast;93.60

95.3 blast;96.70 CRISPR;94.60 iPHoP-RF;86.30
99.9 CRISPR;98.90 RaFAH;91.00 blast;87.20 iPHoP-RF;83.10
91.8 RaFAH;91.00 blast;67.20

98.4 RaFAH;94.80 CRISPR;83.10 iPHoP-RF;64.80
92.7 RaFAH;94.80

100 RaFAH;99.40 CRISPR;98.80 iPHoP-RF;94.40 blast;93.60
94 RaFAH;90.00 iPHoP-RF;70.90 CRISPR;63.50



S14_vf_37500
S14_vf 51134
S14_vf_56130
S14_vf_56130
S14_vf_56130
S14_vf_57689
S14_vf_57689
S14_vf_58919
S14_vf_58919
S14_vf_58919
S14_vf_72335
S14_vf_72953
S14_vf_72953
S14_vf_72953
S14_vf_72953
S14_vf_72953
S14_vf_78139
S14_vf_78139
S14_vf_78139
S14_vf_78139
S14_vf_85122
S14_vf_92240
S14_vf_93134
S14_vf_99344
S14_vs_100227
S14_vs_100227
$14_vs_101482
S14_vs_102698
S14_vs_112068
$14_vs_112345
S14_vs_112345
S14_vs_11510
S14_vs_115377
S14_vs_115377
S14_vs_115455
$14_vs_117153
S14_vs_117153
S14_vs_117166
S14_vs_14737
S14_vs_15228
S14_vs_25852
S14_vs_25852
S14_vs_26320
S14_vs_2870
S14_vs_30108
S14_vs_32499
S14_vs_3251
S14_vs_38905
S14_vs_39266
S14_vs_39797
S14_vs_56251
S14_vs_56410
S14_vs_59347
S14_vs_59347
S14_vs_61530
S14_vs_632
S14_vs_632
S14_vs_632
S14_vs_66139
S14_vs_66208
S14_vs_66841
S14_vs_67094
S14_vs_70985
S14_vs_73301
S14_vs_74067
S14_vs_78164
S14_vs_88666
S14_vs_88666
S14_vs_90934
S14_vs_96286
S14_vs_96286
S14_vs_96286
S14_vs_9676
S14_vs_97835
S15_vf_2032
$15_vf_2032

5.58 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroi ;f__Bacteroi
47.7 d__Bacteria;p__Firmicutes;c__(

1g__Phocaeicol
Clostridia;o__Oscil i f__Ruminococcaceae;g__Ruminococcus_D

__Firmicutes;c__(
100 d__Bacteria;p__Firmicutes;c__
__Firmicutes;c__(
__Actinobacteriota;c__Actinomycetia;o__Actinomycetales;f__Actinomycetaceae;g__Actinomyces

Clostridia;o__Clostridiales;f__Clostridiaceae;g__Clostridium
Clostridia;o__Clostridiales;f__Clostridiaceae;g__Clostridium_F
Clostridia;o__Clostridiales;f__Clostridiaceae;g__Clostridium_P

94.04 d__Bacteria;p__Actinobacteriota;c__Actinomycetia;o, Actmomvceta\esf Actinomycetaceae;g__Pauljensenia

__Firmicutes;c

-__Clostridia;o__Lac L iraceae;g__Roseburia

ia;p_Firmicutes;c.

__Clostridia;o__L i _Lachnospiraceaejg_ Agathobacter

__Firmicutes;c.

-__Clostridia;o__L i _Lachi iraceae;g__COE1

11.73 d__Bacteria;p__Firmicutes;c__|

Bacilli;o__Erysipelotrichales;f__| Eryslpelotrlchaceae,giHoldemama

32.12 d__Bacteri

32.12 d__Bacteria;p__Firmicutes;c__|

32.12 d__Bacteri

32.12 d_ Bacteria;p__Firmicutes;c__|

32.12 d__Bacteri.

74.71 d__Bacteri

74.71 d__Bacteria;p__Firmicutes;c__|

74.71 d__Bacteri.

74.71 d__Bacteria;p__Firmicutes;c__|

_Firmicutes;c__| L L
Lactobacillales;f_Lactobacill _Lactobacill
p__Firmicutes;c__| L f__Lactobaci ;g__Ligilactobacillus
| T B " Limosi ¥
;p__Firmicutes;c__| L bacillales;f__L bacill ,__Pedi
__Firmicutes;c__| L f__Lactobaci ;g__Lactobacillus
| T B " Lacticaseibaci
__Firmicutes;c__| Lactobacillales;f__Lactobacill __Ligilactobacill
Bacilli;o__L f__Lactobaci ;8__Limosilactobacillus

16.16 d__Bacteri

p__Firmicutes;c__(
99.79 d__Bacteria;p__Firmicutes;c__(
12.04 d__Bacteria;p__Firmicutes;c__

Clostridia;o__Clostridiales;f__Clostridiaceae;g__Clostridium
Clostridia;o_LachnospiraIes;f_Lachnospiraceae;g_caprococcus
Clostridia;o__Lac i L iraceae;g__Muricomes

10.5 d__Bacteria;p__Firmicutes;c__(

Clostridia;o__| __Lachnospiraceae;g__Eubacterium_F

81.21 d__Bacteria;p__Firmicutes;c__(
-__Clostridia;o__Lac i L iraceae;g__+ _A

81.21 d__Bacteri

__Firmicutes;c

Clostridia;o__Lachnospirales;f__Lachnospiraceae;g__Enterocloster

6.74 d__Bacteria;p__Firmicutes;c__(

Clostridia;o__Oscil i i __QAMMO1

99.62 d__Bacteri.
27.86 d__Bacteria;p__Firmicutes;c

p__Firmicutes;c__(

Clostridia;o__Ac __Ruminiclostridium
-__Clostridia;o__O: f__Butyricicoccaceae;g__Agathobaculum

71.03 d__Bacteri:

;p__Bacteroidota;c__Bacteroidia;o__| Bacleroldalesf BacteroldaceaegiBacleroldes

39.46 d__Bacteria;p__}
76.83 d__Bacteri

76.83 d__Bacteria;p__Firmicutes;c.

25.58 d__Bacteri

71.03 d__Bacteria;p__Bacteroidota;c__| Bacterowd\ao Bact ;f__Bacteroi ;8__Ph
__Bac )__Bact i ;f__Bacteroidaceae;g__Bacteroides
__Firmicutes;c__Clostridia;o__L __Lachnospiraceae;g__Blautia
-__Clostridia;o__L i _Lachi iraceae;g__Hespellia
p__Firmicutes;c__Clostridia;o__Eu i __Eubacteriaceae;g__Eubacterium
Clostridia;o__L _Lachnospiraceae;g__Dorea_A

96.78 d_Bacteria;p__Firmicutesc_(

96.78 d__Bacteri.
22.09 d__Bacteria;p__Firmicutes;c

;p__Firmicutes;c__(

Clostridia;o__L i L iraceae;g__Dorea

ia;p_Firmicutes;c.

-__Clostridia;o__Oscil i f__Oscil i e;g. Evtepia
__Clostridia;o__O: i i

__Bacteroidota;c__| Bacterowd\ao Bacterondalesf TannereHaceae,g Parabacterondes

26.78 d__Bacteria;p__} __Bac )__Bact i ;f__Bacteroidaceae;g, Bacteroldes

26.78 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroi A 7Bacter i 18__PF

65.93 d__Bacteria;p__Firmicutes;c__Clostridia;o__L _Lachi iraceae;g_ R

56.13 d__Bacteria;p__| ia;c__( ia;0__Burkholderiales;f Burkholder\aceae,g Sutterella
19.83 d__Bacteria;p__Firmicutes;c__Clostridia;o__L __Lachnospiraceae;g__Enterocloster

ia;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f. Bacterondaceaeg Bacterondes

9.01 d_Bacteria;p__Firmicutesic__(

__Firmicutes;c

__Firmicutes;c__Clostridia;o__Oscil i f_O: i e;g__F
Clostridia;o__Osci i __| i _ R
__Firmicutes;c__Clostridia;o__Oscil i ;f__Acutalib aceae;g__Rumil us_E

-__Clostridia;o__Lac i L iraceae;g__Anaerostipes

;p__Firmicutes;c__(
__Firmicutes;c__¢

29.43 d__Bacteria;p__Firmicutes;c__(

Clostridia;o, Lachnosplralesf Lachncspiraceae;giMuriccmes
Clostridia;o__O Oscil
Clostridia;o__Lac i L aceae,giMurlcomes

Firmicutes;c,

__Clostridia;o__| __Lachnospiraceae;g__Ruminococcus_B

22.32 d__Bacteria;p__Firmicutes;c.

:__Clostridia;o__Oscil i ;f__Acutalib aceae;g_ UBA1417

__Firmicutes;c__(
__Firmicutes;c__(
;p__Firmicutes;c__(

__Firmicutes;c

78.66 d__Bacteri;
83.75 d__Bacteria;|

Clostridia;o__Clostridiales;f__Clostridiaceae;g__Clostridium
Clostridia;o__Clostridiales;f__Clostridiaceae;g__Clostridium_F
Clostridia;o__( Clostndlalesf __Clostridiaceae;g__Clostridium_P
:__Clostridia;o__Oscil f__Acutali eae;g_| i cus_E

100 d__Bacteri
15.26 d__Bacteri

;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides
__Firmicutes;c__

10 d__Bacteria;p__Firmicutes;c.

Clostridia;o__| __Lachi iraceae;g__Agathobacter
:__Clostridia;o__Oscil i F__Osci i e;g_ L i

21.93 d__Bacteri
15.25 d__Bacteria;p__Firmicutes;c

__Bacteroidota;c__Bacteroidia;o__| Bacleroldalesf Bacteroldaceae ;g__Bacteroides

Closmdlao Oscil e

100 d__Bacteria;p__|

32.05 d__Bacteri.

;p__Firmicutes;c.

32.05 d__Bacteri

__Bac )__Bact i ;f__Bacteroi pap-viBacteroides
61.84 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Marinifilaceae;g__Odoribacter
:__Clostridia;o__Oscil i ;f__Acutalib -aceae;g__Fimivicinus
__Firmicutes;c__Clostridia;o__Oscil i f__Acutali eae;g__UBA1691
-__Clostridia;o__Oscil i i _F i

6233 d_ Bacteria;p__Firmicutes;c

99.54 d__Bacteri. Firmicutes;c__(

99.54 d__Bacteria;p__Firmicutes;c__(

Clostridia;o_ Lachnosplralesf Lachnospiraceae;g__Blautia
Clostridia;o__Lac i L iraceae;g__Blautia_A

99.54 d__Bacteri
24.59 d__Bacteria;p__Firmicutes;c

d__Bacteria;p__Firmicutes;c

p__Firmicutes;c__Clostridia;jo__L Lachncsplraceae,giMedlterranelbacIer
:__Clostridia;o__Oscil i F_ 0 __La
-__Clostridia;o__Oscil i f__Osci i e;g__CAG-83

83.93 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__| Bacleroldalesf Bacteroidaceae;| giBacleroldes
83.93 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bac ;f__Bacteroi ;8__Phi
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90.7
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99.3
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CRISPR;96.00 iPHOP-RF;67.00
blast;97.90 iPHoP-RF;92.80 RaFAH;52.60
RaFAH;99.10

RaFAH;99.10

RaFAH;99.10

blast;94.00 RaFAH;93.30 CRISPR;80.00 iPHoP-RF;75.40
RaFAH;93.30

blast;90.40 iPHoP-RF;87.90 RaFAH;82.70
blast;90.20 RaFAH;82.70 iPHoP-RF;78.30
blast;92.90 iPHoP-RF;81.40
CRISPR;94.30

RaFAH;97.70

RaFAH;97.70

RaFAH;97.70

RaFAH;97.70

blast;94.10 iPHoP-RF;93.40 CRISPR;56.30
RaFAH;99.10 blast;96.80 CRISPR;96.50 iPHoP-RF;92.80
RaFAH;99.10

RaFAH;99.10

RaFAH;99.10

blast;92.30 iPHoP-RF;86.00 RaFAH;77.50
CRISPR;95.20

CRISPR;97.70

CRISPR;97.80

CRISPR;95.90 blast;94.00 iPHoP-RF;86.30
iPHoP-RF;93.40

blast;94.20 iPHoP-RF;69.10

RaFAH;92.60

blast;98.20 iPHoP-RF;66.00
iPHoP-RF;96.70 RaFAH;88.90 blast;75.90
blast;96.90 iPHoP-RF;95.70

blast;91.70 RaFAH;87.00 iPHoP-RF;81.40
CRISPR;97.10 RaFAH;83.90 iPHoP-RF;60.90
blast;95.80 iPHoP-RF;66.80

blast;95.00 CRISPR;89.70 iPHoP-RF;84.50
blast;95.90 iPHoP-RF;94.70 CRISPR;58.40
blast;93.00 iPHoP-RF;68.60

blast;95.90 iPHoP-RF;66.30

blast;95.10 iPHoP-RF;68.40
CRISPR;99.00 blast;98.60 RaFAH;97.90 iPHoP-RF;96.10
blast;96.60 iPHoP-RF;95.10 CRISPR;93.00 RaFAH;77.10
blast;92.60 CRISPR;86.70

blast;96.60 iPHoP-RF;82.20

blast;96.90 RaFAH;87.10 CRISPR;78.30 iPHoP-RF;69.50
blast;94.50 CRISPR;82.40 iPHoP-RF;78.30
blast;98.10 iPHoP-RF;96.70 RaFAH;82.60
blast;96.90 iPHoP-RF;65.60

blast;95.60 iPHoP-RF;81.60 CRISPR;54.30
CRISPR;99.00 blast;96.80 iPHoP-RF;93.70
blast;95.60 iPHoP-RF;67.00
iPHoP-RF;96.70 blast;93.30 CRISPR;68.70
blast;96.60 iPHoP-RF;95.40 CRISPR;94.00
iPHoP-RF;95.10

iPHOP-RF;93.10

blast;94.20 iPHoP-RF;82.80

RaFAH;93.40

RaFAH;93.40

RaFAH;93.40

blast;96.90 iPHoP-RF;85.70

RaFAH;98.30 iPHoP-RF;96.40 blast;93.70
blast;92.90 iPHoP-RF;78.00

blast;93.10

iPHOP-RF;96.70 blast;92.60 RaFAH;88.40
blast;95.90 iPHoP-RF;64.80

RaFAH;93.20 blast;92.00 iPHoP-RF;82.20
blast;96.80 iPHoP-RF;84.80 CRISPR;56.80
blast;96.80 iPHoP-RF;86.70

blast;96.80 CRISPR;90.80 iPHoP-RF;86.70
blast;96.70 RaFAH;89.00 iPHoP-RF;81.10
RaFAH;97.40

RaFAH;97.40

blast;96.90 iPHoP-RF;55.70

blast;93.10 iPHoP-RF;77.50

blast;93.00 iPHoP-RF;84.20
iPHoP-RF;97.10 blast;96.20 CRISPR;91.10 RaFAH;89.30
iPHOP-RF;97.10 blast;89.90 CRISPR;76.20



S15_vf_20644
S15_vf_20644
S15_vf_2513
S15_vf_75924
S15_vs_18274
S15_vs_27510
$15_vs_27510
S15_vs_35445
S15_vs_3868
$15_vs_3868
S15_vs_42043
S15_vs_42043
$15_vs_43913
S15_vs_71968
S15_vs_71968
S16_vf_100473
S16_vf_1037
S16_vf_108554
S16_vf_16182
S16_vf_16182
S16_vf_169895
S16_vf_172897
S16_vf_173099
S16_vf_173109
S16_vf_36146
S16_vf_36146
S16_vf_36146
$16_vf_5809
S16_vf_6102
S16_vf_84462
S16_vf_87190
S16_vf_90328
S16_vf_9270
S16_vf_9270
S16_vf_96483
S16_vf_97279
$16_vs_101072
S16_vs_103726
S16_vs_107235
$16_vs_116956
S16_vs_118029
S16_vs_120149
$16_vs_120622
516_vs_127669
S16_vs_127669
$16_vs_127905
S16_vs_127905
S16_vs_132979
$16_vs_136935
S16_vs_136935
S16_vs_140709
$16_vs_140709
$16_vs_140709
S16_vs_140709
S16_vs_141218
S16_vs_142561
$16_vs_142561
$16_vs_15093
S16_vs_165662
S16_vs_173079
$16_vs_173096
S16_vs_173141
S16_vs_17493
$16_vs_18440
516_vs_19968
$16_vs_20060
S16_vs_32764
S16_vs_33281
S16_vs_33281
$16_vs_34021
S16_vs_38863
S16_vs_4662
S16_vs_48714
516_vs_51901
S16_vs_75108
$16_vs_76823

83.74 d__Bacteria;) p_Bactermdota c__| Bacterowd\a o__| Bacterondalesf __Rikenellaceae;g__Alistipes

83.74 d__Bacteria;p__} __Bac )__Bact ;f__Rik llaceae;g__Alistipes_A
__Firmicutes;c__Clostridia;o__L i - Lachnospiraceae;g__Lachnospira
99.22 d__Bacteria;p__| Bactermdota c__| Bacterowd\a o__| Bacterondalesf Bacteroidaceae;g__Bacteroides
__Bac )__Bact f__C aceae;g__Coprobacter
Bacteroldota,c Bacteroidia;o__| Bacleroldalesf Bacteroidaceae;| giBacleroldes
51.41 d__Bacteri. ,p_Bactermdota c__| Bacterowd\a o__Bact ;f__Bacteroi ;8__Ph

__Bac )__Bact ;f__Bacteroidaceae;g__Bacteroides
',p Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides

__Bacteroidota;c__| Bacterowd\ao Bacteroidales;f__Tannerellaceae;g__Parabacteroides

51.36 d__Bacteria;p__} i __Bac )__Bact i ;f__Bacteroidaceae;g. Bacteroldes
51.36 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bac i ;f__Bacteroi ;8__PF

99.8 d__Bacteria;p__Bacteroidota;c__| Bacterowd\a o__| Bacterondalesf Bacteroidaceae;g__Bacteroides

100 d__Bacteria;p__| i __Bac )__Bact ik llaceae;g__Alistipes

100 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__| Bacleroldalesf __Rikenellaceae;g__Alistipes_A

8.42 d__Bacteria;p__Actinobacteriota;c__Actinomycetia;o, Actmomvceta\es f__Bifidobacteriaceae;g__Bifidobacterium
73.36 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac L iraceae;g__Lachnospira
18.88 d__Bacteria;p__Firmicutes;c__Clostridia;o__Osci i i __F.
64.12 d__Bacteria;p__Actinobacteriota;c__Actinomycetia;o, Actmomvceta\es f Acnnomycetaceae g_PauUensema
64.12 d__Bacteria;p__Actinobacteriota;c__Actinomycetia;o__Actir y I A A
11.84 d__Bacteria;p__Firmicutes;c__Clostridia;o__O:
32.49 d__Bacteria;p__Actinobacteriota;c__Actinomycetia;o, Actmomvceta\es f Blfldobactenaceae,g_B\ﬂdobactenum
55.52 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil f__Oscil i e;g__F

7.33 d__Bacteria;p__Actinobacteriota;c__Actinomycetia;o__Actinomycetales;f__Bifi iaceae;g__Bifi ium
99.74 d__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiaceae;g__Clostridium
99.74 d__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiaceae;g__Clostridium_F
99.74 d__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiaceae;g__Clostridium_P
87.43 d__Bacteria;p__Firmicutes;c__Clostridia;o__L i _Lachi iraceae;g__ L
38.14 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i f__Oscil i e;g__ER4
31.67 d__Bacteria;p__Firmicutes;c__Clostridia;o__| _Anaeroti ;g__Anaerotignum
34.33 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides
16.6 d__Bacteria;p__Firmicutes;c__Clostridia;o__TANB77;f__CAG-508;g__CAG-269

8.58 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Rikenellaceae;g__Alistipes

8.58 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides
29.87 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac i L i aceae;gislautiafA
52.37 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospi __ER4
26.56 d__Bacteria;p__Firmicutes;c__Clostridia;o__L i _Lachi iraceae;g__CAG-127
26.95 d__Bacteria;p__Firmicutes;c__Clostridia;o__O. Rumlnococcaceae,giRuthembactenum
ia;p__Firmicutes;c__Clostridia;o__Oscil i _R D

__Firmicutes;c__Clostridia;o_ Lachnosplralesf Lachnosplraceae,g Acetatifactor
43.23 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac i L iraceae;g__Eubacterium_G
12.05 d__Bacteria;p__Firmicutes;c__Clostridia;o__Osci i __Acutali aceae;g__Eubacterium_R
63.91 d__Bacteria;p__Pre b iajc__( ia;o__Burkholderiales;f__Burkholderiaceae;g__Parasutterella
99.82 d__Bacteria;p__} i __Bac idia;o__Bact ;f__Bacteroidaceae;g, Bacteroldes
99.82 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroi ;f__Bacteroi 18__PF

ia;p__| Bactermdotac Bacterowd\ao Bacteroidales;f__Bacteroidaceae;g__Bacteroides
Bacter‘ eae;g, Phocaelcola

-__Bac )__Bact 5
3186 d Baclerlap Firmicutes;c__Clostridia;o__O: __F.
Bactermdotac Bacterowd\ao Bacterondalesf __Bacteroidaceae;g__Bacteroides
;f__Bacteroidaceae;g__Phocaeicola

Ho Flrmlculesc Clostridia;o__Lachnospirales;f__Lachnospiraceae;g__CAG-317
_F|rm|cutes,c_CIosmd|a,o_Lachnosp|raIes,f_Lachnospiraceae;g_Barialricus

84.15 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac i L iraceae;g__Dorea_B
__Firmicutes;c__Clostridiajo__| _Lachnospiraceae;g__Lachnoclostridium_B
10.25 d__Bacteria;p__Firmicutes;c Bacilli;o_MleSJ-ZS;f_CAG 313;g__CAG-313

-__Bac __Bac

__Bac )__Bact 3 ik llaceae;g__Alistipes_A
Bacteroldola,c Bacteroidia;o__Bacteroidales;! f __Rikenellaceae;g__Alistipes
19.11 d__Bacteria;p__Firmicutes;c__Clostridia;o__C f__CAG-74;g__UBA11524
11.88 d__Bacteria;p__Firmicutes;c__Bacilli;o__RF39;f__UBA660;g__CAG-302

99.1 d__Bacteria;p__Firmicutes;c__Clostridia;o__| i __Lachnospiraceae;g__Coprococcus
74.56 d__Bacteri.
d__Bacteria;p__Firmicutes;c__Clostridia;o__O:
18.24 d__Bacteria;p__Firmicutes;c__Clostridia;o__O: | |
67.51 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i i _F lib:
93.01 d__Bacteria;p__k __Bac idia;o__Bact i 3 ik llaceae;g__Alistipes
33.58 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i ;f__Oscil i ;6__UMGS1766
ia;p__| Bactermdota c__| Bacterowd\a o__| Bacterondalesf __Rikenellaceae;g__Alistipes

Rum|nococcaceae,giFaecallbactenum

-__Bac )__Bact ik llaceae;g__Alistipes
7.09 d__Bacteria;p__| Bacteroldota,c Bacteroidia;o__| Bacleroldalesf Bacteroldaceae ;g__Bacteroides
99.81 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil | __Rumi _D
26.24 d__Bacteria;p__Firmicutes;c__Clostridia;o__| | eae;g__|
13.68 d__Bacteria;p__Firmicutes;c__Clostridia;o__Cl __CAG-138;g__UBA5394

5.9 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i | i __Rumii _D
16.94 d__Bacteria;p__| i -__Bac idia;o__Bac i ;f__Rik llaceae;g__Alistipes

32.65 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i ;f__Oscil i ;8__UBA5446
20.02 d__Bacteria;p__Firmicutes;c__Clostridia;o__O: i

__Verrucomicrobiota;c__\ Verrucomlcroblaeo __Verrucomicrobiales;f__Akkermansiaceae;g__Akkermansia
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95.9
92.9

© v
[

92.6

©
N

97.6

©
@

98.5

RaFAH;96.00

RaFAH;96.00

CRISPR;96.10

RaFAH;93.20 blast;91.90 iPHoP-RF;82.50
CRISPR;99.00 blast;93.10 iPHoP-RF;64.00 RaFAH;50.00
iPHOP-RF;96.10 blast;93.90 RaFAH;90.50
iPHOP-RF;96.40 blast;68.30
iPHOP-RF;96.70 blast;93.90 RaFAH;86.60
RaFAH;99.10 blast;96.50 iPHoP-RF;61.40
blast;95.00 iPHoP-RF;70.60 CRISPR;68.20
blast;96.80 iPHoP-RF;95.10 RaFAH;72.80
iPHOP-RF;96.40 blast;88.20

RaFAH;99.30 iPHoP-RF;97.10 blast;96.70
RaFAH;98.90 blast;98.40 iPHoP-RF;95.40
RaFAH;98.90

blast;92.80

CRISPR;99.70 iPHOP-RF;94.40 blast;93.60
CRISPR;98.50 blast;93.10 iPHoP-RF;92.10
RaFAH;95.10 CRISPR;68.30 iPHoP-RF;64.80
RaFAH;95.10

CRISPR;94.80

CRISPR;98.80 iPHOP-RF;97.10 blast;93.30
blast;92.00 iPHoP-RF;86.00 RaFAH;72.50
CRISPR;97.90 iPHoP-RF;81.60
RaFAH;97.30

RaFAH;97.30

RaFAH;97.30

CRISPR;99.00 iPHOP-RF;95.40 blast;93.40 RaFAH;91.70
blast;93.50 iPHoP-RF;66.80

blast;95.90 iPHoP-RF;79.50

RaFAH;87.80 iPHoP-RF;77.80 CRISPR;68.10
blast;93.70 iPHoP-RF;53.00

CRISPR;98.80 iPHoP-RF;95.10
RaFAH;97.10

iPHOP-RF;93.40 blast;93.30 RaFAH;87.30
blast;93.40 iPHoP-RF;60.30

blast;96.50 iPHoP-RF;87.30

blast;95.80 CRISPR;80.80 iPHoP-RF;79.80
blast;99.00 iPHoP-RF;97.10 CRISPR;94.60 RaFAH;84.50
blast;93.90 iPHoP-RF;75.20

blast;96.20 iPHoP-RF;85.70
iPHOP-RF;96.10 blast;93.90

CRISPR;98.00 blast;96.90 iPHoP-RF;93.10
RaFAH;99.00 CRISPR;97.60 iPHoP-RF;97.10 blast;90.90
CRISPR;97.60 iPHoP-RF;97.10 blast;94.60
iPHoP-RF;97.10 blast;95.20 RaFAH;91.80 CRISPR;60.90
iPHOP-RF;97.10 blast;81.50

blast;96.00 iPHoP-RF;93.10

RaFAH;98.20 iPHoP-RF;96.70 blast;89.50
CRISPR;98.30 blast;96.20 iPHoP-RF;95.70
iPHOP-RF;96.10

iPHOP-RF;95.40 blast;93.80
iPHoP-RF;95.40

iPHoP-RF;94.70

CRISPR;99.00 blast;96.10

blast;98.20 RaFAH;56.20 iPHoP-RF;53.30
blast;96.80 RaFAH;56.20 iPHoP-RF;50.90
CRISPR;99.60 blast;96.60 iPHoP-RF;85.70
blast;94.80

blast;95.80 iPHoP-RF;71.70

RaFAH;99.70 CRISPR;99.60 blast;96.80 iPHoP-RF;81.10
CRISPR;97.20 iPHoP-RF;82.80

blast;95.00 iPHoP-RF;58.40

RaFAH;99.30 CRISPR;98.90 blast;93.60 iPHoP-RF;85.70
iPHOP-RF;97.10 blast;96.90 RaFAH;79.60
blast;93.40

iPHOP-RF;97.10 blast;96.90
iPHOP-RF;97.10 blast;96.90

RaFAH;94.90

blast;96.90 iPHoP-RF;90.50 RaFAH;86.90
blast;96.50 iPHoP-RF;64.50

CRISPR;94.70 blast;92.60 iPHoP-RF;74.30
blast;97.90 iPHoP-RF;97.10 CRISPR;96.60
blast;93.90 iPHoP-RF;90.10 RaFAH;85.80
blast;96.50 CRISPR;82.40 iPHoP-RF;65.30
CRISPR;98.90 blast;98.30 iPHoP-RF;94.40



$16_vs_78361
S16_vs_78429
S16_vs_80244
$16_vs_80244
516_vs_81805
S16_vs_82116
S17_vf_128147
S17_vf_128147
S17_vf_128147
S17_vf_140653
S17_vf_174033
$17_vf_174033
S17_vf_35138
S17_vf_36452
S17_vf_46388
S17_vf_81232
S17_vf_97671
$17_vs_103009
$17_vs_110666
$17_vs_116640
$17_vs_117507
$17_vs_127519
$17_vs_157209
$17_vs_160502
$17_vs_160502
S17_vs_177196
$17_vs_177203
$17_vs_2079
S17_vs_31654
$17_vs_39515
$17_vs_39515
S17_vs_43307
$17_vs_8690
$17_vs_8690
S1_vf_136526
S1_vf_158961
S1_vf_159951
S1_vf_22149
S1_vf_28398
S1_vf_6272
S1_vs_117317
S1_vs_133577
S1_vs_143929
S1_vs_145792
S1_vs_155183
S1_vs_23682
S2_vf_16829
S2_vf_17850
S2_vf_20910
$2_vs_10289
S2_vs_7306
S2_vs_7306
S3_vf_100440
S3_vf_100440
$3_vf_100440
$3_vf_101611
S3_vf_106401
$3_vf_108959
S3_vf_111893
S3_vf_11428
$3_vf_11428
S3_vf_115304
S3_vf_127392
$3_vf_127399
S3_vf_127400
$3_vf_127405
$3_vf_127405
S3_vf_127406
S3_vf_127406
S3_vf_127406
S3_vf_127408
S3_vf_127409
S3_vf_127450
S3_vf_18080
S3_vf_18080
S3_vf_18829

75.01 d__Bacteria;p__Actinobacteriota;c__Actinomycetia;o__Actinomycetales;f__Bifidobacteriaceae;g__Bifidobacterium

22.27 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i f__Oscil i e;g__ER4

99.97 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__| Bacleroldalesf Bacteroidaceae;| giBacleroldes

99.97 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacl ;f__Bacteroi __Ph
__Firmicutes;c__Clostridia;o__Oscil i Rumlnococcaceaeg Ruthenibacterium
__Firmicutes;c__Clostridia;o__Oscillospi _Acutali aceae;g__ Rumi is_E

3.97 d__Bacteri ,p_Bactermdota c__| Bacterowd\a o__| Bacterondalesf Bacteroidaceae;g__Bacteroides

__Bac )__Bact ;f__Bacteroidaceae;g. Bacteroldes G
ia;p__| Bacteroldota,c Bacteroidia;o__Bac i ;f__Bacteroi ;8__Ph
__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides
68.79 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i f__Ruminococcaceae;g__Ruminococcus_D
68.79 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i F__Acutali aceae;g_ Rumii is_E
84.47 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f. Barneswe\\aceae,g_BarnesweHa
12 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac i L iraceae;g__Muricomes

50.05 d__Bacteria;p__Firmicutes;c__Clostridia;o__| __Lachnospiraceae;g__Blautia_A
50.04 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f. Tannere\\aceae,g_Parabacteroldes

81.31 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i f_O: i e;g__L:
22.09 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospi ;g ER4
98.39 d__Bacteria;p__Firmicutes;c__ Clostridia;o__Oscillospi . Rumi __Faecalib
83.12 d__Bacteria;p__} i __Bac idia;o__Bact i ;f__Bacteroidaceae;g__Bacteroides
40.08 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__| Bacteroldaceae ;g__Bacteroides
61.22 d__Bacteria;p__Firmicutes;c. closmdlao Oscil i ;f__O i ;8__Dy b
25.09 d__Bacteria;p__} i __Bac )__Bact i ik llaceae;g__Alistipes
60.44 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__| Bacleroldalesf Bacteroidaceae;| giBacleroldes
60.44 d__Bacteria;) p_Bactermdota c__| Bacterowd\a o__Bact ;f__Bacteroi ;8__Phi

18.1 d__Bacteri __Bac i B ik llaceae;g__Alistipes

71.95 d__Bacteria;p__Desulf 1D ibrionia;o__Desulfovibrionales;f__Desulfovibrionaceae;g_ Bilophila

67.97 d__Bacteri. p_Bactemidota;c_Bacterow‘dw‘a;o_BacterondaIes,f_Bacteroldaceae,g_Bactemldes
36.85 d__Bacteria;p__Firmicutes;c__Bacilli;o__Erysipelotrichales;f__Erysi lostridiaceae;g__|

82.52 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__| Bacleroldalesf Bacteroidaceae;| giBacleroldes
82.52 d__Bacteria;p__Bacteroidota;c__| Bacterowd\a o__Bact ;f__Bacteroi ;8__Ph

72.14 d__Bacteria;p__} i __Bac )__Bact i ids
6.78 d__Bacteria;p__Proteobacteria;c__Alphaproteobacteria;o__| RF32f CAG-239;8__( CAG 495

6.78 d__Bacteria;p__Proteobacteria;c. Alphaproteobactena 0__RF32; f CAG-239;g__Scatocola

33.32 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil O i e;g__CAG-170

9.7 d__Bacteria;p__Firmicutes;c__Clostridia;o__Chri F__CAG-74;g__UBA11524
22.14 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f. R\kenellaceae,g Alistipes

43.65 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i f_ O i e;g__ER4
ia;p__Firmicutes;c__Clostridia;o__O! i

__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospi ;g CAG-170
21.23 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i f__Oscil i e;g__CAG-170
37.09 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil | i 7 i
42.31 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i ;f__Oscil i ;8__ER4
13.59 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac i 4 i __Anaerotignum
31.14 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospi ;g ER4
ia;p__Firmicutes;c__Clostridia;o__Oscillospil i __Faecalib

__Actinobacteriota;c__Coriobacteriia;o__{ Corlobacterlalesf f__Eggerthellaceae;g__Eggerthella
11.78 d__Bacteria;p__Firmicutes;c__Clostridia;o__| __Lachnospiraceae;g__Muricomes
_Firmicutes;c Bacilli;o Erysnpelomchalesf Erysipelotrichaceae;g__Clostridium_AQ
__Bac )__Bact ;f__Bacteroidaceae;g__Bacteroides
;p__L Bacteroldotac Bacteroidia;o__Bacteroidales;f__Tannerellaceae;g__Parabacteroides
__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Marinifilaceae;g__Odoribacter
98.85 d__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiaceae;g__Clostridium
__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiaceae;g__Clostridium_F

98.85 d__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiaceae;g__Clostridium_P
__Firmicutes;c__Clostridia;o__| eae;g__|

) H _A;f__Turicil ;g__Turicibacter

__Firmicutes;c__Bacilli;

42.95 d__Bacteria;p__Firmicutes;c__Clostridia;o__L i _Lachi iraceae;g__Lach ira

41.65 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i Rumlnococcaceae,g Ruminococcus_D
94.85 d__Bacteria;p__Firmicutes;c__Clostridia;o__L __Lachnospiraceae;g__Blautia_A

94.85 d__Bacteria;p__Firmicutes;c__Clostridia;o__L _Lachi iraceae;g__Blautia

34.34 d__Bacteria;p__Spiroch . Spi iajo__Sphaeroc —_Sph h __UBA9732
52.43 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i ;f__CAG-272;g_ CAG-272

23.09 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__| Bacterondaceae ;8__Bacteroides

54.09 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i f_O: i e;g__ER4

98.09 d__Bacteria;p__Firmicutes;c__Clostridia;o__| __Lachnospiraceae;g__Lachnospira
98.09 d__Bacteri ,p_Firmirma 'r_CIostridia;o_l i _Lachnospiraceae;g__Eubacterium_G
89.48 d__Bacteri __Bac )__Bact i ik llaceae;g__Alistipes
89.48 d__Bacteria;p__| Bacteroldota,c Bacteroidia;o__| Bacleroldalesf __Rikenellaceae;g__Alistipes_A

89.48 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__UBA6398

6.08 d__Bacteria;p__Actinobacteriota;c, Actlnomycetla,o Actmomvceta\esf Blfldobactenaceae,giB\fldobacterlum

96.84 d__Bacteria;p__Firmicutes;c__Clostridia;o__Osci _F

8.34 d__Bacteria;p__Bacteroidota;c__| Bacterowd\a o__| Bacterondalesf Bacteroidaceae;g__Prevotella
96.93 d__Bacteria;p__} i -__Bac __Bact i ;f__Bacteroidaceae;g. Bacteroldes
96.93 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroi ;f__Bacteroi 18__PF

63.94 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides
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S ®
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©
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CRISPR;98.90 iPHOP-RF;97.10 blast;96.90

blast;93.80 iPHoP-RF;52.80

iPHoP-RF;97.10 RaFAH;95.20 blast;89.20
iPHOP-RF;94.40 blast;93.80

blast;96.30 iPHoP-RF;89.50 CRISPR;57.90
CRISPR;98.90 blast;96.90 iPHoP-RF;94.10 RaFAH;81.90
blast;97.10 iPHoP-RF;97.10 CRISPR;89.30
iPHoP-RF;96.10

iPHoP-RF;93.40 blast;85.40

blast;96.70 RaFAH;95.30 iPHoP-RF;85.70

blast;97.00 iPHoP-RF;95.40 RaFAH;94.60 CRISPR;72.00
RaFAH;94.60

blast;96.80 RaFAH;88.80 CRISPR;59.60

CRISPR;98.40 iPHoP-RF;90.80

CRISPR;97.10 blast;94.50 iPHoP-RF;93.70 RaFAH;91.90
blast;98.40 iPHoP-RF;95.10 CRISPR;83.70

blast;92.70 iPHoP-RF;73.20

blast;97.70 iPHoP-RF;65.10

RaFAH;99.70 blast;96.80 iPHoP-RF;93.40 CRISPR;67.80
RaFAH;93.40

blast;97.40 iPHoP-RF;96.40 RaFAH;66.20

blast;93.60 iPHoP-RF;86.70

CRISPR;98.30 blast;95.20 iPHoP-RF;92.80
iPHoP-RF;97.10 RaFAH;96.60 blast;92.60 CRISPR;56.20
iPHOP-RF;97.10 blast;84.10

blast;91.90 iPHoP-RF;88.50 RaFAH;84.30

blast;95.70 iPHoP-RF;90.10

RaFAH;98.90 iPHoP-RF;94.40 blast;92.60

blast;96.20 iPHoP-RF;81.60 CRISPR;54.30
RaFAH;99.30 iPHoP-RF;97.10 blast;92.90
iPHoP-RF;96.70

blast;96.80 CRISPR;96.70 iPHoP-RF;93.40

blast;96.60

blast;96.40 iPHoP-RF;59.50

blast;93.90 iPHoP-RF;88.50

blast;96.50 iPHoP-RF;77.30

CRISPR;96.80 iPHOP-RF;72.20

blast;93.20 iPHoP-RF;88.90

blast;93.90 iPHoP-RF;75.40

CRISPR;94.20 blast;90.80 iPHoP-RF;78.00

blast;95.30 iPHoP-RF;89.50 CRISPR;71.10

blast;97.20 CRISPR;95.40 iPHoP-RF;94.40

blast;93.90 iPHoP-RF;75.00

blast;96.20 iPHoP-RF;72.60

CRISPR;97.10 blast;96.20 iPHoP-RF;89.20
CRISPR;99.10 blast;96.20 iPHoP-RF;83.30
CRISPR;96.40 iPHOP-RF;53.80 RaFAH;50.20
CRISPR;94.80 iPHoP-RF;78.70

CRISPR;98.00

RaFAH;98.90 blast;96.80 iPHoP-RF;87.90

blast;95.00 iPHoP-RF;73.70

RaFAH;89.40 CRISPR;64.40

RaFAH;96.30

RaFAH;96.30

RaFAH;96.30

blast;96.60

blast;94.20 iPHoP-RF;66.30

CRISPR;99.30 blast;91.90 iPHoP-RF;88.90 RaFAH;55.00
blast;96.80 CRISPR;96.10 iPHoP-RF;94.10

RaFAH;98.90 CRISPR;97.00 iPHoP-RF;93.40 blast;91.70
RaFAH;98.90

blast;93.60 iPHoP-RF;81.90

blast;94.30 iPHoP-RF;52.20

RaFAH;92.90

blast;96.50 iPHoP-RF;76.40 CRISPR;67.10
CRISPR;98.90 RaFAH;91.60 iPHoP-RF;90.80 blast;80.40
RaFAH;91.60 blast;87.20

RaFAH;98.40

RaFAH;98.40

blast;93.90 iPHoP-RF;84.80

blast;98.90 CRISPR;97.60 iPHoP-RF;96.70
CRISPR;97.00 blast;95.70 iPHoP-RF;81.10 RaFAH;51.90
RaFAH;94.50

iPHOP-RF;97.10 blast;96.10 RaFAH;94.50 CRISPR;81.40
iPHoP-RF;94.10 CRISPR;80.00 blast;78.90
iPHoP-RF;94.10 CRISPR;73.10




S3_vf_23042 83.69 d__Bacteria;p__Firmicutes;c__Bacilli;o__L bacillal tr L 99.7 blast;98.70 iPHoP-RF;90.10 RaFAH;89.50

S3_vf_44405 96.43 d__Bacteria;p__Actinobacteriota;c__Actinomycetia;o__/ Actu y les;f__Acti __Acti 100 RaFAH;97.30 CRISPR;92.40 blast;92.10 iPHoP-RF;55.70
S3_vf_44405 __Actinobacteriota;c__Actinomycetia;o__Actinomycetales;f__Actinomycetaceae;g__Pauljensenia 96.2 RaFAH;97.30

S3_vf_54353 46.9 d__Bacteria;p__Actinobacteriota;c__Actinomycetia;o__Actinomycetales;f. Acnnomycetaceae g__Actinomyces 97.8 RaFAH;97.30 iPHoP-RF;70.60

S3_vf_54353 __Actinobacteriota;c__Actinomycetia;o__Actir y les;f__A __Pauljensenia 96.2 RaFAH;97.30

$3_vf_5525 __Actinobacteriota;c__Actinomycetia;o__Actinomycetales;f__Actinomycetaceae;g__Actinomyces 92.6 RaFAH;85.90 iPHoP-RF;81.10

S3_vf_56363 23.06 d__Bacteria;p__Firmicutes;c__Clostridia;o__Pept __Pepl __GCA-900066495 91.4 iPHoOP-RF;93.70

S3_vf_67333 __Firmicutes;c__Clostridia;o__Lac i L iraceae;g__Agathobacter 99.9 CRISPR;98.90 RaFAH;90.80 blast;85.70 iPHoP-RF;81.90
S3_vf_67333 ia;p__Firmicutes;c__Clostridia;o__L __Lachnospiraceae;g__Roseburia 99.1 iPHoP-RF;96.10 RaFAH;90.80 blast;90.50

S3_vf_67333 _Firmicutes;c_CIostridia;o_Lachnospirales,f_Lachnosplraceae,g RUG115 99 RaFAH;90.80 blast;90.70 iPHoP-RF;77.50

S3_vf_67333 76.26 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac i L iraceae;g__Lachnospira 98.7 CRISPR;99.00 blast;90.70 iPHoP-RF;89.80
S3_vf_67333 76.26 d__Bacteria;p__Firmicutes;c__Clostridia;o__L __Lachnospiraceae;g__Eubacterium_F 90.4 blast;92.90

S3_vf_67828 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Rikenellaceae;g__Alistipes 91.5 blast;93.80 iPHoP-RF;64.50

S3_vf_70746 87.64 d__Bacteria;p__Actinobacteriota;c__Actinomycetia;o__Actinomycetales;f__| Blfldobactenaceae,giB\fldobacterlum 95.3 iPHOP-RF;96.70 blast;95.90 CRISPR;78.50

$3_vf_7137 5.31 d__Bacteria;p__Actinobacteriota;c__Actinomycetia;o__Actinomycetales;f__Bifi jaceae;g__ Bi ium 99.7 CRISPR;99.70 iPHOP-RF;77.30

S3_vf_73597 55.3 d__Bacteri ,p_Bactermdota c__| Bacterowd\a o__| Bacterondalesf Bacteroidaceae;g__Bacteroides 99.7 CRISPR;97.20 iPHoP-RF;97.10 RaFAH;93.80 blast;93.80
S3_vf_73597 55.3 d__Bacteri . Bac ,_Bac f_Bacteroidaceaeig __Phocaeicola 95.3 iPHOP-RF;96.70

S3_vf_80287 5273 d_ Bacteriap_ Firmicutes;c_ Clostridia;o__Oscillospi | D5 97.2 CRISPR;98.00 iPHoOP-RF;52.20

S3_vf_8058 98.11 d__Bacteria;p__Firmicutes;c__Clostridia;o__L i _lachnospiraceae;g_ Blautia_A 98.1 CRISPR;98.60 iPHoP-RF;81.60

S3_vf_8164 10.61 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i f__Ruminococcaceae;g__Ruminococcus_D 98.2 CRISPR;98.70 blast;96.80 iPHoP-RF;95.10
S3_vf_82571 21.78 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospi ;g CAG-170 93.1 blast;95.10 iPHoP-RF;73.20

S3_vf_99626 26.68 d__Bacteria;p__Actinobacteriota;c__Coriobacteriia;o__Coriobacteriales;f__Coriobacteriaceae;g__Collinsella 98.7 CRISPR;99.00 iPHoP-RF;97.10 blast;92.10
S3_vf_99734 99.18 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i Rumlnococcaceae,g Faecalibacterium 95.2 CRISPR;96.60 iPHoP-RF;64.80 blast;60.50
S3_vf_99734 99.18 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i ;f__O: ;8__CAG-83 92 RaFAH;94.20

S3_vf_99734 99.18 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospi gD b 92 RaFAH;94.20

S3_vs_114271 19.01 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i f__Acutali eae;g__Acutalibacter 92.1 blast;94.30 iPHoP-RF;56.80

S3_vs_117894 81.25 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Marinifilaceae;g__Odoribacter 99.9 blast;98.40 iPHoP-RF;93.10 RaFAH;92.30 CRISPR;53.10
S3_vs_119660 91.3 d__Bacteria;p__} Bactermdota c__| Bacterowd\a o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides 100 RaFAH;98.50 CRISPR;95.40 iPHoP-RF;95.40 blast;93.90
$3_vs_119660 91.3 d__Bacteria;p__| . Bac _Bacteroi f_Bacteroidaceaejg_ CAG-462 96.9 CRISPR;97.80

S3_vs_119660 91.3 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroi ;f__Bacteroi 18__PF 90.6 CRISPR;93.00 blast;88.70 iPHoP-RF;75.70
S3_vs_119771 27.39 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i F__| i _ i 95.9 blast;97.10 iPHoP-RF;81.40 CRISPR;55.60
S3_vs_122706 89.75 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i f__Acutali eae;g__CAG-217 95.3 blast;96.70 iPHoP-RF;79.30

S3_vs_123834 73.11 d__Bacteria;p__Actinobacteriota;c_ Acllnomycella,o Actmomvceta\esf ifi ?awac,57 ifi ium 98.4 CRISPR;98.40 blast;96.90 iPHoP-RF;96.70 RaFAH;61.70
S3_vs_127391 18.32 d__Bacteria;p__Firmicutes;c__Clostridia;o__Osci F__| 95.6 blast;96.90 CRISPR;96.30 iPHoP-RF;91.80
S3_vs_127401 45.54 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac i L aceae,giLachnosplra 90.4 blast;92.90 iPHoP-RF;70.60

S3_vs_127411 9.3 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospiraceae;g__ER4 95.2 blast;96.60 iPHoP-RF;73.20

S3_vs_127413 23.82 d__Bacteri. ,p_Bactemidota,c_Bacterowd\a,o_Bacterondales,f_R\kenellaceae,g Alistipes 97.9 CRISPR;98.50 iPHoP-RF;80.00

S3_vs_127421 95.6 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac i L iraceae;g__Agathobacter 100 CRISPR;98.90 RaFAH;94.40 iPHoP-RF;92.10
S3_vs_127421 ia;p__Firmicutes;c__Clostridiajo__L - Lachnospiraceae;g__Roseburia 99.9 CRISPR;98.50 iPHOP-RF;96.40 blast;95.20 RaFAH;94.40
S3_vs_127421 __Firmicutes;c__Clostridia;o_ LachnospiraIes,f_Lachnosplraceae,g RUG115 98.2 RaFAH;94.40 iPHoP-RF;88.50

S3_vs_127421 95.6 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac i L iraceae;g__CAG-45 90.7 iPHoP-RF;93.10

S3_vs_127442 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o_| Bacleroldalesf P3 ;g Phill2 90.7 iPHOP-RF;93.10

S3_vs_15450 21.5 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil F__| i 95.4 blast;96.80 iPHoP-RF;83.90 CRISPR;68.80
S3_vs_16825 80.45 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac i L iraceae;g__| Roseburla 99.7 CRISPR;98.90 iPHoP-RF;96.10 blast;92.80 RaFAH;88.00
S3_vs_16825 80.45 d__Bacteria;p__Firmicutes;c__Clostridia;o__L _Lachnospiraceae;g__Agathobacter 99.4 CRISPR;98.10 iPHoP-RF;93.40 RaFAH;88.00
S$3_vs_16825 i ,p_Firmirma ;c__Clostridia;o__L i _Lachnospiraceae;g__RUG115 97.2 iPHOP-RF;91.80 blast;90.60 RaFAH;88.00
$3_vs_17168 . Bacteroidia;o__Bact ;f_Rikenellaceae;g__Alistipes 97.5 blast;96.90 iPHoP-RF;93.10 RaFAH;71.20
S3_vs_18858 82.07 d__Bacteria;p__| Flrmlm'o ;c__Clostridia;o__Oscil i __Acutali aceae;g_ CAG-217 97.9 blast;98.50 iPHoP-RF;86.30 CRISPR;68.10
S3_vs_23194 Bactermdota c__| Bacterowd\a o__| Bacterondalesf Bacteroidaceae;g__Bacteroides 100 RaFAH;98.70 iPHoP-RF;97.10

S3_vs_23194 -__Bac )__Bact B Bacter idaceae;g Phocaelcola 95.3 iPHoP-RF;96.70 blast;93.10 CRISPR;75.20
S3_vs_25896 ,piFirmirH'9 ;c__Clostridia;o__Oscil i __| _R i 91.4 blast;93.70 iPHoP-RF;78.30

S3_vs_29077 __Firmicutes;c__Clostridia;o__Oscillospi . Rumi . Rumi C 94.9 blast;96.40 iPHoP-RF;80.00 CRISPR;51.40
S3_vs_39774 i _Bacteroidia;o__Bact .f__Bacteroidaceae;g__ Bacteroides 100 RaFAH;99.00 blast;92.00 iPHoP-RF;53.80
S3_vs_39940 __Actinobacteriota;c__Actinomycetia;o__Actinomycetales;f__Bifi iaceae;g__Bifi ium 95.9 iPHoP-RF;97.10 blast;96.90 CRISPR;84.00
S3_vs_40939 23.65 d__Bacteria;p__| Bactermdota c__| Bacterowd\a 0o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides 99.3 iPHOP-RF;97.10 blast;96.60 RaFAH;89.70
S$3_vs_40939 . Bac _Bacteroi f_Bacteroidaceaeig Phocaelcola 93.9 iPHOP-RF;95.70 blast;86.80

S3_vs_42569 Flrr"lfl"o ;c__Clostridia;o__Oscil i __F 99.7 CRISPR;98.30 blast;96.90 RaFAH;90.40 iPHoP-RF;73.70
S3_vs_45147 90.75 d__Bacteria;p__| Bactermdota c__| Bacterowd\a o__| Bacterondalesf Bacteroidaceae;g__Bacteroides 99.4 iPHoP-RF;97.10 RaFAH;91.20

S3_vs_45147 90.75 d__Bacteria;p__| -__Bac )__Bact ;f__Bacteroidaceae;g__Phocaeicola 95.9 iPHoP-RF;97.10 CRISPR;60.90

S3_vs_49835 13.1 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i __Acutali aceae;g__Rumii us_E 99 CRISPR;99.20 blast;98.60 iPHoP-RF;93.10
S3_vs_50557 23.06 d__Bacteria;p__Actinobacteriota;c__( Conobactema 0__( Conobactenalesf __Eggerthellaceae;g__Gordonibacter 93.4 CRISPR;95.30 blast;93.90 iPHoP-RF;93.10
$3_vs_50924 12.69 d__ Bacteria;p__Q ajc ,_Gast philaceae;g__QAMIO1 90.4 blast;92.90 iPHOP-RF;57.10

S3_vs_51931 21.18 d__Bacteria;p__Pr ia; ia;0__| Burkho\denalesf Burkholdenaceae,g Sutterella 94.6 CRISPR;96.20 iPHOP-RF;79.00

S3_vs_54303 46.83 d__Bacteria;p__Firmicutes;c clostridia;o_(‘ i i ;f__O: 91.6 blast;93.90 iPHoP-RF;80.30

S$3_vs_56292 99.95 d__Bacteria;p__| . Bac ,_Bacteroi :f_Rikenellaceae;g_ Alistipes 99.9 blast;96.90 RaFAH;96.10 iPHoP-RF;83.60
S3_vs_56292 99.95 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__| Bacleroldalesf __Rikenellaceae;g__Alistipes_A 94.5 RaFAH;96.10

S3_vs_64424 ia;p__| Bactermdota c__| Bacterowd\a 0o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides 100 RaFAH;99.60 iPHoP-RF;97.10 blast;92.20 CRISPR;69.50
S3_vs_64424 -__Bac )__Bact i ;f__Bacteroidaceae;g__Phocaeicola 95.4 blast;96.80 iPHoP-RF;96.40 CRISPR;92.60

S3_vs_6604 75.2 d__Bacteria;p__| Bacteroldola,c Bacteroidia;o__| Bacleroldalesf MarlnlflIaceae,giButyr\clmonas 95.4 blast;96.80 iPHoP-RF;65.60

S3_vs_68031 27.92 d__Bacteria;p__Firmicutes;c. Clostrldla 0__Oscil | _F 95.6 blast;96.90 iPHoP-RF;73.20 CRISPR;56.90
$3_vs_70508 99.66 d__Bacteria;p__| i . Bac _Bacteroi .f__Bacteroidaceae;g__ Bacteroides 100 RaFAH;99.70 iPHoP-RF;93.10 blast;92.70
S3_vs_73361 17.97 d__Bacteria;p__Firmicutes;c__Clostridia;o__Chri . CAG-138;g_ SFELO1 96.6 CRISPR;97.60 blast;96.40 iPHoP-RF;91.10
S3_vs_77156 d__Bacteria;p__Bacteroidota;c__| Bacterowd\a o__Bacteroidales;f__Rikenellaceae;g__Alistipes 96.7 CRISPR;97.70 iPHOP-RF;58.40

$3_vs_80151 97.75 d__Bacteria;p__| i . Bac ,__Bacteroi T id 100 RaFAH;99.60 iPHoP-RF;94.40 blast;93.80 CRISPR;92.60
S3_vs_82895 92.58 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f, Tannere\\aceae,g Parabacteroides 100 CRISPR;99.00 RaFAH;98.20 blast;93.90 iPHoP-RF;93.70

S3_vs_87728 5.42 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i F lib i 95.3 blast;96.70 iPHoP-RF;67.00




S3_vs_89485
$3_vs_90331
S3_vs_90341
S3_vs_90341

$3_vs_9158

S3_vs_9158

S3_vs_94577
S$3_vs_95574
S3_vs_97827
S3_vs_98675
S4_vf_10506
S4_vf_11308
S4_vf_11308
S4_vf_12614
S4_vf_12624
S4_vf_13353

S4_vf_13353

S4_vf_18803
S4_vf_20440
s4_vf_30103

S4_vf_31973
S4_vf_31978
S4_vf_31979
S4_vf_31979
S4_vf_31981

S4_vf_4838

S4_vf_4891
S4_vs_VIRSorter_12831-c
S4_vs_VIRSorter_13190-c
S4_vs_VIRSorter_15112-c
S4_vs_VIRSorter_15837-c
S4_vs_VIRSorter_16493-c
S4_vs_VIRSorter_19324-c
S4_vs_VIRSorter_19324-c
S4_vs_VIRSorter_27316-c
S4_vs_VIRSorter_2744-ca
S4_vs_VIRSorter_3006-ca
S4_vs_VIRSorter_30222-c
S4_vs_VIRSorter_31171-c
S4_vs_VIRSorter_31196-c
S4_vs_VIRSorter_31560-c
S4_vs_VIRSorter_31916-c
S4_vs_VIRSorter_31972-c
S4_vs_VIRSorter_31975-c
S4_vs_VIRSorter_31975-c
S4_vs_VIRSorter_31976-c
S4_vs_VIRSorter_31980-c
S4_vs_VIRSorter_4746-ca
S4_vs_VIRSorter_4839-ca
S4_vs_VIRSorter_4959-ca
S4_vs_VIRSorter_5698-ca
S4_vs_VIRSorter_6022-cir
S4_vs_VIRSorter_6022-cir
S4_vs_VIRSorter_9913-ca
S5_vf_103206
S5_vf_105728
S5_vf_105728
S5_vf_116300
S5_vf_134040
S5_vf_136076
S5_vf_137260
S5_vf_145579
S5_vf_145583
S5_vf_145585
S5_vf_145588
S5_vf_145604
S5_vf_145604
S5_vf_18461
S5_vf_21869
S5_vf_25423
S5_vf_28061
S5_vf_29332
S5_vf_55687
S5_vf_60597

S5_vf_6506

S5_vf_74661

73.42 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Rikenellaceae;g__Alistipes
99.17 d__Bacteria;p__Firmicutes;c__Clostridia;o__O. f__Ruminococcaceae;g__Faecalibacterium

11.42 d__Bacteria;p__Firmicutes;c__Clostridia;o__Chri _CAG-74;g__UBA11524

11.42 d__Bacteria;p__Firmicutes;c__Clostridia;o__Chri f__CAG-74;g__UBA11524

99.96 d__Bacteria;p__} i __Bac idia;o__Bact i ;f__Bacteroidaceae;g__Bacteroides
99.96 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroi ;f__Bacteroi 18__PF i

45.75 d__Bacteria;p__Firmicutes;c__Bacilli;o__Erysipelotrichales;f__Erysi idi g_F libacill
22.37 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i f__Acutalil eae;g__UBA737

ia;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Marinifilaceae;g__Odoribacter
__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiaceae;g__Clostridium
17.1 d__Bacteria;p__Firmicutes;c__Bacilli;o__Erysipelotrichales;f__Erysipelotrichaceae;g__Holdemanella

96.94 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil F__Acutali aceae;g_ R us_E
96.94 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i | i __Rumif D

80.07 d__Bacteria;p__} i __Bac idia;o__Bact ;f__Barnesi __Barnesiella

24.52 d__Bacteria;p__Actinobacteriota;c__Actinomycetia;o__Actinomycetales;f__Bifi iaceae;g__Bifi ium
93.68 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lachnospirales;f__Lachnospiraceae;g__Blautia_A

93.68 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac i L iraceae;g__Blautia

47.59 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Prevotella
44.47 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Prevotella

5.83 d__Bacteria;p__Actinobacteriota;c__Actinomycetia;o__Actinomycetales;f__Bifidobacteriaceae;g__Bifidobacterium
23.92 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA1006;g__01-FULL-36-10b

62.52 d__Bacteria;p__Firmicutes;c__Clostridia;o__L i _Lachi iraceae;g__Lach ira
24.1 d__Bacteria;p__Firmicutes;c__Clostridia;o__Chri f__CAG-74;g__Ventricola

24.1 d__Bacteria;p__Firmicutes;c__Clostridia;o__Chri __CAG-74;g_SFFHO1

29.33 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Prevotella
76.93 d__Bacteri i Bacteroidi Bacteroi T id

28.59 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Prevotella
21.81 d__Bacteria;p__Firmicutes;c__Clostridia;o__L i _Lachi iraceae;g__Blautia_A

96.31 d__Bacteria;p__| -__Bac __Bacteroi if__T | id
16.47 d__Bacteria;p__Firmicutes;c__Clostridia;o__Pep! __Pep! ;8__GCA-900066495
96.3 d__Bacteria;p__Firmicutes;c__Clostridia;o__Osci i o] i

85.89 d__Bacteria;p__Actinobacteriota;c__Actinomycetia;o__Actinomycetales;f__Bifidobacteriaceae;g__Bifidobacterium
25.86 d__Bacteria;p__Firmicutes;c__Clostridia;o__| __Lachnospiraceae;g__Mediterraneibacter

25.86 d__Bacteria;p__Firmicutes;c__Clostridia;o__L _Lachi iraceae;g__F. li

74.11 d__Bacteria;p__Firmicutes;c__Clostridia;o__O: f__Ruminococcaceae;g__Faecalibacterium

9.58 d__Bacteria;p__Actinobacteriota;c__Actinomycetia;o__Actinomycetales;f__Bifi iaceae;g__Bifi ium

99.88 d__Bacteria;p__Firmicutes;c__Clostridia;o__L i _Lachi iraceae;g__| i

65.61 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i f__Oscil i e;g__Intestinimonas
ia;p__Firmicutes;c__Clostridia;o__O: F__Rumii __QAMMO1

__Firmicutes;c__Clostridia;o__Oscillospi 0 o i
59.79 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i Oscil i e;g__F

39.89 d__Bacteri:

p__Firmicutes;c__Clostridia;o__| __Lachnospiraceae;g__Mediterraneibacter

26.41 d__Bacteria;p__Firmicutes;c__Clostridia;o__Osci i | _R _C
88.33 d__Bacteria;p__| i ._Bacteroidia;o__Bacteroi ;f_ Bacteroidaceae;g__Bacteroides
88.33 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroi :g__Phocaei

ia;p__Firmicutes;c__Clostridiajo__O

5.45 d__Bacteria;p__Firmicutes;c__Clostridiajo_|
__Firmicutes;c__Clostridia;o__O

__Lachnospiraceae;g__Roseburia

;p__Firmicutes;c__Clostridia;o__Osci i F__Oscil i e;g__ER4
ia;p__Actinobacteriota;c__Actinomycetia;o__Actinomycetales;f__Bifi iaceae;g__Bifi ium
;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Tannerellaceae;g__Marseille-P3160
97.71 d__Bacteria;p__} i __Bac idia;o__Bact i ;f__Marinifilaceae;g__Odoribacter
98.3 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Marinifilaceae;g__Odoribacter
3.75 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i f__Osci i __La ib:
44.2 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac i L iraceae;g__

44.2 d__Bacteria;p__Firmicutes;c__Clostridia;o__| __Lachnospiraceae;g__UC5-1-2E3

13.55 d__Bacteria;p__Firmicutes;c__Clostridia;o__L i _Lachnospiraceae;g__Anaerostipes
;p__Firmicutes;c__Clostridia;o__O: f__Ruminococcaceae;g__Faecalibacterium

ia;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospi ;g ER4

__Actinobacteriota;c__Coriobacteriia;o__Coriobacteriales;f__Coriobacteriaceae;g__Collinsella

44.59 d__Bacteria;p__| i __Bac idia;o__Bact i ;f__Bacteroidaceae;g__Prevotella

10.99 d__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiaceae;g__Clostridium

9.85 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lachnospirales;f__Lachnospiraceae;g__Enterocloster

34.8 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac i L iraceae;g__Dorea_A

87.41 d__Bacteria;p__Firmicutes;c__Clostridia;o__L __Lachnospiraceae;g__Blautia_A

87.41 d__Bacteria;p__Firmicutes;c__Clostridia;o__L i _Lachnospiraceae;g__Blautia

99.96 d__Bacteria;p__} __Bac __Bac i S Ril llaceae;g_ Alistipes
31.69 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i O i | i
81 d__Bacteria;p__Firmicutes;c__| bacillal tr |

20.02 d__Bacteria;p__Firmicutes;c__| _A;f__Turicibac __Turicibacter

12.73 d__Bacteria;p__Actinobacteriota;c__Coriobacteriia;o__Coriobacteriales;f__Coriobacteriaceae;g__Collinsella

91.19 d__Bacteria;p__Firmicutes;c__Bacilli;o__| f__Str L

35.7 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac i 4 i __Anaerotignum

20.08 d__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiaceae;g__Clostridium_J

91.73 d__Bacteria;p__Pre b iajc__( ia;o__Enterobacterales;f__Enterobacteriaceae;g__Escherichia

ia;c__( ia;o__Burkholderiales;f__Burkholderiaceae;g__Duodenibacillus

95 blast;96.50 iPHoP-RF;93.40
100 RaFAH;98.70 CRISPR;97.70 blast;92.00 iPHoP-RF;85.70
95.2 blast;96.60 CRISPR;94.50 iPHoP-RF;85.70
94.9 blast;96.40 iPHoP-RF;85.10
100 RaFAH;99.60 iPHOP-RF;97.10 blast;96.90
95.3 iPHoP-RF;96.70 blast;90.50
97.8 blast;98.40
90.4 blast;92.90 iPHoP-RF;70.60
97.9 blast;98.50 iPHoP-RF;90.10 CRISPR;71.50
98.5 blast;96.40 RaFAH;85.10 iPHoP-RF;79.00
90.7 blast;93.10
100 CRISPR;98.90 blast;98.50 RaFAH;97.10 iPHoP-RF;93.70
95.9 RaFAH;97.10
98.7 blast;99.00 iPHoP-RF;76.10 CRISPR;67.90
97.5 CRISPR;98.20 blast;96.50 iPHoP-RF;91.80
99.9 CRISPR;97.90 RaFAH;95.20 blast;90.90 iPHoP-RF;89.20
93.2 RaFAH;95.20
98.5 CRISPR;98.90 iPHOP-RF;74.10
97.8 blast;98.40 iPHoP-RF;84.20
99.7 CRISPR;99.70 iPHOP-RF;92.10
92.2 iPHoP-RF;94.40
99.6 CRISPR;99.60 blast;93.90 iPHoP-RF;92.40
2 blast;94.20
91.5 blast;93.80
97.3 RaFAH;98.10
97.6 blast;98.30 iPHoP-RF;96.10 CRISPR;71.50
94.6 blast;96.20 CRISPR;93.50 iPHoP-RF;92.10
91.6 blast;93.90 iPHoP-RF;85.10 CRISPR;58.50
100 RaFAH;99.80 iPHoP-RF;94.40 blast;91.20 CRISPR;66.50
91.6 blast;93.90 iPHoP-RF;75.70
97.2 blast;98.00 CRISPR;89.70 iPHoP-RF;84.80
97.9 CRISPR;98.50 iPHOP-RF;96.40 blast;92.50
91.4 blast;93.70 iPHoP-RF;76.40
blast;93.40 iPHoP-RF;75.20
95.4 blast;96.80 iPHoP-RF;75.00 CRISPR;67.80
CRISPR;97.20 iPHoP-RF;97.10 blast;96.70
91.6 blast;93.90
91.5 blast;93.80
90.2 blast;92.70 iPHoP-RF;54.90
99.4 CRISPR;97.90 blast;96.20 iPHoP-RF;88.90 RaFAH;87.70
90.3 blast;92.80 iPHoP-RF;86.30 CRISPR;64.80
90.7 blast;93.10 iPHoP-RF;68.20
97.3 blast;98.10 CRISPR;93.20 iPHoP-RF;90.50
99.6 iPHOP-RF;97.10 blast;96.60 CRISPR;94.50 RaFAH;92.70
95.9 iPHoP-RF;97.10 blast;90.60 CRISPR;74.40
97.2 CRISPR;98.00 blast;96.20 iPHoP-RF;93.70
96.7 blast;97.70 CRISPR;83.90 iPHoP-RF;70.60
90.3 iPHoP-RF;92.80
91.4 blast;93.70 iPHoP-RF;75.70
94.2 blast;95.90 iPHoP-RF;82.50
CRISPR;98.50 blast;96.80 iPHoP-RF;96.10 RaFAH;71.90
98.4 CRISPR;98.80 iPHOP-RF;65.30
97.3 RaFAH;98.10
99.7 CRISPR;97.90 RaFAH;92.60
blast;92.50
94.5 iPHoP-RF;96.10 blast;93.40
93.1 iPHoP-RF;95.10 blast;91.90
95.2 blast;96.60 iPHoP-RF;90.50 CRISPR;69.90
100 RaFAH;98.80 blast;96.50 iPHoP-RF;69.10
3 blast;95.00 iPHoP-RF;69.80
92.9 CRISPR;94.90
94.6 RaFAH;96.20
95.2 blast;93.60 iPHoP-RF;80.80 RaFAH;73.30 CRISPR;62.00
91.2 blast;93.60 iPHoP-RF;91.40 CRISPR;53.80
97.2 CRISPR;98.00 iPHOP-RF;64.30
99.6 CRISPR;97.30 RaFAH;93.30 blast;92.90 iPHoP-RF;91.80
90.9 RaFAH;93.30
92.7 RaFAH;92.00 blast;67.20
93.1 blast;95.10 iPHoP-RF;73.90
100 RaFAH;98.80 blast;98.50 iPHoP-RF;91.40
91.5 blast;93.80 iPHoP-RF;68.60
97.3 CRISPR;98.10 blast;94.60 iPHoP-RF;79.50
90.2 RaFAH;92.70
93.9 blast;95.70 iPHoP-RF;84.20
90.3 blast;92.80 iPHoP-RF;70.90
100 RaFAH;99.40 iPHoP-RF;97.10 blast;96.80 CRISPR;85.00
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S5_vf_8808
S5_vf_8808
S5_vf_8808
S5_vf_8965
S5_vf_8965
S5_vs_10428
$5_vs_107105
S5_vs_107105
S5_vs_109527
S5_vs_109527
S5_vs_117319
S5_vs_117417
S5_vs_118168
S5_vs_120079
S5_vs_120079
S5_vs_120584
S5_vs_121411
S5_vs_122344
S5_vs_122344
S5_vs_122618
S5_vs_123256
S5_vs_123256
S5_vs_124035
S5_vs_124677
S5_vs_128398
S5_vs_129970
S5_vs_130032
S5_vs_130294
S5_vs_130958
S5_vs_131510
S5_vs_13254
S5_vs_1338
S5_vs_1338
S5_vs_137154
S5_vs_139401
S5_vs_140946
S5_vs_141621
S5_vs_142195
S5_vs_142195
S5_vs_145578
S5_vs_145581
S5_vs_145590
S5_vs_145590
S5_vs_145597
S5_vs_145598
S5_vs_145598
S5_vs_145602
S5_vs_145605
S5_vs_145611
S5_vs_1572
S5_vs_17520
S5_vs_17520
S5_vs_20268
S5_vs_20500
S5_vs_21778
S5_vs_28263
S5_vs_30490
S5_vs_32885
S5_vs_3501
S5_vs_3501
S5_vs_40848
S5_vs_43207
S5_vs_46394
S5_vs_4737
S5_vs_4737
S5_vs_51416
S5_vs_58766
S5_vs_59798
S5_vs_60507
S5_vs_63924
S5_vs_6478
S5_vs_6478
S5_vs_6478
S5_vs_6478
S5_vs_65490
S5_vs_68254

97.29 d__Bacteria;p__|
97.29 d__Bacteria;p__}

100 d__Bacteria;p__|

5P|

ia;p__|

51.09 d__Bacteria;p__}
13.57 d__Bacteri
30.01 d__Bacteria;p__|
88.37 d__Bacteria;p__}
88.37 d__Bacteria;)
98.83 d__Bacteria;p__|
100 d__Bacteri.
26.84 d__Bacteria;p__|
26.84 d__Bacteri.
17.7 d__Bacteria;p__}
98.81 d__Bacteria;p_|
98.81 d__Bacteria;)
7.45 d__Bacteria;p__|
26.54 d__Bacteria;)
22.85 d__Bacteria;p__|
93.93 d__Bacteria;p__}
98.82 d__Bacteria;p__|
55.97 d__Bacteria;p__|
18.11 d__Bacteria;|
95 d__Bacteria;p__|
8.3 d__Bacteria;,
100 d__Bacteria;p__|
100 d__Bacteri
10.76 d__Bacteria;p__}
12.88 d__Bacteria;p__|
9.68 d__Bacteria;p__|
97.16 d__Bacteria;p__|
100 d__Bacteria;p__|
p__Lt

9.66 d__Bacteria;p__|
39.74 d__Bacteria;p__|
39.74 d__Bacteria;)
20.03 d__Bacteria;p__}
95.83 d__Bacteria;)

;p__f

17.51 d__Bacteria;p_|

Pt

22.4 d__Bacteria;p__|

11.27 d__Bacteria;p__}

5P|

ia;p__|

30.09 d__Bacteria;p__}
8.87 d__Bacteri;
20.64 d__Bacteria;p__|
20.64 d__Bacteria;p__}
11.18 d__Bacteria;]
24.99 d__Bacteria;p__|
40.34 d__Bacteri
96.47 d__Bacteria;p_|
98.89 d__Bacteri;
66.33 d__Bacteria;p__}
66.33 d__Bacteri
66.33 d__Bacteria;|
66.33 d__Bacteria;p__}
3.66 d__Bacteria;)
58.14 d__Bacteria;p__|

{

__Firmicutes;c__Clostridia;o__|
__Firmicutes;c__Clostridia;o__O:

__Firmicutes;c__Clostridia;o_L i L

__Firmicutes;c__Clostridia;o_L i L

__Firmicutes;c__Clostridiajo_|

__Firmicutes;c__Clostridia;o__|

__Firmicutes;c__Clostridiajo_|

__Firmicutes;c__Clostridia;o__Cl

__Firmicutes;c__Bacilli;

Firmicutes;c__Negativicutes;o__\

Firmicutes;c__| ivicutes;o__Veil _Vei eae;g. FD422
__Firmicutes;c__N ivicutes;o__Veil il _A
Bactermdota c__| Bacterowd\a o__| Bacterondalesf Bacteroidaceae;; g Bacteroides

__Bac )__Bact i ;f__Bacteroidaceae;g__Phocaeicola

_Firmicutes;c__Clostridiajo__C CAG 7458 Alectryocaccomicrobium
Firmicutes;c__Clostridia;o__Oscillospirales;f__O: ;g CAG-110
__Firmicutes;c__Clostridia;o__Oscil i f__Oscil i e;g__Faecousia
Bacteroidota;c__Bacteroidia;o__| Bacleroldalesf Bacteroidaceae;| giBacleroldes
__Bacteroidota;c__Bacteroidia;o__Bac ;f__Bacteroi ;8__Phi
Firmicutes;c__Clostridia;o__O: f__Ruminococcaceae;g__Faecalibacterium

__Firmicutes;c__Clostridia;o__Oscillospi _Oscillospi _E
Firmicutes;c__Clostridia;o__Osci i i __Anaerotruncus

Firmicutes;c__Clostridia;o__Lac i L iraceae;g__Roseburia
Lachncsplraceae,g qu|01
iraceae;g__Lach ira
Rumlnococcaceae,giRuthembactenum
7Lachncsplraceae g__Roseburia
hi iraceae;g__Agathobacter
Firmicutes;c__Bacilli;o__Erysipelotrichales;f__Erysipelotrichaceae;g__Clostridium_AQ
Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Rikenellaceae;g__Alistipes
__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f R\kenellaceae,g Alistipes_A
Firmicutes;c__Clostridia;o__Oscil i f__ O i e;g. Intestlnlmonas
__Firmicutes;c__Clostridia;o__Oscillospi _Rumi _F
Firmicutes;c__Clostridia;o__O

Firmicutes;c__Clostridia;o__|

Firmicutes;c__Clostridia;o__|

__Bac idia;o__Bact ;f__Bacteroidaceae;g, Bacteroldes
Pr iajc_ iajo_Enter
Firmicutes;c__Clostridia;o__Oscillospi . Rumi _F
__Firmicutes;c__Clostridia;o__O: f__Ruminococcaceae;g__Anaerotruncus
Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__| Bacteroldaceae ;g__Bacteroides
__Firmicutes;c. closmdlao Oscil i __Rut i

-__Bac )__Bact i ik llaceae;g__Alistipes

__Bacteroidota;c__Bacteroidia;o__| Bacleroldalesf __Rikenellaceae;g__Alistipes_A
Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiaceae;g__Clostridium
Firmicutes;c__Clostridia;o__Lac i L iraceae;g__Anaerostipes
Firmicutes;c__Clostridia;o__Oscillospi Act aceae;g__UMGS856
Firmicutes;c__Clostridia;o__L i L iraceae;g__Anaerostipes
__Bac idia;o__Bact ;f__Bacteroidaceae;g__Bacteroides
Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Rikenellaceae;g__Alistipes
hi iraceae;g__Enterocloster

Firmicutes;c__Clostridia;o__Chri: __C

Enterobaclerlaceae,giEschenchla

Firmicutes;c__Clostridia;o__| __Lachnospiraceae;g__Clostridium_AP
_Lachi iraceae;g__ L idium_B
Firmicutes;c__Clostridia;o__Chri NSJ-53;5__NSJ-53
__Lachnospiraceae;g__Roseburia
Firmicutes;c__Clostridia;o__Lachnospirales;f__Lachnospiraceae;g__Agathobacter

_Firmicutes;c__Clostridia;o__Lac irales;f__L iraceaeig._| butyricum
Firmicutes;c__Clostridia;o__Chri CAG 74;g_ SFTHO1
__Firmicutes;c__Clostridia;o__Oscil i | __Phocea
i Bac idi Bac T id

Firmicutes;c__Clostridia;o_ _lachnospiraceae;g__Hungatella

Lach iraceae;g__Lacrimispora

Firmicutes;c__Clostridia;o__Oscil i f__Acutali eae;g. i cus_E
__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f. R\kenellaceae,g Alistipes
Firmicutes;c__Clostridia;o__Osci i O - i
__Firmicutes;c__Clostridia;o__Lac i L iraceae;g, i ibacter
__Firmicutes;c__Clostridia;o__Oscillospi _Rumi _F i
Firmicutes;c__Clostridia;o__Osci i | i __Anaerotruncus
__Firmicutes;c__Clostridia;o__Oscil i f__Acutali eae;g__UBA1691
Firmicutes;c__Clostridia;o__Oscillospi _Acutali aceae;g__ Fimivicinus
__Firmicutes;c__Clostridia;o__Oscillospirales;f__Acutalibacteraceae;g__Rumi us_E

Firmicutes;c__Clostridia;o__O: f__Butyricicoccaceae;g__Agathobaculum
_QANDOL;g__UMGS1975
Firmicutes;c__Clostridia;o__Chri _CAG-74;g__Limipl
Firmicutes;c__Clostridia;o__Chri f__CAG-74;g__Firm-11
__Erysipelotrichales;f__Erysipelotrichaceae;g__Holdemania
hi iraceae;g__Fri
iraceae;g__Faecalimonas

Firmicutes;c__Clostridia;o__L i L

__Firmicutes;c__Clostridia;o__Lac i L

Firmicutes;c_Bacillizo__L i str
__Actinobacteriota;c_ Actmomycetlao Actinomycetales;f__| Blfldobactenaceae,g_B\ﬂdobactenum
Firmicutes;c__Bacilli;o__L ;f__Lactobaci 5 Lactobaclllus
Firmicutes;c__Bacil i L i L
__Firmicutes;c__| __Lactobacill __Ligilactobacill
Firmicutes;c__Baci f__Lactobacil ;8__Limosilactobacillus
__Firmicutes;c Closlrldlao Oscil i __O _ | i
Firmicutes;c__Clostridia;o__L _lachnospiraceae;g_ Blautia_A

100
98.1
98.1

100
95.9
91.4
94.7
90.8
9
926
98.4
90.7
1
95.3
1
975
95.3
97.6
4
95.4

100
95.9
91.2

©

©

©

©

©
N

93.6
100
100

95.6

94.2
1

Q

© o
@3

100

©
)

91.7
90.9
93.9
96.4
99.9
95.6
95.2
90.4
91.4

© ©
=

92.1

©
2

90.7
90.3
90.7
91.6
95.9
91.4
98.5
95.6
90.4
91.6
99.3
923
95.6
94.5
95.6
91.1
90.3
93.9
91.5
90.3
93.8
91.4

1

© o
@ 3

1
99.6
99.6
99.6
91.2
93.8

Q
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CRISPR;98.80 RaFAH;98.60 blast;93.70 iPHoP-RF;78.30
RaFAH;98.60

RaFAH;98.60

RaFAH;99.60 iPHOP-RF;97.10 blast;96.30
iPHOP-RF;97.10

blast;93.70

blast;96.30 iPHoP-RF;67.00

blast;93.20 iPHoP-RF;64.50

iPHOP-RF;96.40 blast;92.90 RaFAH;89.10
iPHOP-RF;94.70 blast;89.10

blast;95.50 RaFAH;86.90 CRISPR;78.90 iPHoP-RF;76.80
blast;93.10 iPHoP-RF;70.90

blast;93.40 iPHoP-RF;57.30

blast;96.70 iPHOP-RF;96.40 CRISPR;84.10
iPHoP-RF;93.40 blast;89.80

CRISPR;98.20 blast;93.50 iPHoP-RF;88.90

blast;96.70 iPHOP-RF;87.60 CRISPR;68.40
CRISPR;98.30 blast;95.70 iPHoP-RF;93.10
CRISPR;95.80 iPHOP-RF;73.90

blast;96.80 iPHOP-RF;71.10 CRISPR;66.50
RaFAH;97.10 blast;96.90 iPHoP-RF;96.10

RaFAH;97.10

blast;93.60 iPHOP-RF;53.30

CRISPR;97.90 blast;96.90 iPHoP-RF;90.80

blast;95.50 iPHoP-RF;82.20

RaFAH;99.60 blast;92.90 iPHoP-RF;92.80

RaFAH;99.70 blast;96.90 iPHoP-RF;91.40 CRISPR;72.80
blast;96.90 iPHoP-RF;81.60

blast;95.90 iPHoP-RF;70.40

RaFAH;97.50 blast;96.90 iPHoP-RF;96.40

blast;96.50 iPHoP-RF;85.40

RaFAH;97.80 blast;97.50 iPHoP-RF;76.10

RaFAH;97.80 blast;81.20

blast;94.00 iPHoP-RF;67.30

blast;93.30 CRISPR;68.40 iPHOP-RF;67.50

blast;95.70 iPHoP-RF;76.80

blast;95.60 CRISPR;90.90 iPHOP-RF;88.90 RaFAH;72.10
RaFAH;99.80

blast;96.90 iPHoP-RF;94.10

blast;96.60 iPHOP-RF;76.10 CRISPR;54.30

blast;92.90 iPHoP-RF;86.30

iPHOP-RF;93.70

iPHOP-RF;93.40 blast;92.10

blast;95.80 iPHOP-RF;60.10

blast;94.30 iPHoP-RF;91.80

iPHOP-RF;93.40 blast;91.60 CRISPR;61.60

blast;93.10 iPHoP-RF;65.30

blast;92.80 iPHoP-RF;68.20

blast;93.10 iPHoP-RF;78.00

blast;93.90 iPHOP-RF;61.70

iPHOP-RF;97.10 CRISPR;88.40

iPHOP-RF;93.70

CRISPR;98.90 blast;96.50 iPHOP-RF;89.50

blast;96.90 iPHoP-RF;96.70

blast;92.90 iPHoP-RF;59.20

blast;93.90 iPHoP-RF;86.30 CRISPR;58.00

blast;97.10 RaFAH;90.30 iPHoP-RF;87.30 CRISPR;71.60
blast;94.50 CRISPR;93.00 iPHOP-RF;81.90

blast;96.90 iPHOP-RF;90.10 CRISPR;85.90

blast;96.10 iPHoP-RF;85.40

blast;96.90 iPHoP-RF;92.80

blast;93.50 iPHoP-RF;70.60

blast;92.80 iPHoP-RF;62.70

blast;95.70 iPHoP-RF;68.40

blast;93.80 iPHoP-RF;73.00

blast;92.80 CRISPR;73.80 iPHoP-RF;66.50

blast;95.60 iPHoP-RF;76.60

blast;93.70 iPHOP-RF;91.10 CRISPR;78.90
RaFAH;99.70 blast;92.80 iPHoP-RF;91.10 CRISPR;52.30
CRISPR;97.70 iPHOP-RF;96.70 blast;95.40 RaFAH;82.40
RaFAH;99.60 iPHOP-RF;96.70 blast;95.40 CRISPR;68.80
RaFAH;99.60

RaFAH;99.60

RaFAH;99.60

blast;93.60 iPHoP-RF;56.20

blast;93.80 iPHoP-RF;81.90 RaFAH;64.30



S5_vs_69980
S5_vs_72532
S5_vs_74199
S5_vs_76500
S5_vs_77593
S5_vs_79992
S5_vs_79992
S5_vs_80496
S5_vs_80498
S5_vs_8125
S5_vs_84574
S5_vs_84946
S5_vs_84946
S5_vs_850
S5_vs_850
S5_vs_85065
S5_vs_86562
S5_vs_89540
S5_vs_93839
S5_vs_93839
S5_vs_95307
S5_vs_9747
S5_vs_97574
S5_vs_97574
S6_vf_25710
S6_vf_56486
S6_vs_1146
S6_vs_12945
S6_vs_12945
S6_vs_12945
S6_vs_12945
$6_vs_15390
S6_vs_15813
S6_vs_29152
S6_vs_32886
S6_vs_33711
S6_vs_34453
S6_vs_38250
S6_vs_39025
S6_vs_39065
S6_vs_44070
S6_vs_46039
S6_vs_46091
S6_vs_53966
S6_vs_54606
S6_vs_54606
S6_vs_56485
S6_vs_56490
S6_vs_56491
S6_vs_56492
S6_vs_56496
S6_vs_56498
S6_vs_9784
S6_vs_9784
S7_vf_114476
S7_vf_117697
S7_vf_117697
S7_vf_134023
S7_vf_13614
S7_vf_138019
S7_vf_138069
S7_vf_27309
S7_vf_28429
S7_vf_29941
S7_vf_37279
S7_vf_37279
S7_vf_37293
S7_vf_37293
S7_vf_38697
S7_vf_39724
S7_vf_49007
S7_vf_49485
S7_vf_5801
S7_vf_5801
S7_vf_5843
S7_vf_60968

76.63 d__Bacteria;) p_an:rma ;c__Clostridia;o__Oscil i o]

82.39 d__Bacteria;p__} __Bac idia;o__Bact i ;f__Bacteroidaceae;g__Bacteroides
13.11 d__Bacteria;p__Firmicutes;c__Clostridia;o__Osci i ;f__Oscil i ;8__CAG-83

80.28 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f. R\kenellaceae,g Alistipes
41.43 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i F__O; i e;g__CAG-103

__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Rikenellaceae;g__Alistipes
99.98 d__Bacteri. ,p_Bactermdota c__| Bacterowd\a o__| Bacterondalesf __Rikenellaceae;g__Alistipes_A
| | )__| ;f__Bacteroidaceae;g__Bacteroides
ia;p__Firmicutes;c__Clostridia;o__| 7Lachncsplraceae'g Muricomes
__Firmicutes;c__Clostridia;o__L i _Lach
8.38 d__Bacteria;p__Firmicutes;c__Clostridia;o__O:
94.46 d__Bacteria;p__Firmicutes;c__Clostridia;o__|
94.46 d__Bacteria;p__Firmicutes;c__Clostridia;o__L _Lachi iraceae;g__Dorea
18.78 d__Bacteria;p__Firmicutes;c__Clostridia;o__UBA1212;f__UBA1255;g__Egerieisoma
18.78 d__Bacteria;p__Firmicutes;c__Clostridia;o__| UBAlZlZf UBA1255;; g7UM651537

Bac Bact

_Lachnospiraceaeig_Dorea_A

iraceae;g__Eubacterium_G
f__Butyricicoccaceae;g__Agathobaculum

67.47 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil . Rut

44.1 d__Bacteria;p__Verrucomicrobiota;c Verrucomlcroblaeo Verrucomlcroblalesf Akkermanslac

eae;g__Akkermansia

26.84 d__Bacteria;p__Firmicutes;c__Bacilli;o__L L _ Li

98.83 d__Bacteria;p__Bacteroidota;c__| Bacterowd\a o__| Bacterondalesf __Rikenellaceae;g__Alistipes
98.83 d__Bacteria;p__} i __Bac )__Bact ;f__Rik llaceae;g__Alistipes_A
57.8 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lachnospirales;f__Lachnospiraceae;g__Blautia

6.96 d__Bacteria;| _Proteobacteria;c_AIphaproteobacteria;o_RF32;f_MG 239;g__CAG-267

99.69 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac i L iraceae;g__Blautia_A
99.69 d__Bacteria;p__Firmicutes;c__Clostridia;o__| __Lachnospiraceae;g__Blautia

89.8 d Bac(eria~p_\/errucomicrobiota C. Verrucomlcroblae 0__Verrucomicrobiales;f__Akkermansiact

eae;g__Akkermansia

65.79 d__Bacteri __Bac )__Bact 3 Bacter idaceae;g. Bacteroldes
50.09 d_ Bacteria;p_Firmicutes;c__ Clostridiajo__Oscillospi | _F

99.74 d__Bacteria;p__Firmicutes;c__Clostridia;o__L i _Lachi 'aceae-g Roseburia
99.74 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac i L iraceae;g__Agathobacter
99.74 d__Bacteria;p__Firmicutes;c__Clostridia;o__L __Lachnospiraceae;g__RUG115

99.74 d__Bacteria;p__Firmicutes;c__Clostridia;o__L i _Lachi iraceae;g_ CAG-81

33.39 d__Bacteria;p__} i -__Bac idia;o__Bac i T | id
90.87 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i [o]

23.31 d__Bacteria;p__Firmicutes;c__Clostridia;o__| Lachi iraceae;g__/ Acetatlfacmr

6.93 d__Bacteria;p__| __Bac idia;o__Bact i ;f__Rik llaceae;g__Alistipes_A
86.98 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i __| i __R i
77 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i i _F lib

15.25 d__Bacteria;p__Firmicutes;c__Clostridia;o__O: f__Ruminococcaceae;g__UBA3818
ia;p__Firmicutes;c__Clostridia;o_| - Lachnospiraceae;g__Enterocloster
__Proteobacteria;c__Alphaproteobacteria;o__RF32;f__CAG-239;g__CAG-267

14.4 d__Bacteria;p__| ia;c__Alphapi iajo_RF32;f__CAG-239;g_ 51-20

24.66 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__| Bacleroldalesf Bacteroldaceae ;g__Bacteroides

25.96 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil ivibacillu:

51.17 d__Bacteria;p__Firmicutes;c__Clostridia;o__O: Rumlnococcaceae,giFaecallbactenum

99.52 d__Bacteria;p__Firmicutes;c__Clostridia;o__L 7Lachncsplraceae,giBlautla
ia;p__Firmicutes;c__Clostridia;o__L i _Lachnospiraceae;g_ R B

__Firmicutes;c__Bacilli;o__E Eryslpelotrlchalesf Erysipelotrichaceae;g__Holdemania

26.23 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil F__Acutali dm,5,57u|\/|(551o71
__Firmicutes;c__Clostridia;o__L i _Lachi iraceae;g. i
__Firmicutes;c__Clostridia;o__Oscil i f__Butyricicoccaceae;g__Agathobaculum

;p_Firmicutes;c__Clostridia;o_|

__Firmicute: -r_clostridia;o_l _Lachi iraceae;g__Muricomes
91.55 d__Bacteria;p__} i -__Bac __Bact i ;f__Bacteroi pap-viBacteroides
__Bacteroidota;c__Bacteroidia;o__Bac i ;f__Bacteroi ;8__PF

27.19 d__Bacteria;p__Firmicutes;c. closmdla,o_l

iraceae;g__Anaerobutyrict
-__Bac )__Bact ik llaceae;g__Alistipes
Bacteroldota,c Bacteroidia;o__| Bacleroldalesf Bacteroidaceae;g__Bacteroides
12.46 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Rikenellaceae;g__Alistipes_A
39.23 d__Bacteria;p__Firmicutes;c__Clostridia;o__O.
8.23 d__Bacteria;p__Firmicutes;c__Clostridia;o__Osci i ;f__Oscil i ;8L

__Lachnospiraceae;g__Marvinbryantia

um

f__Ruminococcaceae;g__Ruminococcus_D

78.93 d__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Str St

18.88 d__Bacteria;p__| i __Bac idia;o__Bact i ;f__Bacteroidaceae;g__Bacteroides
86.01 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Tannerellaceae;g__Parabacteroides
79.47 d__Bacteria;p__Firmicutes;c__Bacilli;o__L bacillales;f__Str L

64.97 d__Bacteria;p__} __Bac idia;o__Bact i ;f__Bacteroidaceae;g__Bacteroides
64.97 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroi ;f__Bacteroi 18__PF i

98.54 d__Bacteri. ,p_Firmirma ;c__Bacilli;o__L bacillales;f__Str . Str

98.54 d__Bacteri __Bac idia;o__Bact i ;f__Bacteroidaceae;g__Prevotella
61.28 d_ Bacteriap_Firmicutes;c__Bacillizo_| Eryslpelotnchalesf Erysi idi 8 M

99.39 d__Bacteri. lib

__Firmicutes;c__Clostridia;o__Osci __Rumi _F
85 d__Bacteria;p__Firmicutes;c__Bacilli;o__L i caceae;g__Streptococcus
64.81 d__Bacteria;p__Firmicutes;c__Clostridia;o__| __Lachnospiraceae;g__Anaerostipes
93.48 d__Bacteria;p__Bacteroidota;c__| Bacterowd\a 0o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides
93.48 d__Bacteria;p__} i Bac )__Bact i ;f__Bacteroidaceae;g__Phocaeicola

19.99 d__Bacteria;p__Actinobacteriota;c__Actinomycetia;o__Actinomycetales;f__Bifi iaceae;g_|

71.38 d__Bacteria;p__Firmicutes;c__Clostridia;o__L _Lachi iraceae;g_ R

ium

95.3 blast;96.70 iPHoP-RF;96.40 CRISPR;95.20
99.4 blast;96.90 iPHoP-RF;96.70 RaFAH;92.20
90.4 blast;92.90 iPHoP-RF;92.10

99 blast;96.90 iPHoP-RF;94.40 RaFAH;87.40

90.6 blast;93.00 iPHoP-RF;71.70

100 RaFAH;98.20 blast;97.10 iPHoP-RF;96.70

97.5 RaFAH;98.20

99.7 blast;96.90 iPHoP-RF;96.10 RaFAH;95.90
93.2 blast;95.20 iPHoP-RF;90.50

90.6 blast;93.00 iPHoP-RF;53.30

91.6 blast;93.90 iPHoP-RF;81.10

90.2 blast;92.70 iPHoP-RF;83.60

90.1 blast;92.60 iPHoP-RF;75.20

92.7 blast;94.80 iPHoP-RF;85.10

92.7 blast;94.80 CRISPR;80.00 iPHoP-RF;78.30
95.3 blast;96.70

1

Q
5}

RaFAH;99.10 CRISPR;98.80 blast;96.90 iPHoP-RF;89.20

94.2 blast;93.40 iPHoP-RF;81.90 RaFAH;68.80

100 RaFAH;98.90 iPHoP-RF;96.70 blast;95.50

98.5 RaFAH;98.90

©

2 blast;91.60 iPHoP-RF;73.20 RaFAH;65.20
3 blast;95.00 iPHoP-RF;69.80
100 RaFAH;99.30 CRISPR;95.90 blast;93.60 iPHoP-RF;92.10

©

99.1 RaFAH;99.30

99.7 CRISPR;97.30 RaFAH;94.60 blast;93.60 iPHoP-RF;72.60
99.6 iPHOP-RF;96.10 RaFAH;94.70

98.4 blast;96.90 iPHoP-RF;86.00 RaFAH;81.40

99.3 RaFAH;94.70 blast;88.50 iPHoP-RF;74.80

97.9 RaFAH;94.70 blast;86.00

96.4 RaFAH;94.70 blast;76.10

90.9 blast;93.30

90.8 blast;93.20 iPHoP-RF;92.10

99.3 blast;98.10 RaFAH;85.50 iPHoP-RF;85.10 CRISPR;56.80
91.2 blast;93.60

94.2 blast;95.90 iPHoP-RF;66.30

©
S

blast;95.80 iPHoP-RF;85.40 CRISPR;69.40

93.6 blast;95.50 iPHoP-RF;64.30
94.3 blast;96.00 iPHoP-RF;76.10
91.6 blast;93.90

94.6 blast;96.20 iPHoP-RF;75.20
94.7 blast;96.30 iPHoP-RF;72.60

©
o

CRISPR;93.00 blast;89.60 iPHoP-RF;82.50 RaFAH;64.10

96.6 blast;97.60 iPHoP-RF;83.30 CRISPR;69.80
98.7 blast;96.30 iPHoP-RF;90.50 RaFAH;86.50

©
N

RaFAH;91.10 blast;88.40

91.2 blast;93.60 iPHoP-RF;61.70
94.7 CRISPR;96.30 blast;94.30 iPHoP-RF;79.80
95.9 blast;97.10 iPHoP-RF;83.90 CRISPR;68.20
97.5 blast;98.20 iPHoP-RF;75.20
98.2 blast;98.70 iPHoP-RF;66.80
91.2 blast;93.60 iPHoP-RF;65.10

©
2

blast;93.40 iPHoP-RF;69.80

100 RaFAH;97.10 iPHoP-RF;96.70 blast;93.90

Q
5}

94.9 iPHoP-RF;96.40

94.3 blast;96.00 iPHoP-RF;74.30

96.9 CRISPR;97.80 iPHOP-RF;97.10 blast;96.80
92.6 RaFAH;94.70

©

5 blast;96.50 iPHoP-RF;54.40

95.4 blast;96.80 iPHoP-RF;95.40 CRISPR;50.20
91.1 blast;93.50 iPHoP-RF;50.40

99.6 RaFAH;99.40 iPHoP-RF;67.30

96.3 CRISPR;97.40 iPHOP-RF;93.70

100 CRISPR;99.00 RaFAH;98.30 iPHoP-RF;94.10 blast;93.90

99.4 blast;97.20 RaFAH;91.90 iPHoP-RF;73.90
99.7 CRISPR;98.80 iPHOP-RF;97.10 blast;90.80 RaFAH;87.70
98.2 CRISPR;98.70 iPHoP-RF;95.10 blast;91.00

100 RaFAH;99.60 CRISPR;99.00 iPHOP-RF;54.10

90.1 blast;92.60
94.2 blast;95.90 iPHoP-RF;74.30
99.4 RaFAH;99.50

100 CRISPR;98.70 RaFAH;97.80 iPHoP-RF;68.00

98.5 CRISPR;98.90 iPHOP-RF;56.20

100 RaFAH;96.60 iPHOP-RF;96.40 blast;91.00
95 blast;96.50 iPHoP-RF;95.70 CRISPR;71.30

96.3 blast;97.40 CRISPR;97.30 iPHoP-RF;93.40
97.8 blast;98.40 iPHoP-RF;81.40 CRISPR;66.90



S7_vf_63894
S7_vf_67910
S7_vf_68239
S7_vf_68546
S7_vf_68546
S7_vf_71527
S7_vf_72493
S7_vf_76463
S7_vf_8332
S7_vf_84974
S7_vf_89197
$7_vs_101751
S7_vs_101751
$7_vs_103530
S7_vs_11081
S7_vs_111831
S7_vs_118295
S7_vs_118295
S7_vs_119679
S7_vs_119679
S7_vs_129271
S7_vs_129271
S7_vs_129858
S7_vs_13041
S7_vs_13370
S7_vs_134391
S7_vs_134784
S7_vs_135322
S7_vs_135679
S7_vs_135679
S7_vs_135828
S7_vs_137611
S7_vs_137915
S7_vs_13799
S7_vs_137998
S7_vs_138109
S7_vs_138116
S7_vs_138173
S7_vs_138173
S7_vs_16344
S7_vs_21521
S7_vs_2599
S7_vs_26757
S7_vs_28150
S7_vs_28733
S7_vs_29595
S7_vs_30640
S7_vs_30665
S7_vs_38113
S7_vs_38834
S7_vs_38834
S7_vs_41098
S7_vs_42563
S7_vs_47050
S7_vs_47050
S7_vs_48523
S7_vs_48708
S7_vs_49426
S7_vs_4956
S7_vs_50194
S7_vs_50194
S7_vs_51332
S7_vs_5236
S7_vs_54322
S7_vs_55031
S7_vs_55526
S7_vs_557
S7_vs_557
S7_vs_60775
S7_vs_65719
S7_vs_69630
S7_vs_72737
S7_vs_73280
S7_vs_78507
S7_vs_83100
S7_vs_83474

77.84 d__Bacteria;p__Firmicutes;c__Bacilli;o__L

11.86 d__Bacteria;p__Actinobacteriota;c__Coriobacteriia;o__Coriobacteriales;f__Eggerthellaceae;g__Eggerthella

31.22 d__Bacteria;p__Firmicutes;c__Baci L

f__Str L

29.45 d__Bacteria;p__Firmicutes;c__Clostridia;o__L

Lachnospiraceae;g__F

__Firmicutes;c__Clostridia;o__Lac

L iraceae;g__Bariatricus

13.24 d__Bacteria;p__Firmicutes;c__Clostridia;o__|

ia;p_Firmicutes;c__Clostridia;o__O:

__Firmicutes;c__Clostridia;o__O F__| _R _D
L _Anaeroti :6__UMGS1670
;p__Firmicutes;c__Clostridia;o__O: f__Oscil i e;g__CAG-103
X Rumi D

__Firmicutes;c__Clostridia;o__O

3

89.48 d__Bacteria;p__Firmicutes;c__Bacilli;o__L

caceae;g__Lactococcus

99.91 d__Bacteria;p__Firmicutes;c__Clostridia;o__|
99.91 d__Bacteria;p__Firmicutes;c__Clostridia;o__L

__Lachnospiraceae;g__Blautia_A
_Lachi iraceae;g__Blautia

35.56 d__Bacteria;p__Firmicutes;c__Clostridia;o__O:

f__Butyricicoccaceae;g__Agathobaculum

95.36 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides

38.83 d__Bacteria;p__Firmicutes;c__Clostridia;o__O:

43.98 d__Bacteria;p__Firmicutes;c__Clostridia;o__O:

Oscil i e;g__Intestinimonas

43.98 d__Bacteria;p__Firmicutes;c__Clostridia;o__O.

o}

99.98 d__Bacteri.

__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Rikenellaceae;g__Alistipes

99.98 d__Bacteria;p_| i Bacf

Sf eae;g__Alistipes_A

12.57 d__Bacteria;p__Firmicutes;c__Clostridia;o__O:

12.57 d__Bacteria;p__Firmicutes;c__Clostridia;o__O.

_Acutali aceae;g_ UBA1691
Acutalibacteraceae;g__Fimivicinus

10.46 d__Bacteria;p__Firmicutes;c__Clostridia;o__Cl

17.74 d__Bacteria;p__Firmicutes;c__Bacilli;o__Erysipelotrichales;f__Erysi Er

__CAG-74;g__Firm-11

8.9 d__Bacteria;p__Firmicutes;c__Clostridia;o__O:

[3

17.86 d__Bacteria;p__Firmicutes;c__Clostridia;o__O:

77.29 d__Bacteria;p__Firmicutes;c__Negativicutes;o_

__UMGS1783;g__UMGS1783
Dial ;g_Dialister

[3

34.72 d__Bacteria;p__Firmicutes;c__Clostridia;o__O:
23.81 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac

L iraceae;g__Blautia_A

23.81 d__Bacteria;p__Firmicutes;c__Clostridia;o__|

__Lachnospiraceae;g__Blautia

3.2 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides

29.3 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac

L iraceae;g__/ butyricum

55.05 d__Bacteri

__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Tannerellaceae;g__Parabacteroides

38.3 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lachnospirales;f__Lachnospiraceae;g__Dorea_A

42.1 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac
31.21 d__Bacteria;p__Firmicutes;c__Clostridia;o__|

L iraceae;g__Blautia_A

__Lachnospiraceae;g__Anaerobutyricum

5.66 d__Bacteria;p__Firmicutes;c__Clostridia;o__L

Lach iraceae;g__|

100 d__Bacteria;p__| Bac

__Firmicutes;c__Clostridia;o__O

B eae;g__Alistipes

ia;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Rikenellaceae;g__Alistipes_A

F_Acutalib aceae;g__Rumil us_E

35.28 d__Bacteria;p__Firmicutes;c__Clostridia;o__O.

f__Ruminococcaceae;g__Ruminiclostridium_E

89.5 d__Bacteri

p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides

d__Bacteria;p__Firmicutes;c__Clostridia;o__O.

[3

Osci i e;g_ Dy bacter

12.25 d__Bacteria;p__Firmicutes;c__Clostridia;o__O:

56.54 d__Bacteria;p__Firmicutes;c__Clostridia;o__O:

__Firmicutes;c__Clostridia;o__Lac

Acutali aceae;g__Hy i idium

ia;p__Verrucomicrobiota;c__Verrucomicrobiae;o__Verrucomicrobiales;f__Akkermansiaceae;g__Akkermansia

L iraceae;g__Eubacterium_G

8.94 d__Bacteria;p__Firmicutes;c__Clostridia;o__Cl

_CAG-74;g__UBA11524

__Firmicutes;c__Clostridia;o__O:
;p__Firmicutes;c__Clostridia;o__Lac

Acutalibacteraceae;g__Hydrogeniiclostridium
L iraceae;g_ RUG115

ia;p_Firmicutes;c__Clostridia;o_|

__Lachnospiraceae;g__Roseburia

93.91 d__Bacteria;p__Firmicutes;c__Clostridia;o__O.

;p__Firmicutes;c__Clostridia;o__L _Lachi iraceae;g__|
f__Ruminococcaceae;g__Gemmiger
__Firmicutes;c__Clostridia;o__O: __Acutali aceae;g_ CAG-180

16.97 d__Bacteria;p__Firmicutes;c__Clostridia;o__O.

Acutalib: aceae;g__Fi

fajc_

__Firmicutes;c__Clostridia;o__|

ia;o__Burkholderiales;f__Burkholderiaceae;g__Sutterella

__Lachnospiraceae;g__Blautia_A

18.87 d__Bacteria;p__Firmicutes;c__Clostridia;o__L
54.17 d__Bacteria;p__Firmicutes;c__Clostridia;o__O.

Lachi iraceae;g__Agathobacter
Oscillospi eg

18.68 d__Bacteri:
18.68 d__Bacteri

;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Rikenellaceae;g__Alistipes_A
__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Rikenellaceae;g__Alistipes

13.21 d__Bacteria;p__| Bac

C aceae;g__Coprobacter

93.85 d__Bacteria;p__Firmicutes;c__Clostridia;o__Osci

Osci i ;8__CAG-103

65.6 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Rikenellaceae;g__Alistipes

23.56 d__Bacteria;p__} Bac

T id

22.37 d__Bacteria;p__Actinobacteriota;c__Coriobacteriia;o__Coriobacteriales;f__Coriobacteriaceae;g__Collinsella

66.78 d__Bacteri.

;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides

66.78 d__Bacteria;p__} __Bac
62.59 d__Bacteria;p__Firmicutes;c__Clostridia;o__L

;f__Bacteroidaceae;g__Phocaeicola
__Lachnospiraceae;g__Eubacterium_F

47.93 d__Bacteri
35.61 d__Bacteria;p__Firmicutes;c__Clostridia;o__O.

3.91 d__Bacteri

__Firmicutes;c__Clostridia;o__L _Lachi iraceae;g__Enterocloster
f__Oscil i e;g__Intestinimonas
p__Firmicutes;c__Clostridia;o__O: Acutali aceae;g_ Rumi is_E

86.44 d__Bacteria;p__Actinobacteriota;c__Actinomycetia;o__Actinomycetales;f__Bifidobacteriaceae;g__Bifidobacterium

36.34 d__Bacteria;p__Firmicutes;c__Clostridia;o__O.

Oscil i e;g__Intestinimonas

97.77 d__Bacteria;p__Firmicutes;c__Clostridia;o__O:

31.73 d__Bacteria;p__Firmicutes;c__Clostridia;o__O:

96.2
94.5
93.1
94.5

©
B

93.1
92.5
95.3
98.5
99.9
96.6
99.7
94.5
94.2

=
1<)
S

97.2
91.7
91.4

1
98.1
98.5
93.9
91.4
94.5

5]
S

©
N

94.9
97.3
99.7
99.6
91.7

© ©
@ ®

98.1

©
@

93.4

©
2

91.5

100
97.9
98.8

©
S

1
94.6
94.2
95.2
99.4
94.3
93.8
91.7
91.5
90.1
95.4
96.3
98.7
97.5
91.6
90.9
91.5
91.6
96.9
96.6
94.5
93.5
98.7
98.1
98.7
99.3
94.9
91.6
95.7
94.7
97.9
99.1
90.8
97.8
93.9

1<)
S

iPHoP-RF;93.70 RaFAH;78.60

blast;96.10

RaFAH;95.10

CRISPR;96.10 iPHOP-RF;76.10
CRISPR;95.80 iPHOP-RF;84.80
iPHoP-RF;95.10 blast;94.30 CRISPR;92.20
blast;94.60 iPHoP-RF;65.10
CRISPR;96.70

CRISPR;98.90 blast;96.20 iPHoP-RF;94.70
RaFAH;98.40 blast;92.10 iPHoP-RF;63.30 CRISPR;56.10
RaFAH;95.80 iPHoP-RF;71.50
RaFAH;94.40 blast;93.60 iPHoP-RF;76.80
RaFAH;94.40 iPHoP-RF;64.80

blast;95.90 iPHoP-RF;60.30

RaFAH;98.70 iPHoP-RF;94.70 blast;91.00
blast;98.00 iPHoP-RF;88.90 CRISPR;82.40
blast;94.00 iPHoP-RF;75.40

blast;93.70 iPHoP-RF;80.80

blast;98.70 RaFAH;98.60 iPHoP-RF;97.10
RaFAH;98.60

CRISPR;98.90 blast;97.30 iPHoP-RF;82.80
blast;95.70 iPHoP-RF;80.30

blast;93.70 iPHoP-RF;85.40 CRISPR;50.00
blast;96.10 iPHoP-RF;74.60 CRISPR;54.40
blast;97.90 iPHoP-RF;90.10 CRISPR;77.30
blast;96.40 iPHoP-RF;84.80 CRISPR;79.10
CRISPR;97.40 blast;96.60 iPHoP-RF;92.80 RaFAH;63.90
CRISPR;98.30 blast;91.90 RaFAH;90.70 iPHoP-RF;90.50
blast;96.50 RaFAH;94.00 iPHoP-RF;90.10
RaFAH;94.00

blast;95.00 iPHoP-RF;86.00

blast;96.50 iPHoP-RF;87.60
CRISPR;98.30 blast;90.90 iPHoP-RF;85.40 RaFAH;59.50
blast;95.00 iPHoP-RF;94.70 CRISPR;72.50
blast;95.30 iPHoP-RF;78.00

blast;93.40 iPHoP-RF;75.90

blast;93.80 iPHoP-RF;89.50

RaFAH;98.50 blast;94.70 iPHoP-RF;74.10
RaFAH;98.50

CRISPR;99.10 blast;96.90 iPHoP-RF;95.70
blast;92.50 iPHoP-RF;74.80

RaFAH;99.30 iPHoP-RF;94.40 blast;93.90
blast;96.20 iPHoP-RF;85.10

blast;95.90 iPHoP-RF;74.10

blast;96.60 iPHoP-RF;62.20
CRISPR;99.50 iPHOP-RF;57.30
blast;96.00 iPHoP-RF;75.20
CRISPR;95.60 blast;92.80 iPHoP-RF;92.40
blast;94.00 iPHoP-RF;64.50

blast;93.80

blast;92.60 iPHoP-RF;69.50

blast;96.80

blast;96.80 iPHoP-RF;75.40 RaFAH;59.00
CRISPR;99.00 blast;96.60 iPHoP-RF;92.40
blast;98.20 iPHoP-RF;92.10

blast;93.90

blast;93.30 iPHoP-RF;69.50

blast;93.80 iPHoP-RF;71.30

blast;93.90 iPHoP-RF;83.30

blast;90.90 RaFAH;87.90 iPHoP-RF;85.70
blast;89.90 RaFAH;87.90

blast;96.10 iPHoP-RF;53.30
CRISPR;95.40

blast;96.80 CRISPR;95.60 iPHoP-RF;87.30 RaFAH;84.00
blast;98.60 CRISPR;97.70 iPHoP-RF;89.20
CRISPR;99.00 blast;93.80 iPHoP-RF;84.50
iPHOP-RF;97.10 blast;93.70 RaFAH;89.50
iPHOP-RF;96.40 blast;82.80

blast;93.90

CRISPR;97.00 blast;94.90 iPHoP-RF;88.90
blast;96.30 iPHoP-RF;65.10

blast;98.50 iPHoP-RF;96.40
CRISPR;99.30 iPHOP-RF;97.10 blast;96.90
blast;93.20 iPHoP-RF;70.90

blast;98.40 iPHoP-RF;85.10 CRISPR;74.00
blast;95.70 iPHoP-RF;90.80



S7_vs_86377
S7_vs_86377
S7_vs_87279
S7_vs_87439
S7_vs_944
S7_vs_94738
S7_vs_97737
$8_vf_101283
S8_vf_102508
s8_vf_111790
S8_vf_117796
S8_vf_117796
S8_vf_122206
S8_vf_129423
S8_vf_131009
S8_vf_132697
S8_vf_132697
S8_vf_132697
S8_vf_132697
S8_vf_134943
S8_vf_13709
S8_vf_13758
S8_vf_142700
S8_vf_151384
S8_vf_153696
S8_vf_158225
S8_vf_161703
S8_vf_16172
S8_vf_16172
S8_vf_166403
S8_vf_166677
S8_vf_170878
S8_vf_183045
S8_vf_187742
S8_vf_187742
S8_vf_195032
S8_vf_195032
$8_vf_197061
S8_vf_201695
S8_vf_208110
S8_vf_208111
S8_vf_208115
S8_vf_208119
S8_vf_208120
S8_vf_208120
S8_vf_208126
S8_vf_208146
S8_vf_28956
S8_vf_28956
S8_vf_45776
S8_vf_55476
S8_vf_65522
S8_vf_7243
S8_vf_79769
S8_vf_93976
$8_vs_102608
S8_vs_115958
S8_vs_125717
S8_vs_126582
S8_vs_134805
S8_vs_145173
$8_vs_147670
S8_vs_147697
S8_vs_148389
$8_vs_173961
S8_vs_173961
S8_vs_173961
$8_vs_176604
S8_vs_176604
S8_vs_179208
$8_vs_179208
S8_vs_179529
S8_vs_182288
S8_vs_206526
S8_vs_206526
S8_vs_206526

91.04 d__Bacteria;)
91.04 d__Bacteria;)
66.77 d__Bacteri
31.68 d__Bacteria,
66.43 d__Bacteri
58.62 d__Bacteria;)
56.07 d__Bacteri.

71.62 d__Bacteria;)
71.62 d__Bacteri
16.65 d__Bacteria;|

87.49 d__Bacteri
24.39 d__Bacteria;)
84.84 d__Bacteri.
84.84 d__Bacteri
84.84 d__Bacteria;)
84.84 d__Bacteri.
81.72 d__Bacteria;)
11.95 d__Bacteri
11.78 d__Bacteria;|
5.82 d__Bacteria;)
47.18 d__Bacteria;p__|
11.92 d__Bacteria;,
14.69 d__Bacteri
49.06 d__Bacteria,
45.4 d__Bacteri

45.4 d__Bacteria;p__|

69.48 d__Bacteri
20.94 d__Bacteria;)
39.33 d__Bacteria;)
35.16 d__Bacteri
91.82 d__Bacteria,
91.82 d__Bacteri

5.64 d__Bacteria;)
5.64 d__Bacteria;|
60.03 d__Bacteria;|

7.17 d__Bacteria,
d__Bacteri
18.24 d__Bacteria;,

99.62 d__Bacteria;p__}

99.62 d__Bacteria;)

91.89 d__Bacteria,

95.82 d__Bacteria;|
31.62 d__Bacteri
9.53 d__Bacteria;|

20 d__Bacteri
68.75 d__Bacteria;p__|
17.94 d__Bacteri
98.15 d__Bacteria;|
91.02 d__Bacteri
54.47 d__Bacteri
31.23 d__Bacteria,
41.71 d__Bacteri
54.68 d__Bacteria;|
95.47 d__Bacteri
95.47 d__Bacteria;|
95.47 d__Bacteri.
21.14 d__Bacteri
21.14 d__Bacteria;
39.41 d__Bacteri;
39.41 d__Bacteria,
98.83 d__Bacteri
85.94 d__Bacteria;|
81.78 d__Bacteria;)
81.78 d__Bacteria;)
81.78 d__Bacteria;|

p__Firmicutes;c__Clostridia;o__Lachnospirales;f__Lachnospiraceae;g__Bariatricus

p__Firmicutes;c__Clostridia;o__Lac i L 'aceae'giLachnoclostridium B
__Firmicutes;c__Clostridia;o__O: i

;p__ ) Verrucomlcroblotac Lentlsphaenao V\ctwallalesf V\ctwallaceae,g Victivallis

7Bacter‘ eae;g. Bacteroldes

-__Bac __Bac
7Firmirmo ;c__Clostridia;o__O:

;p__Firmicutes;c__Clostridia;o__Oscillospi _Rumi __Faecalib
__Firmicutes;c__Clostridia;o__Oscil i f__Ruminococcaceae;g__Faecalibacterium

p__Actinobacteriota;c__Actinomycetia;o__Actinomycetales;f__| MlcrococcaceaegiRolhla
__Firmicutes;c closmdlao Oscil i __O

p__| i __Bac )__Bact i ;f__Bacteroi pap-ﬂiPrevotella

__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides
p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Prevotella
p__Firmicutes;c__Bacilli;o__L i ;f__Lactobacil ;8__Leuconostoc
__Firmicutes;c__Clostridiajo_| - Lachnospiraceae;g__Eubacterium_F
p_Firmicutes;c_CIostridia;o_LachnospiraIes;f_Lachnospiraceae;g Agathobacter

__Firmicutes;c__Clostridia;o__Lac i L iraceae;g__Roseburia
p__Firmicutes;c__Clostridia;o__L _Lachnospiraceaejg_Lachnospira
__Firmicutes;c__Clostridia;o__L i *_lachnospiraceae;g_ RUG115

p__Firmicutes;c__Bacilli;o__L il 3 caceae;g__Streptococcus

p_Firmicutes;c__Clostridia;o__TANB77;f__CAG-508;g__ CAG-354
__Firmicutes;c__Clostridia;o__TANB77;f__CAG-508;g__CAG-354
p__Actinobacteriota;c__Coriobacteriia;o__ Corlobacterlalesf Cor\obacterlaceae,gicmMnsella

Firmicutes;c__Clostridia;o__O:
;p__/ Actmobactermtac Actmomycetlao Actmomvceta\esf Blfldobactenaceae,g_B\ﬂdobactenum
Bac __Bac T id

;p_Firmicutes;c__Clostridiajo_Oscillospi i __Rumi D

p__L Bactermdotac Bacterowd\ao Bacterondalesf __Tannerellaceae;g__Parabacteroides

__Bac )__Bact ;f__Bacteroidaceae;g, Bacteroldes
p__Firmicutes;c__Clostridia;o__Oscillospi o)
__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__} Bacterondaceae ;8__Prevotella
p__Firmicutes;c__Clostridia;o__Oscil i f_O: i e;g__CAG-83
__Bacteroidota;c__Bacteroidia;o__| Bacleroldalesf Bacteroldaceae ;g__Prevotella
;p__Firmicutes;c__Clostridia;o__Oscil | " libs
p__Firmicutes;c__Bacilli;o__L il caceae;g__Streptococcus

__Actinobacteriota;c__Coriobacteriia;o__ Corlobaclerlalesf __Eggerthellaceae;g__Gordonibacter
p__Actinobacteriota;c__Coriobacteriia;o__Coriobacteriales;f__Eggerthellaceae;g__Eggerthella
__Actinobacteriota;c__Actinomycetia;o__Actinomycetales;f__Bifidobacteriaceae;g__Bifidobacterium

p__Firmicutes;c__Clostridia;o__L - Anaeroti :g__Anaerotignum
__Firmicute: -r_clostridia;o_(‘ i i ;f__Oscil i ;8__Intestinimonas
;P__De __D __D ibrionales;f__Desulfovibri ;8__Bilophila
p__Bacteroidota;c__Bacteroidia;o__Bacteroi Sf i 58 i
__Firmicute r_CIostrldla,o_(‘ illospi __Rumi __Faecalib
__Bac )__Bact i ;f__Bacteroidaceae;g__Bacteroides

__Bacteroidota;c__Bacteroidia;o__| Bacleroldalesf Tannere\\aceae,g Parabacteroldes
p__Firmicutes;c__Clostridia;o__O:

;p__Bacteroidota;c__Bacteroidia;o__| Bacleroldalesf BacteroldaceaegiBacleroldes
__Bacteroidota;c__Bacteroidia;o__Bac ;f__Bacteroi Ph

__Firmicutes;c__Bacilli;o__L i A caceae;g__Lactococcus

;p__Firmicutes;c__Clostridia;o__Oscillospi o

__Firmicutes;c__Clostridia;o__Chri _CAG-74;__UBA11524
p__Actinobacteriota;c__Actinomycetia;o__Actinomycetales;f__Micrococcaceae;g__Rothia
__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Prevotella

p__ Firmicutes;c__Clostridia;o__Chri _CAG-138;g_ UBA1685

__Firmicutes;c__Clostridia;o__Oscil i f__Ruminococcaceae;g__Gemmiger
Firmicutes;c__Clostridia;o__Oscillospi _Acutali aceae;g_ Rumi is_E

;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospil .g_ CAG-83

| . Bacteroidia;o__Bact T | id

p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospi .8 L
__Firmicutes;c__Clostridia;o__Oscil i ;f__Oscil i ;g__UBA9475

;p__Firmicutes;

a

tes;o__Veil eae;g_ C
Bacteroldota,c Bacteroidia;o__| Bacleroldalesf Bacteroidaceae;g__Bacteroides
p_Bactermdota,c_Bacterowd\a,o_Bacterondales,f_Bacterondaceae g__Prevotella
p__Firmicutes;c__Clostridia;o__Lac i L iraceae;g__Agathobacter

__Firmicutes;c__Clostridia;o__L __Lachnospiraceae;g__Roseburia
p__Firmicutes;c__ Clostridiajo__L i *_lachnospiraceae;g_ RUG115
_Firmicutes;c__Clostridia;o__Chri ' _CAG-138;g_ SFELO1
p__Firmicutes;c__Clostridia;o__Chri _CAG-138;g_ SFELO1
Bactermdota c__| Bacterowd\a o__| Bacterondalesf __Rikenellaceae;g__Alistipes

P __Bac )__Bact 3 Bacter idaceae;g. Bacteroldes

p__Firmicutes;c__Clostridia;o__O: i
__Bacteroidota;c__Bacteroidia;o__| Bacterondalesf TannereHaceae,g Parabacteroides

p__Firmicutes;c__Clostridia;o__Lac i L iraceae;g__Roseburia

__Firmicutes;c__Clostridiajo_| _Lachnospiraceae;g_ RUG115

p__ Firmicutes;c__Clostridiajo__L i *_lachnospiraceae;g_ UBA11774

__Firmicutes;c__| ivicutes;o__Aci i ales;f Acidaminococcaceae-g Phascolarctobacterium

92 blast;94.20 iPHoP-RF;79.50
91.2 blast;93.60 iPHoP-RF;74.80
95.2 blast;96.60 iPHoP-RF;62.50
90.2 blast;92.70 iPHoP-RF;71.10
100 RaFAH;98.90 iPHoP-RF;96.70 blast;91.80
91.2 blast;93.60 iPHoP-RF;71.30
95.6 blast;96.90 iPHoP-RF;91.80
100 RaFAH;99.60 CRISPR;98.20 blast;95.50 iPHoP-RF;84.80
100 RaFAH;99.40 CRISPR;98.40 iPHoP-RF;80.80
91.6 blast;93.90 iPHoP-RF;81.10
91.1 blast;93.50 iPHoP-RF;88.50
90.9 RaFAH;93.30
94.7 blast;96.30 iPHoP-RF;90.50
97.5 iPHoP-RF;93.70 RaFAH;86.10
97.2 CRISPR;98.00 blast;96.80 iPHoP-RF;95.40
99.9 CRISPR;98.90 RaFAH;92.10 blast;90.20 iPHoP-RF;86.30
99.3 RaFAH;92.10 blast;87.10 iPHoP-RF;85.70
98.7 CRISPR;99.00 blast;78.00
96.6 RaFAH;92.10 blast;85.00
99.7 RaFAH;99.40 iPHoP-RF;72.60
90.2 blast;92.70 iPHoP-RF;70.60
93.9 blast;95.70 iPHoP-RF;71.70
99.4 CRISPR;99.50 iPHOP-RF;93.40 blast;91.90
96.3 CRISPR;97.40 blast;92.00 iPHoP-RF;89.80
91.2 blast;93.60
blast;95.80
99.1 CRISPR;97.90 blast;96.80 iPHoP-RF;96.40 RaFAH;83.30
95.9 iPHOP-RF;97.10 blast;96.90 CRISPR;92.40
94.9 RaFAH;96.40
95.2 blast;96.60 iPHoP-RF;72.20
99.9 blast;98.70 CRISPR;96.60 iPHoP-RF;93.10 RaFAH;90.50
91.2 blast;93.60 iPHoP-RF;65.60
98.5 CRISPR;98.90 blast;93.00 iPHoP-RF;90.50
99.6 blast;96.20 RaFAH;95.10 CRISPR;86.20 iPHoP-RF;65.30
94.6 blast;96.20
94.9 CRISPR;96.40 iPHOP-RF;75.70
91.6 blast;93.90 iPHoP-RF;69.30
98.8 CRISPR;99.00 iPHOP-RF;97.10 blast;96.80 RaFAH;52.60
94.2 blast;95.90 iPHoP-RF;76.40
blast;94.20 iPHoP-RF;50.20
90.8 CRISPR;93.20 iPHoP-RF;60.30
94.2 blast;95.90 iPHoP-RF;72.80
97.2 CRISPR;97.90 RaFAH;52.10
98.2 RaFAH;93.90 blast;88.30 iPHoP-RF;53.80
95.4 blast;96.80 iPHoP-RF;57.90
91.6 blast;93.90 iPHoP-RF;60.90
93.1 CRISPR;95.10
99.6 iPHoP-RF;96.40 RaFAH;94.20 blast;93.80
94.9 iPHoP-RF;96.40 blast;92.70
100 RaFAH;99.20 blast;98.30 iPHoP-RF;73.90
91.6 blast;93.90 iPHoP-RF;82.20
97.2 blast;98.00 iPHoP-RF;83.10 CRISPR;55.60
99.4 RaFAH;99.50
98.4 CRISPR;98.80 blast;96.70 iPHoP-RF;92.40
95.3 blast;96.70 iPHoP-RF;66.50 CRISPR;59.10
95.7 blast;97.00 CRISPR;96.10 iPHoP-RF;90.80
91.6 blast;93.90 iPHoP-RF;67.00
95.6 blast;96.90 iPHoP-RF;64.30
100 RaFAH;99.70 iPHoP-RF;89.20 blast;86.20 CRISPR;69.40
91.5 blast;93.80 iPHoP-RF;73.20
91.2 blast;93.60 iPHoP-RF;59.00
96.7 CRISPR;97.70 blast;78.80
98.8 iPHoP-RF;95.70 blast;90.90 RaFAH;89.00
99.6 blast;96.80 RaFAH;94.40 iPHoP-RF;91.80
99.6 CRISPR;98.40 blast;90.90 RaFAH;89.00 iPHoP-RF;87.60
99.4 CRISPR;97.50 iPHoP-RF;96.40 blast;91.80 RaFAH;89.00
97.9 iPHoP-RF;93.40 blast;90.90 RaFAH;89.00
94.9 blast;96.40 iPHoP-RF;81.60 CRISPR;71.90
94.2 blast;95.90 iPHoP-RF;83.10
95.4 blast;96.80 iPHoP-RF;80.80
91.7 RaFAH;85.10 blast;79.80
100 CRISPR;98.50 RaFAH;98.00 blast;95.30 iPHoP-RF;86.70
100 CRISPR;99.00 RaFAH;98.40 iPHoP-RF;96.40 blast;93.80
97.9 CRISPR;98.50 blast;92.20 iPHoP-RF;87.30 RaFAH;50.70
97.3 CRISPR;98.10 iPHoP-RF;56.20 RaFAH;50.70
97.3 CRISPR;98.10 iPHOP-RF;66.30
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$8_vs_206526
S8_vs_208114
S8_vs_28311
S8_vs_40014
S8_vs_4153
S8_vs_50431
$8_vs_51368
$8_vs_5211
S8_vs_54183
$8_vs_59736
S8_vs_63277
S8_vs_72117
$8_vs_9114
S8_vs_99362
S8_vs_99362
$8_vs_9987
S8_vs_9987
S9_vf_13507
S9_vf_15012
S9_vf_19284
S9_vf_4115
S9_vf_51656
S9_v_64844
S9_v_64844
s9_vf_73311
S9_vf_76769
S9_vf_90856
S9_vf_90866
S9_vf_934
S9_vs_14235
$9_vs_14235
S9_vs_1966
S9_vs_19689
$9_vs_21850
S9_vs_26179
S9_vs_2799
$9_vs_28197
S9_vs_28197
S9_vs_32588
$9_vs_32588
S9_vs_32588
S9_vs_34898
S9_vs_37437
S9_vs_41371
S9_vs_4343
S9_vs_44331
S9_vs_4558
S9_vs_46498
S9_vs_48240
S9_vs_48347
S9_vs_48424
$9_vs_50439
$9_vs_55738
S9_vs_5676
$9_vs_58086
S9_vs_58086
S9_vs_62803
$9_vs_62803
S9_vs_66877
S9_vs_67792
S9_vs_69322
S9_vs_75050
S9_vs_83108
$9_vs_83108
S9_vs_84046
S9_vs_88286
$9_vs_90727
S9_vs_90846
S9_vs_90848
S9_vs_90849
S9_vs_90851
S9_vs_90851
$9_vs_90851
S9_vs_90859
S9_vs_90860

81.78 d__Bacteria;p__Firmicutes;c__Clostridia;o__L hi iraceae;g__L ira
9.13 d__Bacteria;p__D __D ibrionales;f__Desulf __Mailhella
__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides
80.96 d__Bacteria;p__| Bactermdota c__| Bacterowd\a o__| Bacterondalesf R\kenellaceae,g Alistipes
__Bac )__Bact ;f__Bar __Barnesiella
Flrmlcules c__Clostridia;o__Oscil i ;f__Oscil i ;g__D
31.95 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__ Oscnllosplraceae,g_CAG 170
__Firmicutes;c__Clostridia;o__Lac i | iraceae;g__|
ia;p__Firmicutes;c__Clostridia;o__Oscillospirales;f_Oscillospi :6__CAG-170
__Firmicutes;c__Bacilli;o, Erysnpelomchalesf Erysi; idi G ib ium
75.64 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil f__Ruminococcaceae;g__Faecalibacterium
19.43 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides
28.26 d__Bacteria;p__Bacteroidota;c__| Bacterowd\a o__Bacteroidales;f__Rikenellaceae;g__Alistipes_A
99.97 d__Bacteria;p__} i __Bac )__Bact i ;f__Bacteroidaceae;g__Bacteroides
99.97 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroi ;f__Bacteroi | [d
99.87 d__Bacteri. ,p_Bactemidota;c_Bacterow‘d\'a;o_BacteroidaIes;f_R\'kenellaceae;g Alistipes
99.87 d__Bacteri __Bac )__Bact ik llaceae;g__Alistipes_A
66.3 d__Bacteria;p__| Bacteroldola,c Bacteroidia;o__| Bacleroldalesf Bacteroidaceae;g__Prevotella
97.67 d__Bacteria;p__Firmicutes;c__| bacillales;f__Str __Str
15.56 d__Bacteria;p__Firmicutes;c__| ¢ caceae;g__Streptococcus
96.62 d__Bacteria;p__Firmicutes;c_ Bacillizo__L i _Str
29.36 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__| Bacterondaceae ;8__Prevotella
89.68 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i f_O: i e;g__CAG-83
89.68 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i ;f__O: i |
18.82 d__Bacteria; ip_Firmicutesic __Clostridia;o__L _MG-274;g_CAG-Z74
53.32 d__Bacteri __Bac idia;o__Bact ;f__Bacteroidaceae;g__Prevotella
94.47 d__Bacteria;p__| _Firmicutes;c __Bacilli;o__L i F_Str .
15.47 d__Bacteria;p__Firmicutes;c__Bacilli;o__L bacillal tr __Str
17.76 d__Bacteria;p__Actinobacteriota;c__Actinomycetia;o__| Mycobacterlalesf Mycobacteriaceae;g__Mycobacterium
12.73 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__O ;g__An92
12.73 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i F_ 0 - i
61.19 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac i L i aceae;gisariatricus
9.42 d__Bacteria;p__Firmicutes;c__Clostridia;o_ Oscillospirales;f__Butyrici
63.18 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__| Bacterondalesf Barneswe\\aceae,g_BarnesweHa
48.62 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil f__Acutali eae;g__UMGS1071
10.92 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Rikenellaceae;g__Alistipes
87.18 d__Bacteria;p__| Bactermdota c__| Bacterowd\a o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides
87.18 d__Bacteria;p__} __Bac )__Bact i ;f__Bacteroidaceae;g__Phocaeicola
ia;p__Firmicutes;c__Clostridia;o__L - Lachnospiraceae;g__Dorea
__Firmicutes;c__Clostridia;o__L i _Lachi iraceae;g__Dorea_A
67.17 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i f__Oscil i e;g__Intestinimonas
91.82 d__Bacteria;p__Firmicutes;c__Clostridia;o__L __Lachnospiraceae;g__Sellimonas
14.86 d__Bacteria;p__Firmicutes;c__Bacilli;; Erysnpelomchalesf Erysipelotrichaceae;g__Holdemania
44.35 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac L iraceae;g__|
24.4 d__Bacteria;p__Firmicutes;c__Clostridia;jo__L - Lachnospiraceae;g__Enterocloster
ia;p_Firmicutes;c__Clostridiajo__L i ' lachnospiraceae;g__Rumi B
__Firmicutes;c__Clostridia;o__Oscil i f__Osci i eg_F i
26.43 d__Bacteria;p__Firmicutes;c__Bacilli;o__Erysipelotrichales;f__Erysi idi _Er
__Firmicutes;c__Clostridia;o__L i __Lachnospiraceae;g__+
__Firmicutes;c__Clostridia;o__Oscil i f__Ruminococcaceae;g__Negativibacillus
;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f. R\kenellaceae,giAllsllpes
__Firmicutes;c__Clostridia;o__Oscil i O -
76 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac i L iraceae;g__|
__Firmicutes;c__Clostridia;o__Oscillospil F__Oscillospil
53.1 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lachnospirales;f__| Lachnosplraceae,g Dorea_A
__Firmicutes;c__Clostridia;o__Lac i L iraceae;g__Dorea
__Firmicutes;c__Clostridia;o__L Lachncsplraceae,g Selllmcnas
39.71 d__Bacteria;p__Firmicutes;c__Clostridia;o__L i _Lachi iraceae;g__| idium_B
29.56 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i Rumlnococcaceae,g Ruthenibacterium
30.5 d__Bacteria;p__Firmicutes;c__I ivicutes;o__Vei __Di. ;g__Dialister
20.79 d__Bacteri. Firmicutes;c__Clostridia;o__Oscil i ;f__Oscil i ;8__Dy b
26.71 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac i L iraceae;g__CAG-127
82.91 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__| Bacleroldalesf Bacteroidaceae;| giBacleroldes
82.91 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacl ;f__Bacteroi ;8__Phi
20.91 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i f__Oscil i e;g__An92

10.88 d__Bacteria;p__Firmicutes;c__Clostridia;o__| __Lachnospiraceae;g__Eisenbergiella
ia;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Acutalibacteraceae;g__Rumi is_E
__Firmicutes;c__Bacilli;o__Erysipelotrichales;f__Erysipelotrichaceae;g__Clostridium_AQ
51.41 d__Bacteria;p__Firmicutes;c__Clostridia;o__| i __Lachnospiraceae;g__Enterocloster
70.89 d__Bacteria;p__Firmicutes;c__Clostridia;o__| __Anaeroti ;8__Anaerotignum
89.56 d__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiaceae;g__Clostridium

89.56 d__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiaceae;g__Clostridium_F

89.56 d__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiaceae;g__Clostridium_P

43.06 d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac i L iraceae;g__Blautia_A

20.66 d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i __Acutali aceae;g__UMGS1591

95 blast;96.50 iPHoP-RF;50.70
90.1 blast;92.60 iPHoP-RF;81.40
100 RaFAH;97.40 blast;97.40 iPHoP-RF;96.70 CRISPR;54.10
94.6 blast;96.20 iPHoP-RF;95.70
97.9 blast;98.50 iPHoP-RF;96.40 CRISPR;53.40
91.5 blast;93.80 iPHoP-RF;50.70
91.5 blast;93.80 iPHoP-RF;85.70
90.2 blast;92.70 iPHoP-RF;58.40
91.8 CRISPR;94.10 blast;90.90 iPHoP-RF;81.90
95.6 blast;96.90
97.8 blast;98.40 iPHoP-RF;88.20
95.4 iPHoP-RF;94.40 RaFAH;71.80
91.1 blast;93.50 iPHoP-RF;82.80 CRISPR;64.80
100 RaFAH;98.30 blast;96.50 iPHoP-RF;93.40
90.2 blast;92.70
100 blast;97.60 RaFAH;97.40 iPHoP-RF;93.40
96.3 RaFAH;97.40
95.6 blast;96.90 iPHoP-RF;94.70
100 RaFAH;99.70 CRISPR;98.30 blast;94.40 iPHoP-RF;92.80
3 CRISPR;95.00
100 RaFAH;99.70 CRISPR;99.00 blast;96.80 iPHoP-RF;96.70
9 CRISPR;99.00 blast;96.30 iPHoP-RF;96.10 RaFAH;59.50
93.4 RaFAH;95.30 blast;50.00
93.4 RaFAH;95.30
97.2 CRISPR;98.00 blast;96.80 iPHoP-RF;78.70
92.6 RaFAH;94.70
RaFAH;99.80 CRISPR;99.00 blast;95.80 iPHoP-RF;94.40
99.3 iPHoP-RF;97.10 blast;95.70 RaFAH;90.00
92.2 iPHoP-RF;94.40
blast;93.40 iPHoP-RF;87.00 CRISPR;73.90
90.4 blast;92.90 iPHoP-RF;79.00 CRISPR;60.90
91.6 blast;93.90 iPHoP-RF;77.30
91.6 blast;93.90 iPHoP-RF;68.60
97.2 blast;96.90 iPHoP-RF;85.10 CRISPR;84.10 RaFAH;68.00
95.7 blast;97.00 iPHoP-RF;83.30 CRISPR;81.20
95.9 iPHoP-RF;97.10 blast;96.90
100 RaFAH;99.40 iPHoP-RF;97.10 blast;96.30
95.3 iPHoP-RF;96.70
RaFAH;96.50
RaFAH;96.50
91.6 blast;93.90 iPHoP-RF;73.70
93.9 blast;95.70 iPHoP-RF;89.50
91.6 blast;93.90 CRISPR;91.60 iPHoP-RF;75.40
blast;95.80 iPHoP-RF;85.10
96.6 blast;97.60 CRISPR;96.60 iPHoP-RF;90.50
98.1 blast;98.60 iPHoP-RF;94.40 CRISPR;87.70
90.2 blast;92.70 iPHoP-RF;79.00
96.7 blast;97.70 iPHoP-RF;74.10
92.5 blast;94.60 iPHoP-RF;94.40
94.2 blast;95.90 iPHoP-RF;85.40 CRISPR;59.60
99.3 blast;96.80 RaFAH;90.20 iPHoP-RF;54.90
98.1 blast;98.60 iPHoP-RF;74.30
94.6 blast;96.20 iPHoP-RF;87.00 CRISPR;69.00
92.6 blast;94.70 iPHoP-RF;74.60
94.3 blast;96.00 iPHoP-RF;80.60
91.5 blast;93.80 iPHoP-RF;83.60
94.9 blast;96.40 iPHoP-RF;84.50
92.6 iPHoP-RF;94.70
95.3 blast;96.70 CRISPR;95.50 iPHoP-RF;92.10
96.6 blast;97.60 iPHoP-RF;86.00 CRISPR;60.90
90.7 blast;93.10 iPHoP-RF;82.20
96.4 CRISPR;97.50 blast;96.80 iPHoP-RF;86.00
99.4 iPHoP-RF;97.10 blast;93.90 RaFAH;91.80
98.1 CRISPR;98.60 iPHOP-RF;97.10 blast;91.90
90.7 blast;93.10 iPHoP-RF;70.60
98.1 CRISPR;98.60 blast;95.70 iPHoP-RF;95.40
95.6 blast;96.90 iPHoP-RF;88.20
97.5 blast;98.20 iPHoP-RF;62.70
98.7 CRISPR;99.00 blast;93.90 iPHoP-RF;91.40
CRISPR;96.50 blast;93.70 iPHoP-RF;92.10
95.6 RaFAH;96.90
95.6 RaFAH;96.90
95.6 RaFAH;96.90
95.3 blast;93.90 iPHoP-RF;75.90 RaFAH;73.20
93.4 blast;95.30 iPHoP-RF;67.00
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‘Table 39-2. WMS_prediction_STD+MAGs

Virus Al to closest RaFAH reference  Host genus

S1-wms-combined_100430
S1-wms-combined_100430
S1-wms-combined_100430
S1-wms-combined_107766
S1-wms-combined_118167
S1-wms-combined_131270
S1-wms-combined_132934
S1-wms-combined_136097
S1-wms-combined_143459
S1-wms-combined_143459
S1-wms-combined_153670
S1-wms-combined_156637
S1-wms-combined_159544.
S1-wms-combined_164485
S1-wms-combined_164894
S1-wms-combined_166392
S1-wms-combined_169788
S1-wms-combined_17651

S1-wms-combined_185336
S1-wms-combined_186878
S1-wms-combined_19031

S1-wms-combined_19031

S1-wms-combined_212892
S1-wms-combined_220022
S1-wms-combined_227003

S1-wms-combined_231411
S1-wms-combined_23248

S1-wms-combined_246923
S1-wms-combined_248622
S1-wms-combined_248622
S1-wms-combined_263562
S1-wms-combined_279492
S1-wms-combined_285012
S1-wms-combined_285012
S1-wms-combined_302166
S1-wms-combined_302166

S1-wms-combined_308848
S1-wms-combined_32863
S1-wms-combined_330329
S1-wms-combined_331544
S1-wms-combined_331896
S1-wms-combined_340558
S1-wms-combined_340558
S1-wms-combined_351889
S1-wms-combined_353757
S1-wms-combined_357373
S1-wms-combined_360285
S1-wms-combined_360285
S1-wms-combined_373308
S1-wms-combined_374219
S1-wms-combined_394574.
S1-wms-combined_394574.
S1-wms-combined_40115
S1-wms-combined_41369
S1-wms-combined_52708
S1-wms-combined_57370
S1-wms-combined_68998
S1-wms-combined_72167
S1-wms-combined_85225
S1-wms-combined_92523
S1-wms-combined_94988
S1-wms_102342

S11-wms-combined_101337
S11-wms-combined_112733
S11-wms-combined_116589
S11-wms-combined_119215
S11-wms-combined_119215
S11-wms-combined_119215
S11-wms-combined_120257
S11-wms-combined_125176
S11-wms-combined_140009
S11-wms-combined_154845
S11-wms-combined_154845
S11-wms-combined_154845
S11-wms-combined_154845
S11-wms-combined_168048
S11-wms-combined_168048
S11-wms-combined_172889
S11-wms-combined_172889
S11-wms-combined_179605
S11-wms-combined_193148
S11-wms-combined_195425

9971 d_Bacteria;p_f
9971 d_Bacteria;p_f
9971 d_Bacteria;p_f
92.99 d_Bacteria;p_f
33.35 d_Bacteria;p_|
216 d_Bacteria;p_f
48.4 d_Bacteria;p_f
45 d_Bacteria;p_f

rmicutesic__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Lachnospira
rmicutes;c__Clostridiajo__L L |
rmicutes;c__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Roseburia

i i i _Alistipes

rmicutesic__Clostridiajo__0
rmicutesic__Clostridiajo__0 |
rmicutesic__Clostridiajo_Oscillospirales;f_Oscillospiraceaeig_|
rmicutes;c__Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__UBA738

18.79 d_Bacteriap_| | | | ,__Bilophila
18.79 d_Bacteriap_| | | | ,__Bilophila
d_Bacteriap_| idotaic_| iajo_| idales;f_| ,_Bamnesiella
11 d_Bacteria;p_Firmicutes;c_Clostridiajo_Oscillospirales;f_Oscillospiraceaeig__ER4
| ibrioniao_ i | ,__Bilophila
ic__Clostridiajo_Oscillospirales;f_Oscillospiraceae;g__ER4
-_Clostridiajo_0 | n
-_Clostridia;o_Oscillospirales;f__Ruminococcaceae;g__Gemmiger
5.96 d_Bacteria;p_F -_Clostridia;o_Oscillospirales;f_Oscillospiraceaeig__CAG-83
9.21 d_Bacteria;p_Firmicutes;c_ Clostridiajo_Oscillospirales;f_Oscillospiraceae;g__ER4
d__Bacteria;p_Firmicutes;c_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__ER4
4239 d_Bacteria;p_f -_Clostridiajo_Oscillospirales;f_Oscillospiraceae;g__ER4
37.63 d_Bacteria;p_| | ibrioniao_ i | ,__Bilophila
37.63 d__Bacteria;p_| | | | ,__Bilophila
80.18 d_Bacteria;p_Firmicutesic__ Clostridia;o_L L _ um
6.93 d_Bacteria;p_Firmicutes;c_Clostridiajo_Oscillospirales;f__Ruminococcaceaejg__Gemmiger
4188 d_Bacteria;p_Firmicutesic__Clostridia;o_Oscillospirales;f_Oscillospiraceaeig__CAG-110
2755 d_Bacteria;p_Firmicutesic__Clostridia;o_Oscillospirales;f__Ruminococcaceae;g__Gemmiger
3.46 d_Bacteria;p_ | ibrioniao_ i | ,__Bilophila
3.46 d_Bacteria;p_ | | | ,__Bilophila
6101 d_Bacteria;p_Firmicutesic__Clostridia;o__0 | ,_Faecali
43.06 d_Bacteria;p_Bacteroidotaic_Bacteroidiajo_Bacteroidales;f__UBA11471;g__UBA11471
6.16 d_Bacteria;p_¢ idotaic_| iajo_| idales;f_| _Bacteroides
6.16 d_Bacteria;p_¢ idotaic_| iajo_| idales;f_| _Phocaeicola
99.98 d_Bacteria;p_f idotaic_| iajo_| idales;f_| _Bacteroides
4435 d_Bacteria;p_f jc_Clostridiajo_Oscillospirales;f__Ruminococcaceaejg__Gemmiger
37.37 d__Bacteriajp_| -_Clostridiajo_0 | ,_Faecali
37.37 d_ Bacteriajp_| sc_Clostridiajo__0 . |
9.7 d_Bacteria;p_f -__Clostridia;o_Christensenellales;f__CAG-74;g__UBA11524
9.7 d_Bacteria;p_f ic__Clostridia;o_Christensenellales;f__CAG-74;5__UBA11524
48.66 d_Bacteria;p_Firmicutesic__Clostridiajo__0 | |
9227 d_Bacteria;p_J iotaic__J . | |
5.29 d_Bacteria;p_Vern ) ) L |
10.89 d_Bacteriap_| idotaic_| iajo_| idales;f_ _P:
86.77 d_Bacteria;p_{ i iajo_| | _Bacteroides
89.75 d_Bacteria;p_J - | |
d__Bacteria;p_Firmicutes;c_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__ER4
85.48 d_Bacteria;p_f idotaic_| iajo_| idales;f_| _Alistipes
85.48 d_Bacteria;p_f idotaic_| iajo_| idales;f_| _ Alistipes_A
29.41 d_Bacteria;p_Firmicutesic__Clostridiajo_Oscillospirales;f_Oscillospiraceae;g__ER4
21.95 d_Bacteria;p_Firmicutesic__Clostridia;o_Oscillospirales;f__Oscillospiraceae;g__ER4
d_Bacteriap_| idotaic_| iajo_| idales;f_| ,_Bamnesiella
17.11 d_ Bacteriajp_| | | | ,__Bilophila
| | | ,__Bilophila
6.25 d_Bacteria;p_Firmicutesic_Clostridiajo_Oscillospirales;f_Oscillospiraceae;g__ CAG-83
10.38 d__Bacteria;p_Firmicutesic_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g_Flavonifractor
96.28 d_Bacteria;p_f idotaic_| iajo_| idales;f_ P
96.28 d_Bacteria;p_f idotaic_| iajo_| idales;f_Marinifi ;__Odoribacter
17.83 d__Bacteria;p_Firmicutesic_Clostridia;o_Oscillospirales;f_Oscillospiraceaeig__ER4
37.96 d_Bacteria;p_Firmicutesic_Clostridia;o_Oscillospirales;f_Oscillospiraceae;g__ER4
55.79 d__Bacteria;p_Firmicutesic_Clostridiao__O: | |
50.73 d__Bacteria;p_Firmicutesic_Clostridia;o_Oscillospirales;f_Oscillospiraceae;g__CAG-83
25.66 d_Bacteria;p_Firmicutesic__Clostridiajo__0 | ,_Faecali
16.24 d__Bacteriap_| Clostridiajo_Oscillospirales;f__Oscillospiraceaejg__CAG-83
64.47 d_Bacteria;p_J e iajo_L _Bifi
13.27 d__Bacteriap_Proteobacteriaic__Alphaproteobacteriajo_RF32f__CAG-239;g_51-20
2116 d_Bacteria;p_Firmicutes;c__Clostridia;o_Oscillospirales;f_Oscillospiraceaeig__CAG-83
14.71 d__Bacteria;p_Firmicutesic_Clostridiao__O: L o
rmicutesic__Clostridiajo__0 . |
33.32 d_ Bacteria;p_Firmicutesic_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__CAG-170
d_Bacteriap_| idotaic_| iajo_| idales;f_| ,_Bamnesiella
36.29 d__Bacteria;p_Firmicutes;c_Clostridia;o_Oscillospirales;f__Oscillospiraceae;g__CAG-170
95.4 d_Bacteria;p_¢ idotaic_| iajo_| idales;f_| _Bacteroides
12.07 d__Bacteria;p_Firmicutesic_Clostridia;o_Christensenellales;f_CAG-74;g__UBA11524
71.3 d_Bacteria;p_Firmicutes;c_Clostridiajo_Oscillospirales;f_Oscillospiraceae;g__ER4
99.89 d_Bacteria;p_f idotaic_| iajo_| idales;f_| _Bacteroides
99.89 d_Bacteria;p_f - | | _Phocaeicola
4126 d_Bacteria;p_Firmicutesic__Clostridia;o__0 | ,_Faecali
38.32 d__Bacteria;p_Firmicutesic_Clostridiajo_Oscillospirales;f_Oscillospiraceaeig__ER4
2214 d_Bacteria;p_§ idotaic_| iajo_| idales;f_| _ Alistipes
;p_Firmicutesic_ Clostridiajo_O: x L
98.94 d_Bacteria;p_Proteobacteria;c__Alphaproteobacteria;o_RF32;f__CAG-239;5__CAG-495
59.77 d_Bacteriap_| | ibrioniao_ i | |
25.47 d_Bacteria;p_Firmicutesic__Clostridiajo__0 = |
29.67 d_Bacteria;p_Firmicutesic__Clostridia;o_Oscillospirales;f_Oscillospiraceae;g__An92
29.67 d_Bacteria;p_Firmicutesic__Clostridiajo_Oscillospirales;f__Oscillospiraceae;g_Flavonifractor
29.67 d_Bacteria;p_Firmicutesic__Clostridiajo__0 L |
40.42 d_Bacteria;p_Firmicutesic__Clostridiajo_Oscillospirales;f_Oscillospiraceae;g_Flavonifractor
94.89 d_Bacteria;p_f idotaic_| iajo_| idales;f_| _ Alistipes
58.05 d__Bacteria;p_Firmicutes;c_Clostridia;o__O: | ,_Faecali
8431 d_Bacteriajp_| - | - _Salmonella
8431 d_Bacteriajp_| - | - _Escherichia
- | - Citrobacter
rmicutesic__Clostridiajo__0 n -
rmicutes;c__Clostridiajo__/ . |
idotaic_| iajo_| | _Alistipes
100 d_Bacteria;p_E _ Alistipes_A

37.98 d__Bacteria;p_Firmicutesic_Clostridia;o__Lachnospirales;f_Lachnospiraceae;g__UBA9502
97.83 d_Bacteria;p_Proteobacteria;c_Alphaproteobacteria;o_RF32;f__CAG-239;5__CAG-267
89.45 d_Bacteria;p_f i i i _Bacteroides

Confidence score  List of methods

99.3 CRISPR;98.90 RaFAH;73.00
95.4 blast;94.10 RaFAH;73.00

94.3 blast;96.00 iPHoP-RF;62.20

98.8 iPHOP-RF;97.10 blast;96.90 RaFAH;83.70

99.1 CRISPR;96.40 blast;95.10 RaFAH;90.80 iPHoP-RF 89.50

99 CRISPR;99.20 blast;94.50 iPHoP-RF;84.50
92.7 blast;94.80 iPHoP-RF;64.80
92 blast;94.20 iPHoP-RF;53.00
95.2 blast;96.60 iPHOP-RF;65.80 CRISPR;58.60
90.8 blast;93.20 iPHoP-RF;66.80
94.2 blast;95.90 iPHoP-RF;72.20
93 blast;95.00 iPHOP-RF;60.30
94 blast;95.80 iPHOP-RF;79.30 CRISPR;57.40
90.4 blast;92.90
91.8 blast;94.10 iPHoP-RF;70.90
95.7 blast;97.00 iPHoP-RF;95.70 CRISPR;78.40
93.4 blast;95.30 iPHoP-RF;87.00
90.6 blast;93.00 iPHoP-RF;65.10
91.7 blast;94.00 iPHoP-RF;63.50
91.6 blast;93.90 iPHoP-RF;76.40
98.2 blast;98.70 iPHoP-RF;76.10
91.4 blast;93.70 iPHoP-RF;78.30
98.1 CRISPR;98.60 blast;91.50 iPHoP-RF;80.00
93.2 blast;95.20 iPHoP-RF;88.20 CRISPR;76.80
94.2 blast;95.90 iPHoP-RF;87.00
95.2 blast;96.60 iPHOP-RF;95.40 CRISPR;92.50
93 blast;95.00 iPHOP-RF;73.20 CRISPR;51.00
90.2 blast;92.70 iPHoP-RF;76.40
95 blast;96.50 iPHOP-RF;68.90
93.9 blast;95.70 iPHoP-RF;68.60
95.9 iPHOP-RF;97.10 blast;90.50
94.5 iPHOP-RF;96.10 blast;93.80
100 RaFAH;99.80 blast;91.80 iPHoP-RF;82.20
97.8 blast;98.40 iPHOP-RF;96.40 CRISPR;58.00
95 CRISPR;96.50 iPHOP-RF;54.40
90 blast;92.50
95.6 blast;96.90 iPHoP-RF;92.40
95.6 blast;96.90 iPHoP-RF;84.50
95.6 blast;96.90 iPHoP-RF;78.50
98.7 CRISPR;99.00 iPHoP-RF;97.10 blast;96.90
95.9 CRISPR;97.10 blast;96.90 iPHOP-RF;93.10
95.6 blast;96.90 iPHoP-RF;69.50
98.2 RaFAH;97.70 iPHoP-RF;72.40

99.9 CRISPR;99.60 blast;96.90 iPHOP-RF;96.70 RaFAH;75.50

91.6 blast;93.90 iPHoP-RF;58.40
99.7 blast;96.80 iPHoP-RF;96.10 RaFAH;95.90
99.1 RaFAH;95.90 blast;91.80
96.2 CRISPR;97.30 blast;96.20 iPHOP-RF;84.50
93.2 blast;95.20 iPHoP-RF;84.80
91.8 blast;94.10 iPHoP-RF;86.30
97.2 CRISPR;98.00 blast;96.60 iPHoP-RF;89.80
94.2 blast;95.90 iPHoP-RF;88.20
97.9 blast;98.50 iPHoP-RF;77.30
915 blast;93.80 iPHoP-RF;79.80
91.6 blast;93.90 iPHoP-RF;75.70

90 RaFAH;89.50 CRISPR;64.40

97 blast;97.90 iPHOP-RF;71.70
94.6 blast;96.20 iPHoP-RF;60.60
96.3 blast;97.10 iPHoP-RF;70.00 RaFAH;54.80
91.7 blast;89.00 RaFAH;72.80

99.9 CRISPR;98.60 blast;92.00 iPHOP-RF;91.40 RaFAH91.30

98.5 CRISPR;98.90 blast;95.00 iPHOP-RF;90.80
99.6 CRISPR;99.60 iPHoP-RF;97.10 blast;96.90
95 blast;96.50 iPHOP-RF;71.30
95.6 blast;96.90 iPHoP-RF;94.10
95 blast;96.50 iPHOP-RF;60.30
94.9 blast;96.40 iPHoP-RF;57.90
90.6 blast;93.00 iPHoP-RF;90.50 CRISPR;82.90
93.8 blast;95.60 iPHoP-RF;91.10
91.1 blast;93.50 iPHoP-RF;82.20
95.7 blast;95.00 iPHoP-RF;94.40 RaF AH;70.30
97.6 blast;98.30 CRISPR;88.60 iPHOP-RF;86.00
92.1 blast;94.30 iPHoP-RF;89.80 CRISPR;65.50
100 RaFAH;99.60 iPHOP-RF;96.40 blast;94.20
93.9 iPHOP-RF;95.70 blast;92.10
91.6 blast;93.90 CRISPR;78.00 iPHOP-RF;75.70
93.1 blast;95.10 iPHoP-RF;63.80
95.4 CRISPR;96.80 iPHoP-RF;71.90
91.4 blast;93.70
916 blast;93.90 iPHoP-RF;86.30 CRISPR;51.40

97.9 blast;96.30 iPHoP-RF;88.90 RaF AH;79.80 CRISPR;67.90

91.6 blast;93.90 iPHoP-RF;88.90
94.9 iPHOP-RF;96.40 blast;92.70
94.9 iPHOP-RF;96.40 blast;92.00 CRISPR;S5.60
91.4 iPHOP-RF;93.70
91.1 blast;93.50 iPHoP-RF;66.00
96.9 CRISPR;97.80 iPHoP-RF;97.10 blast;96.90
95.6 blast;96.90 iPHoP-RF;71.90
95.4 blast;96.80
95 blast;96.50
93.8 blast;95.60 iPHoP-RF;66.30
90 blast;92.50
93.4 blast;95.30 iPHoP-RF;66.80
93.1 RaFAH;95.10
100 RaFAH;99.10 blast;97.90 iPHoP-RF;94.70
98.8 RaFAH;99.10
91.2 blast;93.60 iPHoP-RF;64.00
94.9 blast;96.40 iPHoP-RF;75.00
96.2 blast;90.20 RaFAH;86.00



S11-wms-combined_195425 89.45 d_Bacteriap_ i i i P 96.2 blast;96.20 iPHoP-RF;78.00 RaFAH;64.50 CRISPR;58.70

S11-wms-combined_200084 318 d_Bacteria;p_Firmicutes;c_Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Blautia_A 91.8 blast;94.10 iPHoP-RF;53.60
S11-wms-combined_204522 15.39 d__Bacteria;p_Proteobacteriaic_Alphaproteobacteriajo_RF32f__CAG-239;g__CAG-267 91.7 blast;94.00 iPHoP-RF;72.60
S11-wms-combined_215723 9477 d_Bacteria;p_{ idotaic_| iajo_| | _ Alistipes 99.4 iPHOP-RF;97.10 blast;96.90 RaFAH;91.40
S11-wms-combined_217790 99.99 d_Bacteria;p_f - | | _Bacteroides 99.9 RaFAH;99.80
S11-wms-combined_217790 99.99 d_Bacteria;p_f - | | _Alistipes 97.3 blast;98.10 iPHoP-RF;90.50
S11-wms-combined_226165 80.02 d_Bacteria;p_f - | | _Alistipes 98.7 iPHOP-RF;97.10 blast;93.80 RaFAH;82.70
S11-wms-combined_236214 48.8 d_Bacteria;p_Firmicutes;c_Clostridiajo_O: | ,_Faecali 94.6 blast;96.20 iPHOP-RF;57.60
S11-wms-combined_264050 47.18 d_Bacteria;p_Firmicutesic__Clostridia;o_Oscillospirales;f__Ruminococcaceae;g__Gemmiger 97.5 blast;98.20 iPHoP-RF;93.40 CRISPR;91.60
S11-wms-combined_267993 26.2 d_Bacteria;p_Firmicutesic_Clostridiajo_Christensenellales;f__CAG-74;g__Firm-11 915 blast;93.80 iPHOP-RF;75.20
S11-wms-combined_268967 35.57 d__Bacteriap_| | ibrioniao_ i | | 93.8 blast;95.10 iPHoP-RF;81.90 RaFAH;54.80 CRISPR;51.90
S11-wms-combined_282227 60.6 d_Bacteria;p_Firmicutesic_Clostridiajo_L L __Medi 91.2 blast;93.60 iPHoP-RF;73.00

S11-wms-combined_283220 91.4 blast;93.70 iPHoP-RF;83.60

rmicutesic__Clostridiajo__0

S11-wms-combined_299954 23.91 d_Bacteria;p_Firmicutesic__Clostridiajo_0 L | 90.2 blast;92.70 iPHoP-RF;84.20
S11-wms-combined_321938 99.50 d_Bacteria;p_f idotaic_| iajo_| idales;f_| _Bacteroides 100 RaFAH;98.70 iPHoP-RF;94.10 blast;80.70
S11-wms-combined_329493 9.74 d_Bacteria;p_f -_Clostridia;o_Oscillospirales;f_Oscillospiraceae;g_Faecousia 96.7 blast;97.70 iPHoP-RF;80.00
S11-wms-combined_329493 9.74 d_Bacteria;p_Firmicutes;c_Clostridiajo_Oscillospirales;f_Oscillospiraceae;g__CAG-110 93.6 blast;95.50 iPHoP-RF;74.80
S11-wms-combined_3507 2417 d_Bacteria;p_Firmicutesc__Clostridia;o_Oscillospirales;f__Oscillospiraceaejg__CAG-83 98.1 CRISPR;98.60 blast;96.90 iPHOP-RF;92.80
S11-wms-combined_41367 4035 d_Bacteria;p_f idotaic_| iajo_| idales;f_| _Bacteroides 98.5 RaFAH97.90 iPHOP-RF;74.10
S11-wms-combined_46816 2069 d_Bacteria;p_Firmicutesic__Clostridia;o_Oscillospirales;f__Ruminococcaceae;g__Gemmiger 95.4 blast;96.80 iPHOP-RF;91.40 CRISPR;69.40
S11-wms-combined_48246 99.82 d_Bacteria;p_f idotaic_| iajo_| idales;f_| _Alistipes 100 blast;98.50 RaFAH;96.00 iPHOP-RF;95.40
S11-wms-combined_48246 - | | _Alistipes_A 94.3 RaFAH96.00
S11-wms-combined_49632 14.66 d_Bacteria;p_Firmicutesic_Clostridia;o__O: = | 915 blast;93.80 iPHoP-RF;84.80
S11-wms-combined_63818 50.37 d__Bacteriap_| idotaic_| iajo_| | _ Alistipes 98.4 iPHOP-RF;97.10 blast;96.90 RaFAH;78.80
S11-wms-combined_64392 - | | _Alistipes 99.6 iPHOP-RF;97.10 blast;96.80 RaFAH;92.70
S11-wms-combined_64392 - | | _ Alistipes_A 90.2 RaFAH92.70
S11-wms-combined_73204 - | | _Bacteroides 99.4 RaFAH;99.30 iPHOP-RF;66.50
S11-wms-combined_83571 - | | _Alistipes 100 RaFAH;98.50 blast;98.40 iPHOP-RF;96.70
S11-wms-combined_83571 99.96 d_Bacteria;p_f - | | _ Alistipes_A 97.9 RaFAH98.50
S11-wms-combined_84326 16.31 d_Bacteriap_| | | | | 94.2 blast;95.90 iPHoP-RF;89.50 CRISPR;83.30
S11-wms-combined_92114 19.84 d__Bacteriap_| idotaic_| iajo_| idales;f_| _Alistipes 97.2 CRISPR;98.00 iPHOP-RF;97.10 blast;96.90
S11-wms_14390 96.43 d_Bacteria;p_Firmicutes;c__Clostridia;o_Oscillospirales;f_Oscillospiraceaeig__CAG-83 97.3 RaFAH98.10

S11-wms_14390 96.43 d_Bacteria;p_Firmicutesic__Clostridiajo__0 L o 97.3 RaFAH98.10

S11-wms_14390 96.43 d_Bacteria;p_f -_Clostridia;o_Oscillospirales;f_Oscillospiraceae;g_Flavonifractor 93.5 blast;95.40 iPHoP-RF;70.90
S11-wms_3116 99.5 d_Bacteria;p_Firmicutesc_Clostridiajo__O: | ,_Faecali 100 RaFAH;99.60 blast;92.10
S11-wms_320555 99.4 d_Bacteria;p_¢ idotaic_| iajo_| | _Bacteroides 99.7 RaFAH95.40 blast;92.70 iPHoP-RF;74.60
S11-wms_32691 rmicutesic__Clostridiajo__0 = | 94.9 blast;96.40 iPHoP-RF;66.80
S11-wms_330479 idotaic_| iajo_| | _ Alistipes 98.5 CRISPR;98.90 iPHOP-RF;78.50
512-wms-combined_111524 - | | _Bacteroides 99.6 RaFAH;99.60
512-wms-combined_111524 idotaic_| | | _Alistipes 95.6 blast;96.90 iPHOP-RF;96.70 CRISPR;80.20
512-wms-combined_117447 rmicutes;c__Clostridiajo__Christensenellales;f__CAG-917g__ 91 blast;93.40 iPHOP-RF;67.30
512-wms-combined_117628 3291 d_Bacteriap_| -_Clostridia;o_Oscillospirales;f_Acutalibacteraceae;g__CAG-217 96.2 blast;97.30 iPHoP-RF;73.20
512-wms-combined_120133 rmicutesic__Clostridiajo_Lachnospirales;f_Lachnospiraceaeg_Lachnospira 99.1 CRISPR;97.80 blast;97.00 iPHOP-RF;96.40 RaFAH;84.70
512-wms-combined_129554 4738 d_Bacteria;p_f ic__Clostridia;o_Oscillospirales;f_Oscillospiraceae;g__F23-802 95 blast;96.50 iPHOP-RF;75.90
512-wms-combined_129799 52.43 d_ Bacteria;p_| -_Clostridia;o_Oscillospirales;f_Oscillospiraceae;g__ER4 95.6 blast;96.90 iPHoP-RF;63.00
512-wms-combined_147628 13.34 d_ Bacteria;p_| 96 CRISPR;97.20 blast;93.30 iPHOP-RF;69.80
512-wms-combined_148741 2082 d_Bacteria;p_f -_Clostridia;o_Oscillospirales;f_Oscillospiraceaejg__CAG-83 93.9 blast;95.70 iPHOP-RF;94.70 CRISPR;93.00
512-wms-combined_151843 24.49 d_Bacteria;p_f ic__Clostridia;o_Christensenellales;f__CAG-74;5__UBA11524 95.6 blast;96.90 iPHoP-RF;92.80
512-wms-combined_151843 24.49 d_Bacteria;p_f -_Clostridia;o_Christensenellales;f__CAG-74;g__UBA11524 95.6 blast;96.90 iPHOP-RF;90.50 CRISPR;77.70
512-wms-combined_157167 8.42 d_Bacteria;p_f ic__Clostridia;o_Oscillospirales;f_Oscillospiraceae;g__CAG-83 92.5 blast;94.60 iPHoP-RF;70.90
512-wms-combined_164656 3.93 d_Bacteria;p_f

ic__Clostridia;o_Christensenellales;f__CAG-917,;g__CAG-475 94.7 blast;96.30 iPHoP-RF;68.60

512-wms-combined_168259 100 RaFAH;98.70 blast;96.90 CRISPR;95.20 iPHoP-RF;87.60

512-wms-combined_184338 rmicutesic__Clostridiajo__0 = | 916 blast;93.90 iPHoP-RF;83.90
512-wms-combined_189323 idotaic_| iajo_| | _ Alistipes 99.4 blast;97.60 iPHOP-RF;96.70 RaFAH;89.00 CRISPR;53.90
512-wms-combined_190114 93.65 d_Bacteriajp_f - | | _Bacteroides 100 RaFAH;99.60 blast;96.70 iPHOP-RF;95.10
512-wms-combined_201125 83.81 d_Bacteriajp_f - | | _Bacteroides 99.4 iPHOP-RF;96.40 RaF AH;93.60 blast;77.30
512-wms-combined_201125 83.81 d_Bacteriajp_f idotaic_| iajo_| idales;f_| _Phocaeicola 95.2 blast;96.60 iPHoP-RF;80.60
512-wms-combined_210942 9.09 d_Bacteria;p_Firmicutes;c_Clostridia;o_Oscillospirales;f_Oscillospiraceae;g_| 96.3 blast;97.40

512-wms-combined_223043 99.11 d_Bacteria;p_Firmicutes;c__ Clostridia;o_L L | 915 blast;93.80 iPHoP-RF;64.30
$12-wms-combined_23517 2819 d_Bacteria;p_Firmicutesic__Clostridia;o_Oscillospirales;f__Oscillospiraceaeig__CAG-83 98.5 blast;98.90 CRISPR;98.40 iPHOP-RF;93.10
512-wms-combined_2450 57.23 d_Bacteria;p_| idotaic_| iajo_| idales;f_| _Tidj 90.2 blast;92.70 iPHoP-RF;50.70
512-wms-combined_250551 9855 d_Bacteria;p_f - | | _Bacteroides 100 RaFAH;99.40 blast;92.10 iPHOP-RF;83.90
512-wms-combined_250551 9855 d_Bacteria;p_f - | | _Phocaeicola 92.5 blast;94.60 iPHoP-RF;75.00
512-wms-combined_25459 - | | _Alistipes 95.6 blast;96.90 iPHoP-RF;96.70
512-wms-combined_256299 44.45 d_Bacteria;p_{ - | | _UBA7173 90.1 blast;92.60 iPHoP-RF;75.70
$12-wms-combined_259783 8156 d_Bacteria;p_Firmicutesic__Clostridia;o_Lachnospirales;f_Lachnospiraceaejg_Roseburia 96.7 CRISPR;97.70 blast;92.20 iPHOP-RF;70.60
$12-wms-combined_259783 8156 d_Bacteria;p_Firmicutesic__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g__RUG115 96.6 CRISPR;97.60 iPHOP-RF;50.40
512-wms-combined_259783 8156 d_Bacteria;p_Firmicutesic__ Clostridia;o_Lachnospirales;f_Lachnospiraceaejg__UBA11774 96.3 CRISPR;97.40 iPHOP-RF;61.70
512-wms-combined_259783 8156 d_Bacteria;p_Firmicutesic__Clostridia;o_Lachnospirales;f_Lachnospiraceaeg_Lachnospira 95 blast;96.50 iPHOP-RF;52.00
512-wms-combined_260036 44.16 d_Bacteria;p_{ idotaic_| iajo_| idales;f_| ,_Bamnesiella 94.6 blast;96.20 iPHOP-RF;94.10 CRISPR;67.50
512-wms-combined_263377 78.23 d__Bacteriap_| jc_Clostridiajo_Oscillospirales;f_Acutalibacteraceae;g__UBA1417 91.7 blast;94.00 iPHoP-RF;69.30
512-wms-combined_264077 19.02 d__Bacteria;p_Firmicutesic_Clostridiao__O: | ,_Faecali 90.4 blast;92.90 iPHoP-RF;86.30
512-wms-combined_264425 99.56 d_Bacteria;p_f -_Clostridia;o_Oscillospirales;f_Acutalibacteraceae;g__UBA1417 91.8 blast;94.10 iPHoP-RF;57.30
512-wms-combined_264845 6.58 d_Bacteria;p_f ic__Clostridia;o_Oscillospirales;f_Oscillospiraceae;g__CAG-110 95 blast;96.50 iPHOP-RF;90.10
512-wms-combined_270839 20.16 d_Bacteria;p_f ic__Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__CAG-83 92.5 blast;94.60 iPHoP-RF;79.80
512-wms-combined_282594 ) ) L | i 100 CRISPR;98.70 RaFAH;98.50 blast;96.90 iPHoP-RF;78.50
512-wms-combined_203354 ic__Clostridia;o_Christensenellales;f__CAG-74;5__UBA11524 95.6 blast;96.90 iPHoP-RF;92.80
512-wms-combined_203354 ic__Clostridia;o_Christensenellales;f__CAG-74;5__UBA11524 95.6 blast;96.90 CRISPR;96.60 iPHOP-RF;93.10
512-wms-combined_297545 idotaic_| iajo_| idales;f_| _Bacteroides 99.9 RaFAH;98.50 blast;90.90 iPHOP-RF 65.60
512-wms-combined_299293 62.93 d_Bacteria;p_Firmicutesic__Clostridia;o_Christensenellales;f__CAG-74;g__SFFHOL 90.4 blast;92.90 iPHoP-RF;75.40
512-wms-combined_302876 24.68 d_Bacteria;p_f -_Clostridia;o_Lachnospirales;f_Lachnospiraceae;g_Lachnospira 93.9 blast;95.70 iPHoP-RF;73.50
512-wms-combined_302876 24.68 d_Bacteria;p_f -_Clostridiajo_Lachnospirales;f_Lachnospiraceae;g__RUG115 93.9 blast;95.70 iPHoP-RF;70.00
512-wms-combined_313953 97.5 d_Bacteria;p_Proteobacteriaic__Alphaproteobacteriajo_RF32f__CAG-239;g__CAG-495 90.9 blast;93.30 iPHoP-RF;78.50
512-wms-combined_31761 54.85 d__Bacteria;p_Firmicutesic_Clostridia;o__Lachnospirales;f_Lachnospiraceae;g__COE1 93.6 blast;95.50 iPHoP-RF;70.20
512-wms-combined_320262 15.45 d__Bacteriap_| idotaic_| iajo_| idales;f_| _ Alistipes 97.8 blast;98.40 iPHoP-RF;97.10
512-wms-combined_320727 99.96 d_Bacteria;p_f idotaic_| iajo_| idales;f_| _Bacteroides 93.8 RaFAH93.60 blast;61.60 iPHOP-RF;55.70
512-wms-combined_323943 18.94 d__Bacteria;p_Firmicutesic_Clostridiajo_Oscillospirales;f__Ruminococcaceaejg__Gemmiger 94.6 CRISPR;96.20 blast;93.90 iPHOP-RF;91.80
512-wms-combined_328554 31.03 d_Bacteria;p_| idotaic_| iajo_| idales;f_| _Alistipes 96.3 iPHOP-RF;96.70 blast;95.80 RaFAH;60.10
512-wms-combined_329242 5.39 d_Bacteria;p_Firmicutesc_ Clostridiajo__O: = | 91.1 blast;93.50 iPHoP-RF;56.00
512-wms-combined_334806 38.66 d__Bacteria;p_Firmicutes;c_Clostridia;o_Oscillospirales;f_Oscillospiraceae;g__CAG-83 916 blast;93.90 iPHoP-RF;61.90
512-wms-combined_345948 rmicutesic__Clostridiajo__0 | ,_Faecali 98.8 blast;96.90 iPHOP-RF;92.10 RaFAH;84.90 CRISPR;63.30
512-wms-combined_351847 idotaic_| iajo_| | ,_Barnesiella 95 blast;96.50 iPHOP-RF;88.20 CRISPR;72.90
512-wms-combined_358797 - | | _Alistipes 100 blast;98.40 iPHOP-RF;96.10 RaF AH;95.40
512-wms-combined_358797 - | | _ Alistipes_A 93.5 RaFAH95.40
512-wms-combined_368190 - | | _Bacteroides 100 RaFAH;98.90 iPHoP-RF;97.10 blast;91.30
512-wms-combined_368190 100 d_Bacteria;p_E - | | _Phocaeicola 93.9 blast;95.70 iPHoP-RF;95.70 CRISPR;79.60
512-wms-combined_368562 9838 d_Bacteria;p_f idotaic_| iajo_| idales;f_| _Bacteroides 100 RaFAH;99.70 blast;93.90 iPHOP-RF;92.80
512-wms-combined_371541 14.41 d_Bacteria;p_Bacteroidota;c_Bacteroidia;o__Bacteroidales;f__UBA11471;g__UBA11471 916 blast;93.90 iPHOP-RF;90.10
512-wms-combined_371541 14.41 d_Bacteriap_| idotaic_| iajo_| idales;f_| _Bacteroides 90.7 RaFAH93.10
512-wms-combined_375343 2072 d_Bacteria;p_Bacteroidotaic_Bacteroidiajo_Bacteroidales;f__UBA11471;g__UBA11471 916 blast;93.90 iPHoP-RF;88.50
512-wms-combined_393703 8.02 d_Bacteria;p_Firmicutes;c_ Clostridiajo_Oscillospirales;f_Oscillospiraceae;g__ER4 93.5 blast;95.40 iPHoP-RF;50.20
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S2-wms-combined_127080
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S2-wms-combined_137119
S2-wms-combined_140996
S2-wms-combined_143737
52-wms-combined_147065
S2-wms-combined_157934.
S2-wms-combined_157934.
S2-wms-combined_157934.
52-wms-combined_158821
S2-wms-combined_159670
S2-wms-combined_165833
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S2-wms-combined_196783
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S2-wms-combined_197577
S2-wms-combined_199384
S2-wms-combined_199384
S2-wms-combined_200390
S2-wms-combined_201205
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rmicutesic__Clostridiajo_Oscillospirales;f__Oscillospiraceae;g__ER4

rmicutes;c__Clostridia;o__Oscillospirales;f_Ruminococcaceae;g__UBA3818
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24.07 d_Bacteria;p_f
6.87 d_Bacteria;p_¢

3.97 d_Bacteria;p_f

99.65 d_Bacteria;p_f

99.65 d_Bacteria;p_f

7.07 d_Bacteria;p_f
2766 d_Bacteria;p_f

2766 d_Bacteria;p_f

rmicutesic__Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__CAG-83
rmicutesic__Clostridiajo__0 x __Faecali
idotaic_| iajo_| | ,_Bamnesiella
- | | _Bacteroides
- | | _Phocaeicola
| | _Bacteroides
-G >_Cori | |
jc__Ca _Cori ialesif_C ,_Collinsella
rmicutes;c__Clostridiajo__0 n u
rmicutesic__Clostridiajo__0 | | 0
rmicutesic__Clostridiajo_Oscillospirales;f__Oscillospiraceae;g__ER4
rmicutesic__Clostridia;o_Oscillospirales;f_Ruminococcaceae;g__ UMGS363
rmicutes;c__Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__CAG-83
- iajo_| idales;f_| _ Alistipes
- | _Bacteroides
- | f_UBAS633;8__ MWCKOL
- | | _Bacteroides
- | | _Phocaeicola
rmicutes;c__Clostridia;o_Oscillospirales;f_Oscillospiraceae;g_Evtepia
idotaic_| iajo_| idales;f_| _Bacteroides
rmicutes;c__Clostridiajo_Oscillospirales;f_Oscillospiraceae;g_Flavonifractor
rmicutes;c__Clostridiajo_Oscillospirales;f_Oscillospiraceae;g_Flavonifractor
idotaic_| iajo_| idales;f_| Bacteroides
- | | _Phocaeicola
rmicutes;c__Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__Marseille-P3106
idotaic_| iajo_| idales;f_| _Bacteroides
_Phocaeicola

56.56 d__Bacteria;p_|
99.75 d_Bacteria;p_f

rmicutesic__Clostridia;o_Oscillospirales;f_Oscillospiraceae;

;_Flavonifractor

49.28 d_Bacteria;p_§
49.28 d_Bacteria;p_f

_Bacteroides

7.9 d_Bacteriap_|

7.9 d_Bacteria;p_|
2967 d_Bacteria;p_J
9631 d_Bacteria;p_f
69.95 d_Bacteria;p_f

rmicutesic__Clostridiajo_Oscillospirales;f__Oscillospiraceae;g_Flavor

_Phocaeicola

rmicutesic__Clostridiajo__0

rmicutesic__Clostridiajo__0

_Alistipes

69.95 d_Bacteria;p_f

4.98 d_Bacteria;p_f
10.23 d_Bacteriap_
10.23 d_Bacteriap_

- | | _Bacteroides
rmicutesic__Clostridiajo__L L |
iotaic__C )_Cori _Eggerthella
- C )_Cori ,_Arabia
_Bacteroides

88 d_Bacteria;p_f
2414 d_Bacteria;p_f
2414 d_Bacteria;p_f
25.00 d_Bacteria;p_f

rmicutesic__Clostridia;o__Oscillospirales;f_Oscillospiraceae;

;_Flavonifractor

rmicutesic__Clostridiajo__0

_ Alistipes

97.18 d_Bacteria;p_f
97.18 d_Bacteria;p_f
97.18 d_Bacteria;p_f

66.5 d_Bacteria;p_f

83.01 d_Bacteria;p_f
9839 d_Bacteria;p_f
66.23 d_Bacteria;p_f
97.65 d_Bacteria;p_f

rmicutesic__Clostridia;o_ Clostridiales;f_Clos

diaceae;g__Clostridium

rmicutesic__Clostridiajo_Clostridiales;f_Clostridiaceaejg__Clostridium_F

rmicutesic__Clostridiaso_Clostridiales;f_Clos
rmicutesic__Clostridiajo__0

diaceae;g__Clostridium_P

rmicutesic__Clostridia;o_Oscillospirales;f__Oscillospiraceae;g_Flavor

rmicutesic__Clostridiajo_Oscillospirales;f_Oscillospiraceae;
rmicutesic__Clostridiajo__0

;_Flavor

rmicutesic__Clostridiajo__0

rmicutes;c__Clostridiajo_Oscillospirales;f_Oscillospiraceae;g_Flavonifractor

7.24 d_Bacteria;p_¢
7.24 d_Bacteria;p_§

_Bacteroides

2538 d_Bacteriajp_f
53.86 d__Bacteria;p_|
19.94 d__Bacteriap_|
72.41 d_Bacteriap_|
17.32 d_ Bacteriap_|

_Phocaeicola

rmicutesic__Clostridiajo_Oscillospirales;f__Ruminococcaceae;g__Gemmiger

-_Clostridiajo_Oscillospirales;f_Oscillospiraceae;

,__HGM12998

rmicutes;c__Clostridiajo_Oscillospirales;f_Oscillospiraceae;g_An92

rmicutesic__Clostridiajo__0

_Dialister

5.1 d_Bacteria;p_|

_Bacteroides

5.1 d_Bacteria;p_|

_Bacteroides_G

5.1 d_Bacteria;p_|

2615 d_Bacteria;p_f
97.74 d_Bacteria;p_{

80.02 d_Bacteria;p_f
52.93 d_Bacteriap_|
14.26 d__Bacteriap_|
24 d_Bacteria;p_f
8.57 d_Bacteria;p_F
32,69 d_Bacteria;p_|

36.79 d__Bacteria;p_|
59.11 d_Bacteria;p_|
99.75 d_Bacteria;p_f

- | | _Bacteroides
rmicutesic__Clostridiajo__0 | | D
idotaic_| i | _Alistipes
rmicutesic__Clostridiajo__L _ .
-_Clostridiajo__0 = o
sc__Clostridiajo__0 x L
Clostridiazo_L | |
sc_Clostridiajo__0 u n
rmicutesic__Clostridiajo__0 | n
idotaic_| iajo_| | _Bacteroides
rmicutes;c_| ) | _Dialister
Verr ) L
rmicutesic_| ) | _Dialister
rmicutesic__Clostridiajo_Oscillospirales;f_Oscillospiraceae;g_An92
rmicutes;c__Clostridiajo_Oscillospirales;f__Oscillospiraceae;g__ER4
idotaic_| iajo_| idales;f_| _Bacteroides
_Bacteroides

99.85 d_Bacteria;p_f
99.51 d_Bacteria;p_f
99.51 d_Bacteria;p_f
9951 d_Bacteria;p_f
99.16 d_Bacteria;p_f
16.22 d_Bacteriap_|
74.42 d__Bacteriap_|
4897 d_Bacteria;p_f

40.03 d_Bacteria;p_f
2515 d_Bacteria;p_f
13.4 d_Bacteria;p_f
32.37 d_Bacteria;p_|
32.37 d_Bacteria;p_|
4277 d_Bacteria;p_f
17.07 d__Bacteriap_|
17.07 d__Bacteriap_|
14.49 d__Bacteriap_|

8222 d_Bacteriajp_Vern

jc_Clostridiajo_Lachnospirales;f_Lachnospiraceaejg_Roseburia

-_Clostridia;o_Lachnospirales;f_Lachnospiraceaejg__UBA11774

rmicutes;c__Clostridiajo__L L
rmicutesic__Clostridiajo_Oscillospirales;f_Oscillospiraceae;

. CAG-83

rmicutesic__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Roseburia

rmicutesic__Clostridiajo__0

rmicutesic__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Blautia_A

rmicutesic__Clostridiajo__0

_Dialister

-_Clostridiajo_|

-_Clostridiajo_0

jc_Clostridiajo_Oscillospirales;f_Oscillospiraceae;g__Flavonifractor

jc__Clostridiajo_O:
-_Clostridiajo_0

sc__Clostridiajo_L L

_Megamonas

90.9 blast;93.30 iPHoP-RF;72.40
90.3 blast;92.80 iPHoP-RF;62.20

91.7 blast;94.00 iPHoP-RF;90.10

95.7 blast;96.80 iPHoP-RF;84.20 RaFAH;53.60
94.6 blast;96.20 iPHoP-RF;69.80

00 RaFAH;99.80 iPHOP-RF;96.10 blast;94.00
91.6 blast;93.90 iPHoP-RF;82.20

97.9 CRISPR;98.50 blast;60.80

92.7 blast;90.60 RaFAH;72.60

93.1 blast;95.10 iPHoP-RF;66.80

92.6 CRISPR;94.70

90.2 RaFAH;92.70

95.3 blast;96.70 iPHoP-RF;74.80 CRISPR;67.70
90.8 blast;93.20 iPHoP-RF;64.80

95.3 blast;96.70 iPHoP-RF;93.10

915 blast;93.80 iPHoP-RF;82.80

96.2 CRISPR;97.30 iPHOP-RF;97.10 blast;96.60
91.6 RaFAH;93.90

91.1 blast;93.50

99.6 iPHOP-RF;97.10 blast;96.90 RaFAH;92.40
94.9 iPHOP-RF;96.40 blast;95.70

90.7 blast;93.10 iPHoP-RF;81.60

100 RaFAH;98.70 blast;96.80 iPHoP-RF;92.80
91.2 blast;93.60 iPHoP-RF;74.30

93.4 blast;95.30 iPHoP-RF;74.80

100 RaFAH;99.30 iPHOP-RF;97.10 blast;92.60
95.9 iPHOP-RF;97.10 blast;96.20 CRISPR;86.70
94.7 blast;96.30 iPHoP-RF;71.30

100 RaFAH;99.10 iPHOP-RF;97.10 blast;90.90
92.2 iPHOP-RF;94.40

98.7 CRISPR;99.00 blast;98.50 iPHoP-RF;96.40
92.1 blast;94.30 iPHoP-RF;78.00

97.9 blast;98.30 iPHoP-RF;96.10 CRISPR;90.30 RaFAH;56.00
90.3 iPHOP-RF;92.80

91.4 blast;93.70 iPHoP-RF;83.60

91.4 blast;93.70 iPHoP-RF;52.20

99.6 CRISPR;99.60 iPHoP-RF;97.10 blast;96.90
94.2 blast;95.90 iPHoP-RF;53.80

97.6 CRISPR;98.30 iPHOP-RF;97.10 blast;96.90
90.8 RaFAH;93.20

91.2 blast;93.60 iPHoP-RF;75.20

96.3 CRISPR;97.40 blast;92.10 iPHOP-RF;87.00
90.2 CRISPR;92.70 iPHOP-RF;50.70

100 RaFAH;99.00 blast;98.60 iPHoP-RF;96.40 CRISPR;80.00
915 blast;93.80 iPHoP-RF;91.40

90.7 iPHOP-RF;93.10 blast;89.90

97.2 CRISPR;98.00 blast;95.10 iPHoP-RF;90.80
98.2 RaFAH;98.70

98.2 RaFAH;98.70

98.2 RaFAH;98.70

909 blast;93.30

90.8 blast;93.20

95.2 blast;96.60 iPHoP-RF;89.20

100 RaFAH;98.90 blast;96.90 iPHoP-RF;87.00 CRISPR;67.80
98.5 blast;98.90

90.6 blast;91.80 iPHoP-RF;85.40 CRISPR;73.10 RaFAH;57.20
95.9 iPHOP-RF;97.10 blast;85.40

95.2 blast;96.60 iPHoP-RF;74.80
91.4 blast;93.70 iPHoP-RF;77.50
91.4 blast;93.70 iPHoP-RF;92.10
98.7 blast;96.90 RaFAH;83.30 iPHOP-RF;76.80 CRISPR;69.70
97.2 CRISPR;98.00 blast;96.90 iPHOP-RF;93.70
99.1 iPHOP-RF;96.40 RaFAH;90.70
95.3 iPHOP-RF;96.70
94.9 iPHOP-RF;96.40 CRISPR;89.30

90 blast;92.50
98.8 CRISPR;99.10 blast;96.90 iPHOP-RF;92.80

99 blast;96.60 RaFAH;87.50 CRISPR;82.60 iPHoP-RF;77.80
95.6 blast;96.90 iPHoP-RF;61.10
91.6 blast;93.90 iPHoP-RF;56.50
90.1 blast;92.60 iPHoP-RF;75.70
92.7 blast;94.80 iPHoP-RF;71.30
98.8 CRISPR;99.10 blast;93.50 iPHOP-RF;89.50
99.6 blast;96.90 RaFAH;93.60 iPHOP-RF;92.80 CRISPR;87.50
93.1 iPHOP-RF;95.10

100 RaFAH;97.60 blast;96.90 CRISPR;96.10 iPHOP-RF;92.40
97.8 CRISPR;98.40 blast;96.90 iPHOP-RF;88.20
95.9 blast;97.10 iPHoP-RF;97.10 CRISPR;75.50
93.5 blast;95.40 iPHoP-RF;76.60
95.6 blast;96.90 iPHoP-RF;70.20

100 blast;97.80 RaFAH;97.50 iPHOP-RF;78.50

100 RaFAH;97.00 blast;96.90 iPHoP-RF;95.10 CRISPR;58.20
98.8 CRISPR;98.90 iPHoP-RF;92.80 blast;89.30 RaFAH;59.00
98.7 CRISPR;98.80 iPHOP-RF;96.70 blast;96.30 RaFAH;59.00
97.9 CRISPR;98.50 iPHoP-RF;68.20
915 blast;93.80 iPHoP-RF;63.50
91.6 blast;93.90 iPHoP-RF;88.20
97.9 blast;96.20 iPHoP-RF;92.80 RaF AH;79.80
95.4 blast;96.80 iPHoP-RF;96.10
96.7 blast;93.20 CRISPR;89.80 iPHOP-RF;87.90 RaFAH;83.30
95.6 blast;96.90 CRISPR;95.80 iPHOP-RF;87.30
96.3 CRISPR;97.40 blast;96.90 iPHOP-RF;90.10
95.2 blast;96.60 iPHoP-RF;70.60
95.9 CRISPR;97.10 blast;91.40 iPHOP-RF;85.10
93.5 CRISPR;95.40 blast;91.00 iPHoP-RF;83.30
91.1 blast;93.50 iPHoP-RF;53.30
91.4 blast;93.70 iPHoP-RF;73.50
91.1 blast;93.50 iPHoP-RF;67.70

92 CRISPR;94.20 iPHOP-RF;67.50

100 CRISPR;99.30 blast;96.80 RaF AH;96.70 iPHoP-RF;68.60




S2-wms-combined_204225
S2-wms-combined_207000
S2-wms-combined_207000
S2-wms-combined_208559
S2-wms-combined_210822
52-wms-combined_218002
52-wms-combined_218002
S2-wms-combined_218002
S2-wms-combined_222535
S2-wms-combined_222535
S2-wms-combined_225908

S2-wms-combined_24549
S2-wms-combined_25727
S2-wms-combined_25727
52-wms-combined_30750
52-wms-combined_31084
S2-wms-combined_48661
52-wms-combined_52568
S2-wms-combined_57293
S2-wms-combined_5791

S2-wms-combined_5791

S2-wms-combined_5791

52-wms-combined_58563
52-wms-combined_58563
52-wms-combined_58563
52-wms-combined_58563
S2-wms-combined_62839
S2-wms-combined_64692
S2-wms-combined_64692
S2-wms-combined_6605

S2-wms-combined_72725
S2-wms-combined_73327

S2-wms-combined_85381
S2-wms-combined_93845
52-wms-combined_93845
52-wms-combined_93845
52-wms-combined_95987

53-wms-combined_45305
S3-wms-combined_73262
S3-wms_22744

S4-wms-combined_10758
S4-wms-combined_113721
S4-wms-combined_118531
S4-wms-combined_118531
S4-wms-combined_121978
S4-wms-combined_14411

S4-wms-combined_14411

S4-wms-combined_42647
S4-wms-combined_47565
54-wms-combined_51079
S4-wms-combined_57123
S4-wms-combined_57963
S4-wms-combined_64632
S4-wms-combined_64632
S4-wms-combined_83492
S4-wms-combined_83492
S4-wms-combined_83492
S4-wms_107182

5-wms-combined_106597
55-wms-combined_106597
S5-wms-combined_108794
55-wms-combined_117095

6.16 d_Bacteria;p_f
9252 d_Bacteria;p_f
9252 d_Bacteria;p_f
10,84 d_Bacteriap_|

rmicutes;c__Clostridiajo_| L

L jium_A

rmicutes;c__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Agathobacter

rmicutesic__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g__Roseburia

37.52 d_Bacteria;p_|
99.73 d_Bacteria;p_f
99.73 d_Bacteria;p_f
99.73 d_Bacteria;p_f

7.99 d_Bacteria;p_F

7.99 d_Bacteria;p_f
8771 d_Bacteria;p_f

Alistipes
_Bacteroides

jc_Clostridiajo_Lachnospirales;f_Lachnospiraceaejg_Roseburia

-_Clostridia;o_Lachnospirales;f_Lachnospiraceaejg_Roseburia

rmicutesic__Clostridia;o__Oscillospirales;f_Acutalibacteraceae;g__ CAG-217

17.49 d_Bacteriap_|
21.03 d_Bacteria;p_f
21.03 d_Bacteria;p_f
11.82 d_Bacteriap_|
2249 d_Bacteria;p_f

11.3 d_Bacteria;p_f
12.66 d__Bacteriap_|
78.69 d_Bacteriap_|
89.76 d_Bacteria;p_f
89.76 d_Bacteria;p_f
89.76 d_Bacteria;p_f

_Bacteroides

rmicutes;c__Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__CAG-170

rmicutesic__Clostridiajo__0

rmicutes;c__Clostridiajo__Christensenellales;f__CAG-74;_Ventricola

rmicutesic__Clostridiajo__O:

-_Clostridia;o_Christensenellales;f__CAG-74;g__SFFHO1

rmicutes;c__Clostridiajo__Lachnospirales;f_Lachnospiraceae;g_ Acetivibrio_A

rmicutes;c__Clostridiajo__L

Anaerc

rmicutesic__Clostridiajo__0

rmicutes;c__Clostridiajo__Oscillospirales;f_Oscillospiraceae;g_F23-802

rmicutes;c__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Agathobacter
rmicutes;c__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Roseburia

rmicutesic__Clostridiajo__L L

21.08 d_Bacteria;p_f

88.99 d_Bacteria;p_|
88.99 d_Bacteria;p_|
88.99 d_Bacteria;p_f
88.99 d_Bacteria;p_|
32.39 d_Bacteria;p_|
2476 d_Bacteria;p_f
2476 d_Bacteria;p_f

7.53 d_Bacteria;p_f
19.31 d_Bacteriap_|

3.55 d_Bacteria;p_f
38.64 d__Bacteria;p_|

9.77 d_Bacteria;p_¢

rmicutesic__Clostridia;o_ Clostridiales;f_Clos

_Bacteroides

_Phocaeicola

diaceae;g__Clostridium

Clostridium_P

;_Sutterella

45.07 d_Bacteria;p_f
99.44 d_Bacteria;p_f
99.44 d_Bacteria;p_f
99.44 d_Bacteria;p_f

3.24 d_Bacteria;p_f
9932 d_Bacteria;p_f
9835 d_Bacteria;p_|

L ium_A

9835 d_Bacteria;p_P:

4673 d_Bacteria;p_{

_UBAS6335_MWCKOL

95.89 d_Bacteria;p_f
43.87 d_Bacteria;p_f

rmicutesic__Clostridiajo__0

_Escherichia

_Prevotella

rmicutes;c__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Blautia_A

99.14 d_Bacteria;p_f
99.14 d_Bacteria;p_f
13.43 d_Bacteria;p_|
98.04 d_Bacteria;p_f
98.04 d_Bacteria;p_f
98.04 d_Bacteria;p_f

_Bacteroides

rmicutesic__Clostridiajo_Lachnospirales;f_Lachnospiraceaeg_Lachnospira

rmicutes;c__Clostridiajo__L L

G

rmicutes;c__Clostridiajo_|

rmicutes;c__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Roseburia
rmicutesic__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g__RUG115

831 d_Bacteria;p_¢
81.02 d_Bacteriajp_J

« Cori

-_Clostridiajo_Lachnospirales;f__Lachnospiraceae;g_Agathobacter

_Bacteroides
_Eggerthella

11.75 d__Bacteriap_

2739 d_Bacteria;p_f
99.96 d_Bacteria;p_f

rmicutesic__Clostridiajo_Oscillospirales;f__Ruminococcaceae;g__Gemmiger

9921 d_Bacteria;p_f
9921 d_Bacteria;p_f
2178 d_Bacteria;p_f

rmicutes;c__Clostridiajo__0

_Bacteroides

rmicutes;c__Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__CAG-83

rmicutesic__Clostridiajo__0

rmicutes;c__Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__CAG-170

94.44 d_Bacteria;p_J
88.87 d_Bacteria;p_f

p.

6.49 d_Bacteria;p_f
66.42 d_Bacteria;p_f
66.42 d_Bacteria;p_f
87.01 d_Bacteria;p_f
97.82 d_Bacteria;p_f

97.82 d_Bacteria;p_f

g Marseille-P3160

85.97 d_Bacteria;p_J

Odoribacter

25.83 d_Bacteriajp_J

[ Cori i C

,_Collinsella

6.25 d_Bacteria;p_f
99.65 d_Bacteria;p_f

rmicutes;c__Clostridia;o_Lachnospirales;f_Lachnospiraceae;g_Roseburia

63.73 d_Bacteria;p_|

Alistipes

rmicutesic__Clostridiajo__0

8136 d__Bacteria;p_f
8831 d_Bacteriajp_J

_Prevotella

13.17 d_ Bacteriap_|

748 d_Bacteria;p_f
4329 d_Bacteria;p_f
4329 d_Bacteria;p_f
86.97 d_Bacteria;p_f

_Prevotella

ic__Clostridia;o_Lachnospirales;f_Lachnospiraceae;g__Dorea_A
L

86.97 d_Bacteria;p_f

_Bacteroides

86.97 d_Bacteria;p_f

7.59 d_Bacteria;p_/

_Phocaeicola
__CAG-1427

37.81 d_Bacteria;p_|

5.84 d_Bacteria;p_/

_Prevotella

2850 d_Bacteriajp_f

70.49 d_Bacteriap_|
93.28 d_Bacteria;p_f
93.28 d_Bacteria;p_f
76.93 d__Bacteriap_|

_Prevotella
_Prevotella

rmicutesic__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Blautia_A
rmicutesic__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Blautia

c fajo_C:

25.93 d_Bacteria;p_C:

25.93 d_Bacteria;p_C:

c: fajo_C:

p

58.74 d_Bacteriap_|
10.16 d_Bacteriap_|

rmicutesic__Clostridiajo__0

rmicutesic__Clostridia;o__Oscillospirales;f_Acutalibacteraceae;g__UBA1417

91.6 blast;93.90 iPHoP-RF;79.30
93.4 blast;95.30 iPHoP-RF;93.70
90.7 iPHOP-RF;93.10 blast;92.00
95.6 blast;96.90 iPHoP-RF;96.70
91.8 iPHOP-RF;89.50 blast;81.20 RaFAH;71.80
99.9 blast;98.50 iPHoP-RF;92.40 RaFAH;92.30
99.3 RaFAH;92.30 blast;87.70 iPHOP-RF;83.10
99 RaFAH;92.30 blast;89.90 iPHoP-RF;73.00
92.1 blast;94.30 iPHoP-RF;92.10
90.7 iPHOP-RF;93.10 blast;91.00
95.6 blast;96.90 CRISPR;93.30 iPHOP-RF;79.00
99.9 blast;96.90 iPHoP-RF;96.70 RaFAH;96.10
91.4 blast;93.70 iPHoP-RF;78.30
909 blast;93.30
94.7 blast;96.30 iPHoP-RF;74.60
94.7 blast;96.30 iPHoP-RF;71.90
95.6 blast;96.90 iPHoP-RF;82.50
90 blast;92.50 iPHoP-RF;69.10

92.3 blast;94.50 iPHoP-RF;80.30
95.7 blast;96.90 iPHoP-RF;88.90 RaFAH;51.90
92.1 CRISPR;94.30
91 CRISPR;93.40
90.8 blast;93.20
95.9 iPHOP-RF;97.10 blast;91.00
95.2 blast;96.60 iPHoP-RF;81.90
95.4 RaFAH;96.80
95.4 RaFAH;96.80
95.4 RaFAH;96.80
94.6 blast;96.20 iPHoP-RF;73.70
97.6 blast;98.30 iPHoP-RF;87.30 CRISPR;73.60
90.8 blast;93.20 iPHoP-RF;85.40
90.4 blast;92.90 iPHoP-RF;82.20 CRISPR;53.30
91.4 blast;93.70 iPHoP-RF;82.50
91.4 blast;93.70 iPHoP-RF;75.40
91.6 blast;93.90 iPHoP-RF;73.50
94.3 blast;96.00 iPHoP-RF;82.50
95.4 blast;96.80 iPHoP-RF;95.10
96.9 blast;96.70 iPHoP-RF;91.10 CRISPR;86.00 RaFAH;66.20
95.6 blast;96.90 iPHoP-RF;90.80 CRISPR;79.90
93.8 blast;95.60 iPHoP-RF;80.60
98.7 CRISPR;99.00 blast;91.30 iPHoP-RF;81.90
95.4 blast;96.80
90.8 RaFAH;93.20
93.2 blast;95.20 iPHoP-RF;84.50
100 RaFAH;99.60 blast;96.10 iPHoP-RF;79.30 CRISPR;55.70
95.6 RaFAH;96.90
92.3 blast;94.50 iPHoP-RF;66.30
91.8 RaFAH;94.10
99.7 CRISPR;98.90 blast;96.90 iPHOP-RF;92.40 RaFAH;85.50
93.8 blast;90.60 RaFAH;76.60 iPHOP-RF;62.50
100 RaFAH;99.60 blast;96.80 iPHoP-RF;95.70
99.9 CRISPR;98.80 RaFAH;92.10 blast;84.30 iPHoP-RF;67.70
1 RaFAH;92.10 blast;58.10
91.6 blast;93.90 iPHoP-RF;62.20
100 CRISPR;98.90 blast;94.40 RaF AH;93.70 iPHoP-RF;92.80
99.9 CRISPR;98.20 RaF AH;93.70 blast;90.80 iPHoP-RF;84.80
93.6 RaFAH;93.70 iPHoP-RF;64.00
93.6 RaFAH;95.50
94.9 CRISPR;96.40 RaFAH;50.20
95.3 blast;96.70 iPHoP-RF;96.40 CRISPR;94.80
94.2 blast;95.90 iPHOP-RF;76.60 CRISPR;S5.10
100 RaFAH;99.80 blast;93.60 iPHoP-RF;79.80 CRISPR;67.80
97.2 CRISPR;98.00 blast;60.70 iPHOP-RF;52.00
91.8 RaFAH;94.10
91.8 RaFAH;94.10
94.2 blast;95.90 iPHoP-RF;58.70
99.3 blast;98.30 iPHoP-RF;97.10 CRISPR;83.00 RaFAH;81.50
100 RaFAH;99.50 blast;89.70 iPHoP-RF;87.00
95.6 blast;96.90 iPHoP-RF;92.80 CRISPR;57.80
98.2 CRISPR;98.70 blast;96.80 iPHOP-RF;92.40
90.7 blast;93.10 iPHoP-RF;84.20
5 blast;96.50 iPHoP-RF;79.50
98.4 CRISPR;98.80 iPHoP-RF;68.90
97.5 RaFAH;98.20
95.3 iPHOP-RF;96.70 CRISPR;96.00 blast;95.40
98.7 CRISPR;99.00 blast;96.80 iPHOP-RF;89.20
92.6 iPHOP-RF;94.70
95.6 blast;96.90 iPHoP-RF;96.10
95.7 blast;97.00 iPHoP-RF;78.00 CRISPR;67.90
96.2 blast;97.30 iPHoP-RF;90.80
99.9 CRISPR;99.60 iPHoP-RF;97.10 blast;96.80 RaFAH;71.10
95.6 blast;96.90 iPHoP-RF;73.50
95.6 blast;96.90 iPHoP-RF;64.80
97.6 CRISPR;98.30 iPHOP-RF;95.40 blast;92.00
914 iPHOP-RF;93.70 blast;82.20
95.6 blast;89.90 iPHoP-RF;86.30 RaFAH;84.50
93.9 blast;95.70 iPHoP-RF;85.70
915 blast;93.80 iPHoP-RF;74.60
96.9 blast;97.80
98.4 CRISPR;98.80 blast;96.40 iPHOP-RF;79.00
99.6 CRISPR;99.60 iPHoP-RF;78.00
94.7 blast;96.30 CRISPR;93.50 iPHOP-RF;91.40
97.3 blast;96.90 iPHoP-RF;94.40 RaFAH;69.20 CRISPR;50.60
100 CRISPR;98.90 RaFAH;95.20 iPHOP-RF;93.70 blast;90.40
93.2 RaFAH;95.20
97.6 blast;98.30 iPHoP-RF;82.80
98.8 RaFAH;99.10
91.6 blast;93.90
95.6 blast;96.90 iPHoP-RF;89.50
91 blast;93.40 iPHoP-RF;64.50

8

8




5-wms-combined_117213
5-wms-combined_134381
5-wms-combined_134381
55-wms-combined_134381
5-wms-combined_145067
5-wms-combined_145067
55-wms-combined_145067
5-wms-combined_145067
55-wms-combined_156329
55-wms-combined_163165
55-wms-combined_178432

55-wms-combined_18356
55-wms-combined_18356
S5-wms-combined_197186
5-wms-combined_199135
55-wms-combined_204782
S5-wms-combined_205046
55-wms-combined_207291
55-wms-combined_210959
55-wms-combined_26061
5-wms-combined_3201
5-wms-combined_39793

5-wms-combined_66017
55-wms-combined_66662
55-wms-combined_67650
5-wms-combined_67650
55-wms-combined_72410
S5-wms-combined_7292

5-wms-combined_73301
55-wms-combined_73301
55-wms-combined_83370
55-wms-combined_83412

5-wms-combined_98202
$5-wms-combined_98202

S6-wms-combined_117756
S6-wms-combined_118427
S6-wms-combined_118427
S6-wms-combined_119017
S6-wms-combined_119017
S6-wms-combined_119138
S6-wms-combined_126236
S6-wms-combined_135223

S6-wms-combined_140731
S6-wms-combined_32530
S6-wms-combined_32530
S6-wms-combined_32530
S6-wms-combined_32530
S6-wms-combined_41246
S6-wms-combined_49909
S6-wms-combined_50721
S6-wms-combined_50721

S6-wms-combined_91039
S6-wms-combined_91039

57-wms-combined_107679_0
57-wms-combined_107679_1
57-wms-combined_107679_1
57-wms-combined_111004
57-wms-combined_123085
57-wms-combined_134452
57-wms-combined_134452
S7-wms-combined_134458
57-wms-combined_135154

97.16 d_Bacteria;p_J

97.01 d_Bacteria;p_f
97.01 d_Bacteria;p_f
97.01 d_Bacteria;p_f
82.3 d_Bacteria;p_f
82.3 d_Bacteria;p_f
82.3 d_Bacteria;p_f
82.3 d_Bacteria;p_f
75.2 d_Bacteria;p_f
3.66 d_Bacteria;p_F

rmicutesic__Clostridiajo__0 x =
rmicutes;c__Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__CAG-110

-_Clostridiajo__0 x n
-_Bacillio_Erysipelotrichales;f_Erysipelotrichaceae;g_Clostridium_AQ
rmicutes;c__Clostridia;o_Oscillospirales;f_Oscillospiraceae;g_Flavonifractor

13.6 d_Bacteria;p_¢ - | | _ Alistipes
13.11 d__Bacteria;p_Firmicutes;c_Clostridia;o_Oscillospirales;f_Oscillospiraceae;g__CAG-83

_ Alistipes_A

90.68 d_Bacteria;p_| - | - _Escherichia
90.68 d_Bacteria;p_f - | - i __Salmonella
3.6 d_Bacteria;p_Firmicutes;c_Bacilli;o__Erysipelotrichales;f__Erysipelotrichaceae;g_ Clostridium_AQ
16.23 d__Bacteria;p_G - Vampi ) = _0AMIOL
6.93 d_Bacteria;p_¢ - | | _ Alistipes_A
4.59 d_Bacteria;p_Firmicutesc_Clostridiajo_O: = |
100 d_Bacteria;p_E idotaic_| iajo_| | _Bacteroides
813 d_Bacteria;p_¢ _ Alistipes

99.77 d_Bacteria;p_Firmicutes;c__Clostridia;o_Lachnospirales;f_Lachnospiraceaeg_Blautia_A
23.69 d_Bacteriajp_| i

;_Oxalobacter

| p_t - _ - |
50.99 d_Bacteriaip.

95 d_Bacteria;p_f - | _Bacteroides
9.66 d_Bacteria;p_Firmicutesic_Clostridia;o_(l ,__Chri
100 d_Bacteria;p_Firmicutesic__Clostridiajo__0 | |
98.81 d_Bacteria;p_f idotaic_| iajo_| | _Alistipes
98.81 d_Bacteria;p_f | _Alistipes_A

rmicutesic__Clostridiajo__0 | |
-_Clostridiajo_0 o £

ic_Clostridia;o_Lachnospirales;f_Lachnospiraceae;g__Dorea_A
-_Clostridiaso_L L

60.27 d_Bacteria;p_f

224 d_Bacteria;p_f
96.75 d_Bacteria;p_f
96.75 d_Bacteria;p_f

8236 d_Bacteriajp_f - | | _Bacteroides
2558 d_Bacteria;p_Firmicutes;c_ Clostridiajo_| | |
99.97 d_Bacteria;p_f idotaic_| iajo_| | _Alistipes
99.97 d_Bacteria;p_f - | | _Alistipes_A
15.25 d__Bacteriap_| idotaic_| iajo_| idales;f_ _P:
- | | _Bacteroides
| Alistipes

rmicutesic__Clostridiajo__0

ic_Bacillio_L illales;f_L L
_Lactobacillales;f_Lactobacillaceae;g_Lactobacillus
i f Linil ¥

76.97 d_Bacteriap_|
76.97 d_Bacteriap_|
76.97 d_Bacteriap_|
76.97 d_Bacteriap_|

96.19 d_Bacteria;p_f sc_Clostridiajo_0 . |
96.19 d_Bacteria;p_f Clostridia;o_0: | |

8.51 d_Bacteria;p_f jc_Clostridiajo_O: . |

11.9 d_Bacteria;p_/ i c _Eggerthella

- | | _Bacteroides

99.85 d_Bacteria;p_f - | | _Phocaeicola

12.7 d_Bacteria;p_/ otajc_C )__Cori ,_Collinsella
4223 d_Bacteriajp_f ._Clostridiajo_0 | |

50.35 d__Bacteria;p_Firmicutesic_Clostridia;o_L | |
4024 d_Bacteria;p_f ic_Clostridiajo_( . |
4024 d_Bacteria;p_f -_Clostridia;o_Oscillospirales;f__Oscillospiraceaeig__CAG-83

37.52 d_Bacteria;p_| | ibrioniao_ i | ,__Bilophila
37.52 d_Bacteria;p_| | | | ,__Bilophila
99.25 d_Bacteria;p_Firmicutesc__Clostridiaso_L L |
2653 d_Bacteria;p_Firmicutesic__Clostridiajo__0 | |
23.09 d_Bacteria;p_f idotaic_| iajo_| | _Bacteroides

- | _Phocaeicola
55.97 d__Bacteria;p_Firmicutes;c_Clostridia;o__O: i
27.76 d_Bacteria;p_f -_Clostridiajo__0 | |
99.74 d_Bacteria;p_Firmicutesc__Clostridia;o_Lachnospirales;f_Lachnospiraceaejg_Roseburia
99.74 d_Bacteria;p_f -_Clostridiajo_Lachnospirales;f__Lachnospiraceae;g_Agathobacter
99.74 d_Bacteria;p_Firmicutesic__Clostridia;o_Lachnospirales;f_Lachnospiraceae;g__RUG115
99.74 d_Bacteria;p_f L
2108 d_Bacteria;p_f
50.09 d_Bacteriap_|
99.98 d_Bacteria;p_f
99.98 d_Bacteria;p_f - |
51.17 d_Bacteria;p_Firmicutesic_Clostridia;o__O:
rmicutes;c__Negativi

-_Clostridia;o_Oscillospirales;f__Oscillospiraceae;g__Marseille-P3106
rmicutesic__Clostridiajo__0 i

_Alistipes
_ Alistipes_A

_Dialister
p_t - iajo_| | _Alistipes
p_Proteobacteria;c_ Alphaproteobacteria;o__RF32;f__CAG-239;g__CAG-267

i i i _Bacteroides
_Alistipes
_Bacteroides

rmicutes;c_Clostridia;o_Oscil .
i i  prevotella
5 UBAST32

rmicutes;c__Clostridiajo_| |
i i ,_Marseille-P3160

P

;__Odoribacter

- | | _Bacteroides

rmicutesic__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g__Dorea_A

rmicutes;c__Clostridiajo_Lachnospirales;f__Lachnospiraceae;g_Extibacter

99.98 d_Bacteria;p_f - | | _ Alistipes
99.98 d_Bacteria;p_f - | | _ Alistipes_A
100 d_Bacteria;p_E - | L _Bacteroides

| | | _Alistipes
34.72 d__Bacteria;p_Firmicutesic_Clostridia;o__O: i
3.26 d_Bacteria;p_f
8.94 d_Bacteria;p_f
8.94 d_Bacteria;p_f
43.62 d_Bacteria;p_f
99.98 d_Bacteria;p_f

|
o
B

-_Clostridia;o_Christensenellales;f__CAG-74;g__UBA11524
ic__Clostridia;o_Oscillospirales;f_Ruminococcaceae;g__Gemmiger
i i _Bacteroides

98.8 CRISPR;97.70 iPHOP-RF;97.10 blast;96.50 RaFAH;80.80
98.4 RaFAH;98.30 blast;64.70
97.6 RaFAH;98.30
903 blast;92.80
95.6 blast;96.90 iPHoP-RF;95.70 CRISPR;53.80
93.1 iPHOP-RF;95.10
92.2 iPHOP-RF;94.40
92.2 iPHOP-RF;94.40
95.9 blast;97.10 CRISPR;90.20 iPHOP-RF;75.20
91.2 blast;93.60 iPHoP-RF;59.50
95.9 iPHOP-RF;97.10 blast;91.90 CRISPR;84.60
91 blast;93.40 iPHoP-RF;86.70
97 blast;97.90 iPHoP-RF;94.70
98.8 iPHOP-RF;97.10 blast;96.40 RaFAH;85.20 CRISPR;70.30
90.8 blast;93.20
94.6 blast;96.20 iPHoP-RF;73.70
903 blast;92.80
92.1 blast;94.30 iPHoP-RF;69.10
92.6 iPHOP-RF;94.70 blast;93.60
100 RaFAH;99.80 iPHOP-RF;95.70 blast;91.90
99.4 blast;96.90 iPHoP-RF;96.70 RaFAH;91.40 CRISPR;S7.80
96.7 blast;92.60 RaFAH;84.50
90.9 blast;93.30 iPHoP-RF;69.80
916 blast;93.90 iPHoP-RF;93.40 CRISPR;76.80
100 RaFAH;99.50 CRISPR;98.80 blast;96.90 iPHoP-RF;81.60
100 RaFAH;97.60 blast;96.90 iPHoP-RF;96.10
90.7 blast;93.10 iPHoP-RF;82.20
97.2 blast;98.00 iPHoP-RF;88.50
100 RaFAH;97.10 blast;96.90 iPHoP-RF;93.70
95.9 RaFAH;97.10
90.8 blast;93.20 iPHoP-RF;72.60
98.5 CRISPR;98.90 blast;96.60 iPHOP-RF;89.80
94.6 blast;96.20 iPHOP-RF;93.10 CRISPR;58.60
90.8 blast;93.20 iPHoP-RF;77.80
99.4 blast;96.90 iPHoP-RF;96.70 RaFAH;91.90
92.6 blast;94.70 iPHOP-RF;86.70 CRISPR;77.00
98.8 RaFAH;96.10 blast;88.90
94.5 RaFAH;96.10
94.9 iPHOP-RF;96.40 blast;91.70
91.8 iPHOP-RF;94.10 blast;83.60
99.4 RaFAH;99.50
95.6 blast;96.90 iPHoP-RF;77.50
90.8 blast;93.20
100 blast;98.70 RaFAH;95.70 iPHOP-RF;77.10
93.9 RaFAH;95.70
93.9 RaFAH;95.70
93.9 RaFAH;95.70
99.7 blast;98.00 CRISPR;97.80 RaFAH;93.50 iPHoP-RF 88.20
91.1 RaFAH;93.50
91.1 blast;93.50 iPHoP-RF;52.80
94.6 blast;96.20
0 RaFAH;99.00 iPHOP-RF;97.10 blast;96.60
94.9 iPHOP-RF;96.40 blast;90.30
97.5 CRISPR;98.20 blast;95.40 iPHOP-RF;77.10
99.6 blast;96.80 RaFAH;93.40 iPHOP-RF;93.10 CRISPR;73.10
91.6 blast;93.90 iPHoP-RF;77.50
97.9 iPHOP-RF;93.70 blast;91.90 RaFAH;88.40
96.3 blast;88.80 RaFAH;88.40 iPHOP-RF;78.50
94.2 blast;95.90 iPHOP-RF;92.40 CRISPR;66.40
92.7 blast;94.80 iPHoP-RF;92.80
91.6 blast;93.90
97.6 blast;98.30 CRISPR;97.70 iPHOP-RF;86.70
99 iPHOP-RF;96.40 blast;92.30 RaFAH;88.60
94.9 iPHOP-RF;96.40 blast;89.30
96.2 blast;96.90 iPHoP-RF;78.00 RaFAH;56.20
98.4 CRISPR;92.30 RaFAH;92.10 blast;92.10 iPHoP-RF;80.30
99.3 RaFAH;94.70 blast;87.00 iPHOP-RF;77.10
97.8 RaFAH;94.70 blast;81.80 iPHOP-RF;59.80
96 RaFAH;94.70 blast;71.80 iPHoP-RF;53.80
90.4 blast;92.90
91.2 blast;93.60
91 blast;93.40 iPHoP-RF;86.00
99.6 blast;96.90 iPHoP-RF;96.70 RaFAH;94.30
92.1 RaFAH;94.30
99 blast;96.90 iPHOP-RF;92.10 RaFAH;87.90
94.9 blast;96.40 CRISPR;86.10 iPHOP-RF;77.30
99 iPHOP-RF;97.10 blast;96.60 RaFAH;85.90
90.6 blast;93.00 iPHoP-RF;84.50
99.7 iPHOP-RF;97.10 blast;96.90 RaFAH;95.40
96.6 CRISPR;97.60 iPHOP-RF;97.10 blast;96.70
915 RaFAH;93.80
93.2 CRISPR;95.20 blast;94.40 iPHOP-RF;92.80
91.7 RaFAH;94.00
90 blast;92.50 iPHoP-RF;60.30
91.2 blast;93.60 iPHoP-RF;92.40 CRISPR;53.80
97.5 CRISPR;98.20 iPHoP-RF;69.80
blast;94.20 iPHoP-RF;68.00
90.7 RaFAH;93.10
RaFAH;99.70 blast;92.10 iPHOP-RF;90.50 CRISPR;53.10
95.3 blast;96.70 iPHoP-RF;94.40
92.2 iPHOP-RF;94.40 blast;79.50
RaFAH;98.50 blast;97.20 iPHOP-RF;96.40
97.9 RaFAH;98.50
99.9 RaFAH;99.80 iPHoP-RF;57.60
98.1 blast;98.60 iPHoP-RF;64.80
99.7 CRISPR;98.50 blast;96.60 RaFAH;90.40 iPHoP-RF 85.70
91.6 blast;93.90 iPHoP-RF;83.90
95.6 blast;96.90 iPHoP-RF;94.70
95.6 blast;96.90 CRISPR;95.90 iPHOP-RF;92.80
916 blast;93.90 iPHoP-RF;88.90 CRISPR;69.70
00 RaFAH;99.30 iPHOP-RF;97.10 blast;92.40

8

8

8



S7-wms-combined_135154
S7-wms-combined_136642
S7-wms-combined_137858
S7-wms-combined_139683
S7-wms-combined_14267

S7-wms-combined_143218
57-wms-combined_14529

S7-wms-combined_14529

S7-wms-combined_147158
S7-wms-combined_156351
S7-wms-combined_157260

57-wms-combined_167867
S7-wms-combined_169375
S7-wms-combined_169375
S7-wms-combined_174935
S7-wms-combined_185016
S7-wms-combined_189250
S7-wms-combined_190281
S7-wms-combined_20921
S7-wms-combined_217226
S7-wms-combined_218379
S7-wms-combined_218379
S7-wms-combined_224523
S7-wms-combined_235165
S7-wms-combined_238231
S7-wms-combined_239784
S7-wms-combined_239784.
S7-wms-combined_26217
S7-wms-combined_26217
S7-wms-combined_28138
57-wms-combined_31068
S7-wms-combined_3669
S7-wms-combined_3697
57-wms-combined_43950

S7-wms-combined_69024
57-wms-combined_71592
S7-wms-combined_72070
S7-wms-combined_74829
S7-wms-combined_84688
57-wms-combined_90393
$7-wms-combined_90728
$7-wms_113137

S8-wms-combined_146562
58-wms-combined_164289
58-wms-combined_169835
S8-wms-combined_180957
S8-wms-combined_185611
S8-wms-combined_185611
S8-wms-combined_211119
S8-wms-combined_215102
S8-wms-combined_215102
S8-wms-combined_217866
S8-wms-combined_217866
S8-wms-combined_217866
S8-wms-combined_219796
S8-wms-combined_225114
S8-wms-combined_23583

S8-wms-combined_239791
S8-wms-combined_246185
58-wms-combined_246389
58-wms-combined_25607

58-wms-combined_26087

S8-wms-combined_264711

58-wms-combined_40666
58-wms-combined_49369
58-wms-combined_68780
S8-wms-combined_74275
58-wms-combined_81597
58-wms-combined_97848

59-wms-combined_105462
59-wms-combined_105822
59-wms-combined_10990
59-wms-combined_122742
59-wms-combined_124857
59-wms-combined_2042
59-wms-combined_20485

99.98 d_Bacteria;p_f

8183 d_Bacteriajp_J

_Phocaeicola

55.93 d__Bacteriap_|
93.85 d_Bacteria;p_f
96.95 d_Bacteria;p_f

rmicutes;c__Clostridiajo__0

rmicutesic__Clostridiajo_Oscillospirales;f_Oscillospiraceae;g__CAG-103

6.41 d_Bacteria;p_/

_ Alistipes

25.87 d_Bacteria;p_f
25.87 d_Bacteriajp_f

rmicutes;

rmicutesic__Clostridiajo__Christensenellales;f__CAG-74;5__UBA11524.
-__Clostridia;o_Christensenellales;

_CAG-74;g__UBAL1524

86.44 d_Bacteria;p_J

22 d_Bacteria;p_f
99.48 d_Bacteria;p_f
16.06 d__Bacteriap_|

rmicutesic__Clostridiajo__L

rmicutesic__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Blautia_A
rmicutesic__Clostridiajo_Lachnospirales;f_Lachnospiraceaeg_Lachnospira

_ Alistipes

10.54 d__Bacteriap_

10,64 d__Bacteriap_|
10,64 d__Bacteriap_|
34.84 d__Bacteria;p_

95.96 d_Bacteria;p_f

_Bacteroides

2237 d_Bacteriajp_J

C ,_Collinsella

13.36 d__Bacteria;p_ iotaic_C

29.3 d_Bacteria;p_Firmicutesic_Clostridiajo_L

C ,_Collinsella

97.48 d_Bacteria;p_Vern

16,97 d__Bacteriap_|
16.97 d_Bacteriap_|

18.87 d__Bacteriap_|

39.27 d_Bacteriap_|
67.8 d_Bacteria;p_¢

-_Clostridiajo__0

rmicutes;c__Clostridiajo_Lachnospirales;f__Lachnospiraceae;g_Agathobacter

rmicutesic__Clostridiajo__0

_Bacteroides

67.8 d_Bacteria;p_¢

12.56 d__Bacteriap_|
9.44 d_Bacteria;p_f
8.7 d_Bacteria;p_¢

72,05 d__Bacteriap_|
99.99 d_Bacteria;p_f

99.99 d_Bacteria;p_f
9536 d_Bacteriajp_f

99.99 d_Bacteria;p_f

58.17 d_Bacteria;p_|
39.23 d_Bacteriap_|
35.71 d_Bacteriap_|

77.29 d_Bacteriap_|
29.6 d_Bacteria;p_f

32.36 d_Bacteria;p_|
66.45 d_Bacteria;p_f

9939 d_Bacteria;p_f
100 d_Bacteria;p_E

106 d_Bacteria;p_f
20.08 d_Bacteria;p_f

18.88 d__Bacteriap_|

74.19 d__Bacteriap_|
8154 d_Bacteria;p_f
66.24 d_Bacteria;p_f
2114 d_Bacteria;p_f
17.94 d__Bacteriap_|

- | | _Phocaeicola
- | | _Alistipes
- | | _ Alistipes_A
rmicutes;c__Clostridiajo__0 . | £
rmicutesic__Clostridiajo__0 x L
idotaic_| iajo_| | _Bacteroides
- | | _Alistipes
- | | _Bacteroides
- | | Phocaeicola
- | | Bacteroides
- | | _Bacteroides
- | | _Phocaeicola
rmicutes;c__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Bariatricus
rmicutesic__Clostridiajo__0 | | 0
idotaic_| iajo_| | _Bacteroides
rmicutesic_| ) | _Dialister
rmicutes;c__Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__Marseille-P3106
idotaic_| iajo_| idales;f_| _Bacteroides
- | | _Bacteroides
rmicutesic__Clostridiajo__0 n ,_Faecali
jdotar_ ot = r
rmicutesic__Clostridiajo__0 | | o
rmicutes;c__Clostridiajo__L | | um
- | | _Bacteroides
rmicutes;c__Clostridiajo__0 i 3

rmicutesic__Clostridiajo_Oscillospirales;f_Oscillospiraceae;g__ER4

rmicutes;c_Clostridiajo_Christensenellales;f_ CAG-138;g_UBAL685

99.92 d_Bacteria;p_f
9.67 d_Bacteria;p_f
9.67 d_Bacteria;p_f

2248 d_Bacteriajp_|

12,51 d_Bacteriap_|

98.95 d_Bacteria;p_|
98.95 d_Bacteria;p_|
98.95 d_Bacteria;p_|
14.07 d__Bacteriap_|
99.67 d_Bacteria;p_f
2829 d_Bacteriajp_f

-__Clostridia;o_Christensenellales;

imiplasma

f_CAG-T4g

rmicutesic__Clostridia;o__Christensenellales;f__CAG-74;g_Firm-11

rmicutesc__Clostridiajo__Christensenellales;

rmicutes;c__Clostridiajo__L

CAG-138g_ UBA1685

19.46 d__Bacteriap_|

. Alistipes_A

33.37 d_Bacteria;p_Vern ) ) L
rmicutesic__Clostridiajo_Oscillospirales;f__Oscillospiraceae;g__ER4

2176 d_Bacteria;p_f
54.47 d__Bacteria;p_|
100 d_Bacteria;p_E

_Bacteroides

rmicutes;c__Clostridiajo_Oscillospirales;f__Oscillospiraceae;g__UBA947S

10.73 d_ Bacteriap_|
99.95 d_Bacteria;p_f

_ Alistipes

rmicutes;c__Clostridia;o_Christensenellales;f__CAG-138;g__SFELOL

99.95 d_Bacteria;p_f

_Alistipes

96.98 d_Bacteria;p_f
51.97 d_Bacteria;p_|
54.68 d__Bacteriap_|

_ Alistipes_A

rmicutesic__Clostridiajo_Oscillospirales;f__Oscillospiraceae;g__CAG-103
rmicutesic__Clostridiajo__Oscillospirales;f__Ruminococcaceae;g__Gemmiger

rmicutes;c__Clostridiajo_Oscillospirales;f_Oscillospiraceae;

_F23-802

99.93 d_Bacteria;p_f

_Prevotella

75.58 d_Bacteriap_|

_Bacteroides

99.72 d_Bacteria;p_f
93.96 d_Bacteria;p_f
4851 d_Bacteria;p_f

d_Bacteriap_|

_Bacteroides

rmicutesic__Clostridiajo__0

rmicutesic__Clostridiajo__0

rmicutes;c__Clostridiajo_Oscillospirales;f_Ruminococcaceae;g__Gemmiger

86.77 d_Bacteria;p_|
39.33 d_ Bacteria;p_|

74.23 d__Bacteriap_|

,_Bamnesiella

rmicutesic__Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__CAG-83
rmicutes;c__Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__CAG-83
rmicutes;c__Clostridiajo_Christensenellales;f_CAG-138;g__UBA1685

30.76 d__Bacteriap_|
30.76 d__Bacteriap_|
98 d_Bacteria;p_f
44.89 d_Bacteria;p_f
10,09 d_Bacteriap_|
8.62 d_Bacteria;p_f
79.58 d_Bacteriap_|
10,88 d__Bacteriap_|
94.46 d_Bacteria;p_f

_Alistipes

rmicutes;c__Clostridiajo_Oscillospirales;f_Oscillospiraceae;g_An92

;_Flavonifractor

-_Clostridia;o_Oscillospirales;f_Oscillospiraceae;g_Flavonifractor

rmicutes;c__Bacillio_L

93.9 iPHOP-RF;95.70 blast;83.30
99.7 CRISPR;99.40 iPHoP-RF;97.10 blast;96.80 RaFAH;72.30
95.6 blast;96.90 iPHoP-RF;88.20
93.5 CRISPR;95.40
97.5 CRISPR;98.20 blast;98.10 iPHOP-RF;97.10
95.2 blast;96.60 CRISPR;91.70 iPHOP-RF;81.90
95.6 blast;96.90 iPHoP-RF;93.40
95.6 blast;96.90 iPHoP-RF;92.80 CRISPR;76.00
99 CRISPR;99.20 blast;96.90 iPHoP-RF;95.70 RaFAH;50.40
94.5 blast;96.10 iPHoP-RF;94.10
98.7 CRISPR;99.00
91.4 blast;93.70 iPHoP-RF;86.30
95.2 blast;96.60 iPHoP-RF;93.70
97.9 CRISPR;98.50 iPHOP-RF;97.10 blast;96.70
94.7 blast;96.30
94.5 blast;96.10 iPHoP-RF;79.00
96.3 CRISPR;97.40 blast;97.30 iPHOP-RF;97.10
100 RaFAH;99.70 blast;95.30 iPHoP-RF;95.10
98.7 CRISPR;99.00 blast;91.90 iPHoP-RF;80.00
96.2 CRISPR;97.30 blast;96.90 iPHoP-RF;86.30
95 blast;96.50 iPHOP-RF;77.50
100 CRISPR;99.50 RaFAH;97.70 iPHOP-RF;58.20
98.7 CRISPR;99.00 blast;96.60 iPHoP-RF;86.30
91.7 blast;94.00 iPHoP-RF;91.80
99.4 blast;96.80 iPHoP-RF;93.70 RaFAH;91.90
90.2 blast;92.70
95.6 blast;96.90 iPHoP-RF;77.50 CRISPR;68.00
99.3 iPHOP-RF;97.10 RaFAH;89.00 blast;88.60
93.5 blast;95.40 iPHoP-RF;84.80
100 RaFAH;98.00 blast;96.90 iPHoP-RF;88.90
97.2 RaFAH;98.00
98.7 CRISPR;99.00 blast;96.80 iPHOP-RF;91.10
915 blast;93.80 iPHoP-RF;81.90
915 blast;93.80 iPHoP-RF;87.60
98.8 iPHOP-RF;97.10 blast;96.90 CRISPR;95.90 RaFAH;84.30
100 RaFAH;99.70 iPHOP-RF;95.10 blast;93.90
92.9 blast;94.90 iPHoP-RF;93.10
100 RaFAH;98.60 iPHOP-RF;97.10 blast;96.90
98.8 blast;96.90 iPHoP-RF;96.40 CRISPR;93.30 RaFAH;84.80
95.7 CRISPR;97.00 iPHOP-RF;96.40 blast;62.40
91.6 blast;93.90 iPHoP-RF;75.90
98.1 blast;98.60 iPHoP-RF;92.40 CRISPR;61.00
96.2 iPHOP-RF;97.10 blast;96.90 CRISPR;55.90 RaFAH;52.60
97.3 CRISPR;97.40 blast;96.80 iPHOP-RF;94.70 RaFAH;63.90
91.6 blast;93.90 iPHoP-RF;86.70
99.4 iPHOP-RF;97.10 blast;91.80 RaFAH;91.30
100 RaFAH;98.90 iPHOP-RF;96.70 blast;91.80
99.4 RaFAH;99.50
98.4 blast;96.40 RaFAH;82.90 iPHOP-RF;60.30
98.7 CRISPR;99.00 blast;97.40 iPHOP-RF;93.70
903 blast;92.80 iPHoP-RF;86.00
99.7 CRISPR;99.70 iPHOP-RF;73.50
97.6 CRISPR;98.30 iPHoP-RF;92.40
915 blast;93.80 iPHoP-RF;67.00 CRISPR;57.40
95.2 blast;96.60 iPHoP-RF;76.10
93 blast;95.00 iPHOP-RF;82.80 CRISPR;70.40
94.5 blast;96.10 iPHoP-RF;79.00 CRISPR;71.90
95.6 blast;96.90 iPHoP-RF;64.30
99.7 blast;96.70 RaFAH;95.30 iPHOP-RF;84.50 CRISPR;S7.90
94.2 blast;95.90 iPHoP-RF;76.60
92 blast;94.20 iPHoP-RF;85.10
95.9 blast;97.10 iPHoP-RF;77.50 CRISPR;68.50
95.6 blast;96.90 iPHoP-RF;94.70
95.6 blast;96.90 iPHoP-RF;93.40 CRISPR;77.10
96.3 CRISPR;97.40 blast;68.80
95.7 CRISPR;97.00 blast;61.30
91.6 blast;93.90
93.5 blast;95.40 CRISPR;93.90 iPHOP-RF;88.20
100 CRISPR;98.40 RaFAH;98.00 blast;92.30 iPHoP-RF;88.50
903 blast;92.80 iPHoP-RF;81.60 CRISPR;68.00
96.3 iPHOP-RF;95.10 RaFAH;73.50
98.4 CRISPR;98.80 blast;96.90 iPHOP-RF;81.10
91.6 blast;93.90 iPHoP-RF;64.50
91.2 blast;93.60 iPHoP-RF;68.90
98.7 blast;96.90 iPHoP-RF;91.40 RaFAH;83.40
90.9 blast;93.30 iPHoP-RF;74.80
100 RaFAH;97.30 blast;96.90 iPHoP-RF;90.10
96.2 RaFAH;97.30
97.2 CRISPR;98.00 blast;94.30 iPHoP-RF;83.60
94 blast;95.20 iPHOP-RF;61.70 RaFAH;56.00
94.6 blast;96.20 iPHoP-RF;58.40
99.3 blast;96.90 iPHoP-RF;91.40 RaF AH;90.60
100 RaFAH;99.50 blast;95.10 iPHoP-RF;85.40
98.8 RaFAH;92.20 blast;92.00 iPHOP-RF;62.20
100 RaFAH;99.50 CRISPR;97.80 blast;95.40 iPHoP-RF;77.30
92 CRISPR;94.20 blast;94.00 iPHoP-RF;83.30
91.6 blast;93.90 iPHoP-RF;84.50
94.6 blast;96.20 iPHoP-RF;68.20
92.7 blast;86.00 RaFAH;81.50 iPHOP-RF;63.00
90.9 blast;93.30 iPHoP-RF;77.30
97.3 blast;98.10 iPHoP-RF;76.60 CRISPR;S5.40
96.3 iPHOP-RF;97.10 blast;96.70 CRISPR;91.70 RaFAH;S5.50
93 blast;95.00 iPHOP-RF;60.10
91 blast;93.40 iPHoP-RF;75.90
95.4 blast;96.80 CRISPR;91.30 iPHOP-RF;91.10
95 blast;96.50 iPHOP-RF;87.60 CRISPR;52.20

903 blast;92.80 iPHoP-RF;72.80
90.7 iPHOP-RF;93.10 blast;92.10 CRISPR;71.70

95.2 CRISPR;96.60 blast;95.10 iPHOP-RF;93.40

100 RaFAH;99.70 CRISPR;99.00 iPHOP-RF;97.10 blast;96.90



59-wms-combined_26410
59-wms-combined_26410
59-wms-combined_27311
59-wms-combined_28805
59-wms-combined_31456
59-wms-combined_33229
59-wms-combined_33229
59-wms-combined_33230
59-wms-combined_3461

59-wms-combined_36459
59-wms-combined_37587

59-wms-combined_53991
59-wms-combined_53991
59-wms-combined_53991
59-wms-combined_53991
59-wms-combined_5526

59-wms-combined_64277
59-wms-combined_64277
59-wms-combined_64277
59-wms-combined_64277
59-wms-combined_76274
59-wms-combined_93232

59-wms-combined_97755
59-wms-combined_9931
59-wms_104169
59-wms_114971
59-wms_19025
59-wms_64472

rmicutes;c__Clostridiajo_|

rmicutesic__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g__Hungatella
rmicutesic__Clostridiajo_Oscillospirales;f_Acutalibacteraceae;g_ Acutalibacter

_ Alistipes

rmicutesic__Clostridiajo__L

,_Bamnesiella
_Bacteroides
_Phocaeicola
_Bacteroides

rmicutesic__Clostridiajo__0

_Dialister

_F0422

,__Veillonella

_Alistipes

_Bacteroides
_Phocaeicola
_Bacteroides

,__Veillonella_A

_Escherichia

_Escherichia_C

_Kluyvera

_Klebsiella

rmicutesic__Clostridiajo__L

rmicutesic__Clostridiajo__0

a

| ip_|
4.04 d_Bacteria;p_f

_Klebsiella_A

95.4 blast;96.80
95.2 blast;88.20 RaFAH;85.60
91.4 blast;93.70 iPHoP-RF;76.10
99 blast;96.10 RaFAH;89.50 iPHOP-RF;68.40
97.6 CRISPR;97.40 blast;96.90 iPHOP-RF;83.60 RaFAH;68.00
99.1 iPHOP-RF;97.10 blast;96.10 RaFAH;87.90
94.5 iPHOP-RF;96.10
100 RaFAH;99.10 iPHOP-RF;96.40 blast;92.10
95 CRISPR;96.50 blast;91.10 iPHoP-RF;88.90
96.2 blast;97.30 iPHoP-RF;85.10 CRISPR;59.60
99.4 blast;96.80 iPHoP-RF;96.40 RaFAH;92.80
93.1 iPHOP-RF;95.10 blast;90.70
100 RaFAH;97.80 blast;96.50 iPHoP-RF;96.40
95.4 blast;96.80 iPHoP-RF;91.80 CRISPR;60.90
90.4 RaFAH;92.90
90.4 RaFAH;92.90
90.4 RaFAH;92.90
99.3 blast;96.80 iPHoP-RF;93.10 RaF AH;90.40
100 RaFAH;97.50 blast;96.90 iPHoP-RF;74.30
93.8 blast;95.60
93.5 blast;95.40
91.7 blast;94.00
99.4 CRISPR;98.60 iPHOP-RF;93.70 blast;92.70 RaFAH;81.60
98.2 CRISPR;98.70 blast;96.90 iPHOP-RF;59.00
94.7 blast;96.30
91 blast;93.40 iPHoP-RF;57.60
95.4 blast;96.80 iPHoP-RF;92.10
91.6 blast;93.90 CRISPR;84.10 iPHOP-RF;79.50
98.4 blast;95.00 RaFAH;88.20 iPHOP-RF;73.50 CRISPR;S5.70
98.4 RaFAH;98.80
93.5 blast;95.40 iPHoP-RF;85.10



Table §9-3. VLP_STD+MAGs_tophits

Virus
510_vf_120738
510_vf_18671
510_vf_24791
510_vf_43964
510_vf_64371
510_vf_80712

510_vs_71900

511_vf_104033
511_vf_104071
511_vf_10907
S11_vf_27845
S11_vf_28515
511_vf_28645
S11_vf_43997
S11_vf_66522
510_vs_37694
S11_vf_68693
S11_vf_92391
510_vs_46819
511_vf_70015
511_vf_95067

511_vs_1937

511_vs_98193
512_vf_10887
511_vf_34008
512_vf_173208
S12_vf_174374
512_vf_176437
512_vf_181024
512_vf_60224
511_vf_58587
512_vf_69136
512_vf_79666

512_vs_99092
513_vf_109235
S13_vf_11246
513_vf_143422
513_vf_150407
S13_vf_151045
S11_vs_13652
513_vf_28309

Status

Shared

Realm Kingdom Phylum Class Order Family Subfamily Genus

na. na. na. na. na. na. na.
Uroviricota G na. Unclassified  Unclassified Unclassified
Uroviricota G na. Unclassified  Unclassified Eponavirus
Uroviricota G na. Unclassified

na. na. na. na. na. na.

na. na. na. na. na. na.

na. na. na. na. na. na.

na. na. na. na. na. na. na.
Uroviricota G na. Duneviridae O o
Uroviricota G na. Unclassified O o
Uroviricota G na. Unclassified O o
Uroviricota G na. Unclassified O o

na na. na. na. na. na. na. na.
Uroviricota G na. Unclassified O o

na. na. na. na. na. na. na. na.

na. na. na. na. na. na. na. na.
Uroviricota G na. Unclassified  Unclassified Unclassified
Uroviricota G na. Unclassified O o

na. n. na. na. na. na. na.

na. n. na. na. na. na. na.
Uroviricota G Crassvirales  Suoliviridae O o
Uroviricota G na. Unclassified O o

na na. na. na. na. na. na. na.
Uroviricota G na. Unclassified O o

na na. na. na. na. na. na. na.
Uroviricota G na. Unclassified O o
Uroviricota G na. Unclassified O o
Uroviricota G na. Unclassified O o

na na. na. na. na. na. na. na.
Uroviricota G na. Unclassified O o

na na. na. na. na. na. na. na.
Uroviricota G Crassvirales  Unclassified  Unclassified Unclassified
Uroviricota G na. Unclassified  Unclassified Unclassified
Uroviricota G na. Duneviridae

na. na. na. na. na. na. na. na.

na. na. na. na. na. na. na. na.
Uroviricota G na. Unclassified O o
Uroviricota G na. Unclassified O o

na na. na. na. na. na. na. na.
Uroviricota G na. Unclassified O o
Uroviricota G na. Unclassified O o
Uroviricota G na. Unclassified O o

na na. n. na. na. na. na. na.
Uroviricota G na. Unclassified O o
Uroviricota G na. Unclassified  Unclassified o
Uroviricota G na. Unclassified  Unclassified Eponavirus

na na. na. na. na. na. na. na.
Uroviricota G na. Unclassified O o
Uroviricota G na. Unclassified  Unclassified Unclassified
Uroviricota G na. Unclassified O o
Uroviricota G na. Unclassified O o
Uroviricota G na. Unclassified
Uroviricota G na. Unclassified  Unclassified Mushuvirus
Uroviricota G na. Unclassified  Unclassified Unclassified

na na. na. na. na. na. na. na.
Uroviricota G na. Unclassified O o
Uroviricota G na. Unclassified O o
Uroviricota G na. Unclassified  Unclassified Unclassified

na na. na. na. na. na. na. na.
Uroviricota G na. Unclassified  Unclassified Unclassified

na na. na. na. na. na. na. na.
Uroviricota G na. Unclassified  Unclassified Unclassified

na na. na. na. na. na. na. na.
Uroviricota G na. Unclassified O o

na. na. na. na. na. na. na. na.

na. na. na. na. na. na. na. na.
Uroviricota G na. o o
Uroviricota G na. Unclassified O o
Uroviricota G na. Unclassified O o

na na. na. na. na. na. na. na.
Uroviricota G na. Unclassified O o

na. na. na. na. na. na. na. na.

na. na. na. na. na. na. na.

na n. na. na. na. na. na.

na. na. na. na. na. na. na.
Uroviricota G na. Unclassified  Unclassified Unclassified
Uroviricota G na. Unclassified  Unclassified Unclassified
Uroviricota G na. Unclassified O o

na. n. na. na. na. na. na.

na n. na. na. na. na. na.

na. n. na. na. na. na. na.

na. n. na. na. na. na. na.
Uroviricota G na. Unclassified  Unclassified Unclassified

na na. n. na. na. na. na. na.
Uroviricota G na. Unclassified  Unclassified Unclassified
Uroviricota G na. Unclassified O o

na. na. na. na. na. na. na. na.

na. na. na. na. na. na. na. na.
Uroviricota G na. Unclassified O o
Uroviricota G na. o o
Uroviricota G na. o o
Uroviricota G na. o o

na na. na. na. na. na. na.
Uroviricota G Crassvirales o o
Uroviricota G Crassvirales Boorivirinae Canhaevirus

Monodnaviria  Loebvirae Inoviridae Unclassified Inovirus
Uroviricota G na. Unclassified
Uroviricota G na. Unclassified  Unclassified o
Uroviricota G na. o o

AAIto closest RaFAH reference  Host genus

22.73 d_Bacteria;p_f
91.64 d_Bacteria;p_f
46.17 d_Bacteria;p_f
91.64 d_Bacteria;p_f
86.67 d_Bacteria;p_f
98.13 d_Bacteria;p_f
7.64 d__Bacteria;p_|
14.85 d__Bacteria;p_|
99.66 d_Bacteria;p_f
63.06 d_Bacteria;p_f
31.92 d_Bacteria;p_f
48.73 d_Bacteria;p_f
8.93 d_Bacteria;p_|
25.76 d_Bacteria;p_f
93.41 d_Bacteria;p_f
75.26 d_Bacteria;p_f
85.85 d_Bacteria;p_f
44.85 d_Bacteria;p_f
98.13 d_Bacteria;p_f
97 d__Bacteria;p_|
37.57 d_Bacteria;p_f
4454 d_Bacteria;p_f
98.22 d_Bacteria;p_f
38.91 d_Bacteria;p_f
10.42 d__Bacteria;p_|
40.07 d_Bacteria;p_f
20.29 d_Bacteria;p_f
87.86 d_Bacteria;p_f
53.78 d_Bacteria;p_f
95.85 d_Bacteria;p_f
6.84 d__Bacteria;p_|
15.72 d__Bacteria;p_|
97.65 d_Bacteria;p_/
99.94 d_Bacteria;p_f
78.63 d_Bacteria;p_f
533 d__Bacteria;p_|
98.03 d_Bacteria;p_f
50.35 d_Bacteria;p_f
399 d_ Bacteria;p_|
165 d__Bacteria;p_
99.03 d_Bacteria;p_f
21.97 d_Bacteria;p_f
11.87 d__Bacteria;p_|
99.04 d_Bacteria;p_f
21.95 d_Bacteria;p_f
45.95 d_Bacteria;p_f
66.52 d_Bacteria;p_f
40.78 d_Bacteria;p_f
99.63 d_Bacteria;p_f
17.51 d__Bacteria;p_|
98.96 d_Bacteria;p_f
8431 d_Bacteria;p_f
78.49 d_Bacteria;p_f
93.75 d_Bacteria;p_f
15.38 d__Bacteria;p_|
99.98 d_Bacteria;p_f
4157 d_Bacteria;p_f
2435 d_Bacteria;p_f
6.74 d__Bacteria;p_|
95.91 d_Bacteria;p_f
96.79 d_Bacteria;p_f
80.02 d_Bacteria;p_f
7.67 d__Bacteria;p_|
44.72 d_Bacteria;p_f
10.29 d__Bacteria;p_|
94.2 d__Bacteria;p_|
10.68 d__Bacteria;p_|
98.48 d_Bacteria;p_f
82.87 d_Bacteria;p_f
11.86 d__Bacteria;p_
51.25 d_Bacteria;p_f
9955 d_Bacteria;p_f
82.73 d_Bacteria;p_f
10.35 d__Bacteria;p_|
70.17 d_Bacteria;p_f
9855 d_Bacteria;p_f
99.81 d_Bacteria;p_f
99.19 d_Bacteria;p_f
18.46 d__Bacteria;p_|
8.04 d_Bacteria;p_f
7.83 d__Bacteria;p_|
8.93 d_Bacteria;p_|
72.14 d_Bacteria;p_f
100 d__Bacteria;p_|
24.79 d_Bacteria;p_f
4321 d_Bacteria;p_f
306 d__Bacteria;p_|
75.46 d_Bacteria;p_f
18.68 d__ Bacteria;p_
65.38 d_Bacteria;p_f
40.56 d_Bacteria;p_f
78.56 d_Bacteria;p_f
7239 d_Bacteria;p_f
46.73 d_Bacteria;p_f
75.96 d_Bacteria;p_f
d__Bacteria;p_|

9831 d_Bacteria;p_f
57.92 d_Bacteria;p_f
12.14 d__Bacteria;p_|

Firmicutes;c_ Clostridia;o__(

Firmicutes;c_ Clostridia;o__(

- | ¢ ,__Bacteroides
Firmicutes;c_Bacilli;o__| S S
Firmicutes;c_ Clostridia;o__Lachnospirales;f__Lachnospiraceae;g_Blautia_A
Firmicutes;c__ Clostridia;o__Christensenellales;f_Borkfalkiaceaeig__QALSO1
Firmicutes;c__Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__CAG-110

- | ¢ ,_Bacteroides
Firmicutes;c__ Clostridia;o__Lachnospirales;f_Lachnospiraceae;g__UBA9502
Firmicutes;c__Clostridia;

| ¢ ,_Bacteroides
»_Oscillospirales;f_Acutalibacteraceae;g__UBA1691
)_Clostridiales;f_Clostridiaceae;g__Clostridium
,_Bacteroides

Firmicutes;c__ Clostridia;
Firmicutes;c__Clostridia;

)_Peptostreptococcales;f__Anaerovoracaceae;g__CAG-145

,__Bacteroides
,_Bacteroides
,__Alistipes
,_Bacteroides
,_Prevotella
,_Bacteroides

Firmicutes;c__Clostridia;o

__Acutalibacteraceae;g__ CAG-180

Firmicutes;c__Clostridia;o__Oscillospirale:
Firmicutes;c_ Clostridia;o_(

,_Bacteroides
- | _f ,__Alistipes
Firmicutes;c__Clostridia;o__Lachnospirales;f_Lachnospiraceae;g__Bariatricus
Firmicutes;c_Bacilli;o__|
Firmicutes;c__Clostridia;
Firmicutes;c__Clostridia;

»_Lachnospirales;f__Lachnospiraceae;g_Blautia_A
»_Lachnospirales;f__Lachnospiraceae;g_Blautia_A
,_Bacteroides

,__Alistipes

Firmicutes;c__Bacilli;o__Erysipelotrichales;f_Erysipelotrichaceae;g_ Clostridium_AQ

Firmicutes;c__ Clostridia;

,__Alistipes

Firmicutes;c_Clostridia;o__ _
I -\ = = __CAG-306
Firmicutes;c_Clostridia; - !
Firmicutes;c_Clostridia;o__ - .
Firmicutes;c_Bacillizo__Erysipelotrichales;f_Erysipelotrichaceae;g_ Holdemania

- i a _Alistipes
Firmicutes;c_Clostridiao__Oscillospirales;f__Oscillospiraceaeig__ER4
Firmicutes;c_Clostridia; o |

- i S ,_Bacteroides
Firmicutes;c_Clostridiajo_| L

- i S ._Bacteroides
Firmicutes;c_Clostridia;o__Lachnospirales;f_Lachnospiraceae;g__Blautia_A
Firmicutes;c_Clostridia;o__Clostridiales;f_Clostridiaceae;g_ Clostridium

- _ S ,__salmonella
Firmicutes;c_Clostridiajo__ 1

i S ,_Bacteroides

Proteobacteria;c__ Alphaproteobacteria;o_RF32f__CAG-239;2_CAG-267
Firmicutes;c_Clostridiao_| |
Firmicutes;c_Clostridia; - .
Firmicutes;c_Clostridia;o_ a b
Proteobacteria;c__ Alphaproteobacteria;o_RF32f__CAG-239;g_51-20

- i L ,_Bacteroides
Firmicutes;c_Clostridia;o__Oscillospirales;f__Oscillospiraceaeig_CAG-83

- i S _Alistipes
Firmicutes;c_Clostridiajo_Lachnospirales;f_Lachnospiraceaeig__
Firmicutes;c_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g_CAG-170

- i S _Alistipes
Firmicutes;c_Clostridiao__Lachnospirales;f_Lachnospiraceae;g_ OF09-33KD
Firmicutes;c_Clostridia;o__ - _

- i S ,_Bacteroides
Firmicutes;c_Clostridia;o__Oscillospirales;f__Acutalibacteraceae;g_ UBA1417

- i S _Alistipes
Firmicutes;c_Bacillio__RF39;f__UBA660;g_CAG-302

- i S ,_Bacteroides

- i S ,_Bacteroides
Firmicutes;c_Clostridia;o__Lachnospirales;f_Lachnospiraceae;g_Dorea
Firmicutes;c_{ f_UBAGE0;8_CAG-877
Firmicutes;c_( Oscillospirales;f__Oscillospiraceae;g_ CAG-83
Firmicutes;c_( Oscillospirales;f_CAG-272;8_(
Firmicutesic_( >_Oscillospirales;f__UMGS1783jg__UMGS1783

- i S ,_Alistipes

- i S __Bacteroides
Firmicutes;c_Clostridia;o__Christensenellales;f__CAG-74;¢__UBA11524
Firmicutes;c_Clostridia;o_ TANB77,f_CAG-508;g_CAG-269
Firmicutesc__Clostridiajo__L| | b: -l
Firmicutes;c_Clostridiajo_ |
Firmicutes;c_Clostridiajo_Lachnospirales;f_Lachnospiraceae;g__Lachnospira
Firmicutes;c_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g_ CAG-83

- i S ,_Prevotella
Firmicutes;c_Clostridiao__Oscillospirales;f_Oscillospiraceaeig__ER4

,_Escherichia

Firmicutes;c_ Clostridia;o__(

Firmicutes;c_ Clostridia;o__(

Confidence score  List of methods.
95 blast;96.50 iPHOP-RF;71.90
91 blast;93.40 iPHOP-RF;79.00
93.8 blast;95.60 CRISPR;94.10 iPHoP-RF;82.20
100 RaFAH;99.20 CRISPR;97.80 iPHOP-RF;97.10 blast;77.70
98.8 RaFAH;98.90 iPHoP-RF;59.80
100 RaFAH;99.20 blast;91.30 iPHoP-RF;86.30
903 blast;92.80 iPHoP-R
94.7 blast;96.30 iPHOP-RF;95.70 CRISPR;74.70
00 RaFAH;98.20 iPHOP-RF;97.10 blast;96.90 CRISPR;90.30
91.4 CRISPR;93.70 blast;91.80 iPHoP-RF;89.50
94.3 blast;96.00 iPHoP-RF;76.40
99.3 iPHOP-RF;97.10 blast;96.00 RaF AH;90.40
94.5 blast;96.10 CRISPR;90.70 iPHoP-RF;73.00
90.6 blast;93.00 iPHoP-RF;61.40
100 RaFAH;99.40 iPHOP-RF;96.70
00 CRISPR;98.90 RaFAH;98.30 iPHOP-RF;97.10 blast;94.80
100 RaFAH;99.50 blast;91.80 iPHoP-RF;64.00
92.3 RaFAH;87.20 iPHoP-RF;78.70
99.9 RaFAH;97.30 blast;95.30 iPHOP-RF;52.20
100 RaFAH;99.30 iPHOP-RF;97.10 blast;90.90
917 RaFAH;94.00
9 iPHOP-RF;96.70 blast;93.60 RaF AH;88.20
99.7 blast;98.90 iPHoP-RF;96.70 CRISPR;87.50 RaFAH;87.40
915 blast;93.80 iPHoP-RF;55.40
95.3 blast;96.70 CRISPR;89.20 iPHoP-RF;87.60
90.6 RaFAH;93.00
98.5 CRISPR;98.90 iPHoP-RF;92.80
916 blast;93.90 iPHoP-RF;82.80
100 CRISPR;98.80 RaFAH;97.70 iPHoP-RF;85.70
100 RaFAH;98.80 blast;94.40 iPHoP-RF;90.50 CRISPR;68.00
92.5 blast;94.60 iPHoP-RF;51.70
91.4 blast;93.70 iPHoP-RF;78.70
100 RaFAH;99.20 CRISPR;99.10 blast;93.90 iPHoP-RF;90.50
99.1 iPHOP-RF;97.10 blast;96.80 RaF AH;87.90 CRISPR;55.60
99.3 CRISPR;97.70 blast;97.30 iPHOP-RF;91.80 RaFAH;87.20
1 CRISPR;93.40
99.4 blast;96.80 RaFAH;92.90 iPHOP-RF;79.00
97.8 blast;96.10 RaFAH;79.90
93.4 blast;95.30 iPHoP-RF;58.20
97.2 blast;98.00 iPHoP-RF;56.00
92.1 blast;94.30
917 RaFAH;94.00
93.1 blast;95.10 CRISPR;54.60
00 blast;98.60 RaFAH;96.60 iPHoP-RF;83.30
903 blast;92.80 iPHoP-RF;81.10
90.6 blast;93.00 iPHoP-RF;67.50
99.9 iPHOP-RF;97.10 RaFAH;95.80 blast;93.80 CRISPR;83.30
90.8 blast;93.20 iPHoP-RF;72.
99.9 RaFAH;98.80 iPHoP-RF;83.60 blast;80.70
91.4 blast;93.70 iPHoP-RF;83.10
93.6 RaFAH;95.50
953 blast;96.70
1 blast;88.40 iPHoP-RF;73.50 RaFAH;71.60
98.1 blast;92.60 RaFAH;90.60 iPHOP-RF;89.80
90.1 blast;92.60 iPHoP-RF;81.90
953 blast;96.70
3 blast;95.00 iPHoP-RF;77.30
5 CRISPR;96.50 blast;93.70 iPHOP-RF;81.40
95.6 blast;96.90 iPHoP-RF;89.50 CRISPR;76.50
95.9 blast;91.20 RaFAH;83.50 iPHOP-RF;57.90
973 RaFAH,98.1
96.2 iPHOP-RF;92.10 blast;92.00 RaFAH;82.70
94.5 iPHOP-RF;96.10 CRISPR;91.90
93.1 iPHOP-RF;95.10 blast;93.90
3 blast;95.00 iPHoP-RF;81.40
96.2 CRISPR;97.30 iPHOP-RF;97.10 blast;96.60
95.3 CRISPR;96.70 iPHoP-RF;82.20
99.9 CRISPR;97.30 RaFAH;97.20 blast;96.90 iPHOP-RF;95.70
100 RaFAH;97.10 iPHOP-RF;96.70 blast;80.90
904 blast;92.90 iPHoP-RF;65.60
98.4 CRISPR;98.80 blast;82.30 iPHoP-RF;78.30
917 blast;94.00 iPHoP-RF;58.20
98.5 blast;96.70 RaFAH;83.70
95.4 blast;96.80 iPHoP-RF;64.80
98.4 blast;98.80 CRISPR;97.40 iPHOP-RF;96.10
RaFAH;99.40 blast;92.10 iPHOP-RF;57.90
RaFAH;98.90 iPHoP-RF97.10 blast;95.90 CRISPR;68.40
99.3 RaFAH;99.40
90.8 blast;93.20
94.9 blast;96.40 iPHoP-RF;57.10
3 blast;95.00 iPHoP-RF;87.00
92.3 blast;94.50
99.1 iPHOP-RF;96.70 blast;96.60 RaF AH;89.00
99.6 RaFAH;99.60
94.9 blast;96.40 iPHoP-RF;53.80
92.7 blast;94.80 iPHoP-RF;65.30
93.8 blast;95.60 iPHoP-RF;67.30
98.1 blast;98.60 iPHoP-RF;84.80
100 CRISPR;98.80 RaFAH;98.60 blast;96.90 iPHoP-RF;82.50
93 blast;95.00 iPHOP-RF;58.70
97 CRISPR;97.90 blast;96.90 iPHoP-RF;93.10
99.6 CRISPR;98.80 blast;98.80 iPHOP-RF;94.40 RaFAH;84.60
90.1 blast;92.60 iPHoP-RF;68.90
91.8 RaFAH;94.10
98.1 blast;98.60 iPHoP-RF;83.30
935 CRISPR;95.40
95.7 RaFAH;97.00
92.9 blast;94.90 iPHoP-RF;66.50
90.1 blast;92.60

Bg




513_vf_56074
513_vf_7670

516_vf_96483

ME

Shared

Shared

Shared
Shared

Shared

Uroviricota G na. Unclassified
na na na na. na.
Uroviricota G na.
Uroviricota G na.
na na na na. na.
Uroviricota G na.
Uroviricota G na.
Uroviricota G na.
Uroviricota G na.
na na na na. na.
Uroviricota G na.
na na na na. na. na
na na na na. na. na
na na na na. na. na
Monodnaviria  Sangervirae Phixviricota  Malgrandaviricetes Petitvirales  Microviridae
na na na na. na. na
na na na na. na. na
Uroviricota G na. Unclassified
na na na na. na.
Uroviricota G na.
Uroviricota G na. Unclassified
na na na na. na. na
Uroviricota G na. Unclassified
Monodnaviria ~ Sangervirae Phixviricota  Malgrandaviricetes Petitvirales
Uroviricota i na.
c na.
c na.
Uroviricota G na.
na na na na. na.
Uroviricota G na. Unclassified
Uroviricota G na. Unclassified
na na na na. na. na
Uroviricota G na. Unclassified
na na na na. na. na
na na na na. na.
na na na na. na.
Uroviricota G na.
Uroviricota G na.
Uroviricota G na.
na na na na. na.
Uroviricota G na.
Uroviricota G na.
Uroviricota G na.
na na na na. na.
Uroviricota G na. Unclassified
na na na na. na. na
Uroviricota G na. Unclassified
na na na na. na. na
Uroviricota G na. Unclassified
Uroviricota G na. Unclassi
Uroviricota G na. Unclassi
Uroviricota G na. Unclassi
Uroviricota G na. Unclassi
Uroviricota G na. Unclassified
Uroviricota G na. Unclassified
na na na na. na. na
Uroviricota G na. Unclassified
Uroviricota G na.
Uroviricota G na.
Uroviricota G na.
Uroviricota G na.
Uroviricota G na. Unclassified
Uroviricota G na. Unclassified
na na na na. na. na
na na na na. na. na
na na na na. na. na
Uroviricota G na. Unclassified
na na na na. na. na
na na na na. na. na
Uroviricota G na.
na na na na. na. na
na na na na. na. na
na na na na. na. na
Uroviricota G na. Unclassified
na na na na. na. na
Uroviricota G Crassvirales ~ Steigviridae
Uroviricota G na.
Uroviricota G na.
Uroviricota G na.
na na na na. na.
Uroviricota G na.
Uroviricota G na.
Uroviricota G na.
Uroviricota G na.
Monodnaviria ~ Sangervirae Phixviricota  Malgrandaviricetes Petitvirales  Microviridae
na na na na. na. na
Uroviricota G na. Unclassified
na na na na. na. na
na na na na. na. na
Uroviricota G na. Unclassified
na na na na. na. na
Uroviricota G na. Unclassified
Uroviricota G na.
na na na na. na.
na na na na. na.
Uroviricota G na.
Uroviricota G na.
Uroviricota G na.
Uroviricota G na. Unclassified
na na na na. na. na
na na na na. na. na

Unclassified
na.
Unclassified
Unclassified
na.

o

Unclassified
o

na.
Unclassified
na.

na.

na.

o

na.
Unclassified
na.

o

o

na.

o
Unclassified

Unclassified

Unclassified

na.
Unclassified

©000002000000032030320003

Unclassified
na.

na.

na.

o

na.

na.

Unclassified

na.
Unclassified

o
Unclassified

na.
o

na.

na.

o

na.
Unclassified
o

na.

na.

o

Unclassified
Unclassified
na.
na.

Unclassified
na.
Unclassified
Unclassified
na.

o

o

o

o

na.
Lagaffevirus
na.

na.

na.

o

na.

na.
Unclassified
na.

o

o

na.

o
Unclassified

Mushuvirus
o
Unclassified
na.
Unclassified

gooozzzo0z0

©00000200000002020200032

Unclassified
na.

na.

na.

o

na.

Unclassified

na.
Toutatisvirus

o
Eponavirus

na.
o

na.

na.

o

na.
Unclassified
o

na.

na.

o

Unclassified
Toutatisvirus
na.
na.

91.56 d_Bacteria;p_|
6.84 d_Bacteria;p_

;__Alistipes

97.58 d_Bacteriap_| - | T
40,01 d_Bacteria;p_

.6 Marseille-P3160

11.04 d__Bacteria;p_Firr ._Clostridiajo_Lachnospirales;f_Lachnospiraceaeig_Blautia_A
57.95 d_Bacteria;p_Firmicutesc_ Clostridiajo_Oscillospirales;f__Oscillospiraceaeg_
kE

92 d_Bacteria;p_| | | _ _P:
44.36 d_Bacteria;p_Firmicutesic_ Clostridiajo_Oscillospirales;f_Acutalibacteraceae;g__UMGS263
54.46 d_Bacteria;p_Firmicutesic_Bacillio__ML615)-28;f__CAG-313;g__CAG-313

9.7 d_Bacteria;p_Firmicutesic_Bacillio__RF39f_UBAG60;g__CAG-460
99.57 d_Bacteria;p_Firmicutesc_ Clostridiajo_Oscillospirales;f__Oscillospiraceaejg__CAG-83
14.26 d__Bacteria;p_Firmicutes;c_Bacilli;o__RF39;f__UBAG60;g__CAG-460
49.79 d_Bacteria;p_|

| | | ;__Alistipes
97.87 d_Bacteria;p_| - | | | ;__Alistipes
d_Bacteriap_| _Bamnesiella

39.67 d_Bacteria;p_Firmicutesic_ Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Enterocloster
7.33 d_Bacteriap_Proteobacteriaic_Alphaproteobacteriajo_RF32f_CAG-239;g_CAG-267

2119 d_Bacteria;p_Firmicutesic_Bacillizo_L | _Lactobacill

12.74 d__Bacteria;p_Firmicutes;c__Clostridia;o__0: irales;f_O: N i

99.65 d_Bacteria;p_Firmicutes;c__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Lachnospira

4035 d_Bacteria;p_| | | | ,_Bacteroides

99.57 d_Bacteria;p_Firmicutesic_Bacillizo_L .

63.66 d_Bacteria;p_Firmicutes;c__Clostridiajo_Oscillospirales;
5.58 d_Bacteria;p_|
100 d_Bacteria;p_Firmi

_Acutalibacteraceaeig__An172

| | | ,__Phocaeicola
ttes;c_Clostridiajo_Clostridiales;f_Clostridiaceae;g_Clostridium

7474 d_Bacteria;p_Firmicutes;c_ Clostridiajo_Lachnospirales;f_Lachnospiraceaeg_Roseburia
11.73 d__Bacteria;p_Firmicutes;c_Bacilli;o__Erysipelotrichales;f_Erysipelotrichaceae;g_ Holdemania
3212 d_Bacteria;p_Firmicutesc_Bacillizo_L L

12.8 d_Bacteria;p_Firmicutesic_Bacillizo_| -
7471 d_Bacteria;p_Firmicutes;c_Bacillizo_|
99.79 d_Bacteria;p_Firr

Lactobacill

ttes;c_Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Coprococcus
10.5 d_Bacteria;p_Firmicutesic_Clostridia;

)_Lachnospirales;f_Lachnospiraceae;g_Eubacterium_F

99.62 d_Bacteria;p_Firr _
39.46 d_Bacteria;p_| | | | ,_Bacteroides
22.09 d_Bacteria;p_Firmicutes;c_ Clostridiajo_Oscillospirales;f__Oscillospiraceaejg_Evtepia

11.32 d__ Bacteria;p_Firmicutes;c_Clostridia;o__Lachnospirales;f__Lachnospiraceae;g_Enterocloster
33.52 d_Bacteria;p_Firmicutesic__Clostridiajo__O. irales;f_f i

ttes;c_Clostridia;o_J

86.47 d_Bacteria;p_| he

49.51 d_Bacteria;p_Firmicutes;c_Bacillizo_|
26.78 d_Bacteria;p_| | | |
72.71 d_Bacteria;p_Firmicutesic_ Clostridiajo_Lachnospirales;f_Lachnospiraceaesg.
5613 d_Bacteria;p_Pr i i
51.73 d_Bacteria;p_|
8287 d_Bacteria;p_Firr
47.42 d_Bacteria;p_Firmicutesic_ Clostridiajo_L | i )

17.3 d_Bacteria;p_Bacteroidota;c_Bacteroidia;o_Bacteroidales;f__UBA11471;g__UBA11471
29.43 d_Bacteria;p_Firmicutesic_ Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Muricomes
ftes;c_Clostridiajo_Oscillospirales;f__Acutalibacteraceae;g__UBA1417

,_Bacteroides

| | | ,_Bacteroides
ftes;c_Clostridiaso_O irales;f_O:

_Sutterella

ttes;c_Clostridiajo_Clostridiales;f_Clostridiaceae;g_Clostridium
ttes;c_Clostridiajo_Lachnospirales;f_Lachnospiraceaeg_Blautia_A
ftes;c_Clostridiajo_O irales;f_f __Rumi
ttes;c_Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Dorea_A
,_Bacteroides

100 d_Bacteria;p_|
15.26 d__Bacteria;p_Firr
10 d_Bacteria;p_Firmicutes;c__ Clostridiajo__O:
15.25 d__Bacteria;p_Firmicutes;c__Clostridia;o__0: |
61.84 d_Bacteria;p_| | | | ,__Odoribacter
32.05 d_Bacteria;p_Firmicutesic__ Clostridiajo_Oscillospirales;f_Acutalibacteraceae;g_ Fimivicinus
2459 d_Bacteria;p_Firmicutesc__ Clostridiajo__O: irales;f_Oscil i
13.83 d__Bacteria;p_Firmicutes;c_Bacilli;o__RF39;f__UBAG60;g__CAG-460
83.93 d_Bacteria;p_|

ttesjc_Clostridiazo_L

,_Bacteroides

83.74 d_Bacteria;p_| .| | | ;__Alistipes
2517 d_Bacteria;p_Firmicutes;c_ Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Lachnospira
32.93 d_Bacteria;p_| - | | | ;__Alistipes_A

21.93 d_Bacteria;p_|
100 d_Bacteria;p_|
75.03 d_Bacteria;p_|
100 d_Bacteria;p_|
7.03 d_Bacteria;p_ C c c
5141 d_Bacteria;p_|
27.45 d_Bacteria;p_|

,__Bacteroides
,_Bacteroides
;_Coprobacter
,_Bacteroides

,_Bacteroides
,_Bacteroides

__aAMIoL

_Collinsella

36.83 d_Bacteria;p_ C »
100 d_Bacteria;p_| | | | ;__Alistipes
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51.36 d_Bacteria;p_| | | | ,_Bacteroides
38.14 d_Bacteria;p_Firmicutesic__ Clostridiajo_Oscillospirales;f_Oscillospiraceaejg__ER4
3433 d_Bacteria;p_| | | | ,_Bacteroides
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5237 d_Bacteria;p_Firmicutesc__Clostridiajo_Oscillospirales;f_Oscillospiraceaejg__ER4
d_Bacteriap_| | | _Bamnesiella

18.88 d__Bacteria;p_Firmicutes;c__Clostridia;o__O:

80.1 d_Bacteria;p_Firmicutes;c_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__ER4
2695 d_Bacteria;p_Firmicutes;c_Clostridiajo_ irales;

43.56 d_Bacteria;p_Firmicutesic_Clostridiajo_L
63.91 d_Bacteriajp_Pr i

utesic_Clostridiajo_O: irales;f_O:
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RaFAH;98.60
CRISPR;99.60 RaFAH;96.00 blast;93.60 iPHOP-RF;72.60
CRISPR;98.80 iPHOP-RF;72.60

blast;93.80 iPHoP-RF;88.20 CRISPR;56.60
CRISPR;89.80 RaFAH;85.80 iPHOP-RF 84.50
blast;94.50 iPHoP-RF;80.60

CRISPR;99.20 iPHOP-RF;95.10 blast;93.30 RaFAH;90.50
blast;95.50 iPHoP-RF;67.00

blast;96.90 iPHoP-RF;81.60

blast;95.80 iPHoP-RF;53.30

RaFAH;99.00 blast;82.80

blast;96.30 iPHoP-RF;53.80

CRISPR;98.90 blast;96.70 iPHoP-RF;91.80

blast;96.80 RaFAH;96.50 iPHOP-RF;82.80 CRISPR;82.60
blast;92.80 iPHoP-RF;81.90

CRISPR;96.60 blast;95.90 iPHoP-RF;89.80

blast;93.90 iPHoP-RF;83.30

RaFAH;98.90 CRISPR;96.80 iPHOP-RF;96.10 blast;95.50
blast;93.20 iPHoP-RF;79.50

CRISPR;98.90 RaFAH;91.00 blast;87.20 iPHoP-RF;83.10

RaFAH;99.40 CRISPR;98.80 iPHOP-RF;94.40 blast;93.60
blast;95.30 iPHoP-RF;74.60

CRISPR;96.00 iPHOP-RF;67.00

RaFAH99.10

blast;90.40 iPHoP-RF;87.90 RaFAH;82.70
CRISPR;94.30

RaFAH97.70

blast;92.80

RaFAH;99.10 blast;96.80 CRISPR;96.50 iPHoP-RF;92.80
CRISPR;95.20

CRISPR;97.80

RaFAH92.60

blast;91.70 RaFAH;87.00 iPHOP-RF;81.40

blast;95.90 iPHoP-RF;66.30

CRISPR;94.90 blast;92.10 iPHoP-RF;92.10

blast;95.10 iPHoP-RF;68.40

CRISPR;99.00 blast;98.60 RaF AH;97.90 iPHoP-RF;96.10
blast;96.60 iPHoP-RF;64.50

blast;96.60 iPHoP-RF;95.10 CRISPR;93.00 RaFAH;77.10
blast;93.40 iPHoP-RF;73.00

blast;96.90 RaFAH;87.10 CRISPR;78.30 iPHoP-RF;69.50
blast;98.10 iPHoP-RF;96.70 RaFAH;82.60

blast;96.90 iPHoP-RF;65.60

blast;95.60 iPHoP-RF;67.00

blast;92.50 iPHoP-RF;73.20

iPHOP-RF;95.10

blast;94.20 iPHoP-RF;82.80

blast;95.10

RaFAH93.40

blast;92.60 RaFAH;90.70 iPHOP-RF;86.00

blast;96.90 iPHoP-RF;85.70

blast;93.30 iPHoP-RF;67.70

RaFAH;98.30 iPHoP-RF;96.40 blast;93.70

blast;92.90 iPHoP-RF;78.00

blast;93.10

blast;95.90 iPHoP-RF;64.80

blast;96.80 iPHoP-RF;84.80 CRISPR;56.80

blast;96.80 iPHoP-RF;86.70

blast;93.10 iPHoP-RF;77.50

blast;96.20 iPHoP-RF;73.70

iPHOP-RF;97.10 blast;96.20 CRISPR;91.10 RaFAH;89.30
RaFAH;96.00

CRISPR;96.10

blast;93.90 iPHoP-RF;77.10

iPHOP-RF;96.70 blast;92.60 RaF AH;88.40

RaFAH;99.10 iPHoP-RF;97.10 blast;94.80
CRISPR;99.00 blast;93.10 iPHoP-RF;64.00 RaF AH;50.00
RaFAH;93.20 blast;92.00 iPHoP-RF;82.20
CRISPR;97.50 iPHOP-RF;95.10

iPHOP-RF;96.10 blast;93.90 RaFAH;90.50
iPHOP-RF;96.70 blast;93.90 RaF AH;86.60

blast;95.10 iPHoP-RF;76.40

RaFAH,98.90 blast;98.40 iPHOP-RF;95.40
CRISPR;99.70 iPHOP-RF;94.40 blast;93.60

RaFAH;93.20 blast;91.90 iPHoP-RF;82.50
CRISPR;94.80

CRISPR;97.90 iPHOP-RF;81.60

RaFAH97.30

blast;96.80 iPHoP-RF;95.10 RaFAH;72.80

blast;93.50 iPHoP-RF;66.80

RaFAH;87.80 iPHoP-RF;77.80 CRISPR;68.10
blast;93.70 iPHoP-RF;53.00

blast;93.40 iPHoP-RF;60.30

blast;96.10 iPHoP-RF;68.60

CRISPR;98.50 blast;93.10 iPHoP-RF;92.10

blast;93.00 iPHoP-RF;67.00

blast;95.80 CRISPR;80.80 iPHOP-RF;79.80

blast;93.90 iPHoP-RF;75.20

CRISPR;98.00 blast;96.90 iPHoP-RF;93.10

blast;92.00 iPHoP-RF;86.00 RaFAH;72.50

RaFAH;99.00 CRISPR;97.60 iPHOP-RF;97.10 blast;90.90
CRISPR;97.80 iPHOP-RF;59.20

iPHOP-RF;97.10 blast;95.20 RaFAH;91.80 CRISPR;60.90
RaFAH;98.20 iPHoP-RF;96.70 blast;89.50

blast;98.20 RaFAH;56.20 iPHOP-RF;53.30

blast;95.80 iPHoP-RF;71.70

RaFAH,99.70 CRISPR;99.60 blast;96.80 iPHoP-RF;81.10
RaFAH;99.30 CRISPR;98.90 blast;93.60 iPHoP-RF;85.70
blast;93.90 iPHoP-RF;62.50

iPHOP-RF;93.40 blast;93.30 RaF AH;87.30




516_vs_19968 Shared  na na na na. na. na na. na. 93.01 d_Bacteria;p_| | | | ;__Alistipes 98.4 iPHOP-RF;97.10 blast;96.90 RaFAH;79.60
516_vs_32764 Shared  na na na na. na. na na. na. 17.71 d_Bacteriaip_| | | | ;__Alistipes 95.9 iPHOP-RF;97.10 blast;96.90
Shared  na na na na. na. na na. na. 7.09 d_Bacteria;p_| | | ;__Alistipes 95.9 iPHOP-RF;97.10 blast;96.90
SHHC Uroviricota ~ Caudovi na. Unclassified  Unclassified Unclassified 13.68 d__Bacteria;p_Firmicutes;c_Clostridia;o__Christensenellales;f _CAG-138;g__UBAS394 92.6 CRISPR;94.70 blast;92.60 iPHOP-RF;74.30
Shared Uroviricota ~ Caudovi na. Unclassified 14.52 d__Bacteria;p_Firmicutes;c_Clostridia;o__Oscillospirales;f__Ruminococcaceae;g__CAG-353 91.1 blast;93.50 iPHoP-RF;79.80
SHHC  na na na na. na. na na. na. 5.9 d_Bacteria;p_Firmicutesic_Clostridiajo__O: irales;f_f | 97 blast;97.90 iPHoP-RF;97.10 CRISPR;96.60
SHHC  na na na na na. na na na. 16.94 d__Bacteria;p_| | | | ;__Alistipes 97.6 blast;93.90 iPHoP-RF;90.10 RaFAH;85.80
Shared  na na na na. na. na na. na. 3265 d_Bacteria;p_Firmicutesc_ Clostridiajo_Oscillospirales;f_Oscillospiraceaejg__UBAS446 95 blast;96.50 CRISPR;82.40 iPHoP-RF;65.30
Shared Uroviricota ~ Caudovi na. Unclassified O o 75.01 d_Bacteria;p_ - ) i | 98.5 CRISPR;98.90 iPHOP-RF;97.10 blast;96.90
Shared Uroviricota ~ Caudovi na. Unclassified O o 31.03 d_Bacteria;p_| | | | ;__Alistipes 95.9 iPHOP-RF;97.10 blast;96.90
Shared  na na na na. na. na na. na. 99.97 d_Bacteria;p_| | | | ,__Bacteroides 99.7 iPHOP-RF;97.10 RaFAH;95.20 blast;89.20
SHHC Uroviricota G na. Unclassified O o 19.11 d_ Bacteriaip_| ttes;c_Clostridiajo_Christensenellales;f__CAG-74;g__UBA11524 99.6 CRISPR;99.60 blast;96.60 iPHOP-RF;85.70
Shared Uroviricota G na. o o 68.79 d_Bacteria;p_Firmicutesc__Clostridiajo__O: irales;f_f | 99.7 blast;97.00 iPHoP-RF;95.40 RaFAH;94.60 CRISPR;72.00
Uroviricota ~ Caudovi na. o o 84.47 d_Bacteria;p_| | | | _Bamnesiella 99.1 blast;96.80 RaFAH;88.80 CRISPR;59.60
Shared Uroviricota G Crassvirales  Suoliviridae  Boorivirinae Canhaevirus 5004 d_Bacteria;p_| | | _T: _P: 97.8 blast;98.40 iPHOP-RF;95.10 CRISPR;83.70
SHHC Uroviricota G na. Unclassified 97.5 d_Bacteriap_Proteobacteriaic_ Alphaproteobacteriajo_RF32f_CAG-239;g__CAG-495 90.9 blast;93.30 iPHoP-RF;81.60
ME Uroviricota ~ Caudovi na. Unclassified  Unclassified Mushuvirus 8131 d_Bacteria;p_Firmicutesic__Clostridiajo__0. irales;f__O: L i 90.2 blast;92.70 iPHoP-RF;73.20
Shared  na na na na. na. na na. na. 22.09 d_Bacteria;p_Firmicutesc__ Clostridiajo_Oscillospirales;f_Oscillospiraceaejg__ER4 96.7 blast;97.70 iPHoP-RF;65.10
Shared  na na na na. na. na na. na. 11.8 d_Bacteria;p_Firmicutes;c_ Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__CAG-83 95.9 blast;97.10 iPHoP-RF;72.60
Uroviricota ~ Caudovi na. Unclassified O o 83.12 d_Bacteria;p_| | | ,_Bacteroides 91 RaFAH;93.40
Shared  na na na na. na. na na. na. 6122 d_Bacteria;p_Firmicutesc_Clostridiajo__O: | 91.2 blast;93.60 iPHoP-RF;86.70
ME Uroviricota G Crassvirales ~ Steigviridae O o 6044 d_Bacteria;p_| | | | ,_Bacteroides 99.9 iPHOP-RF;97.10 RaFAH;96.60 blast;92.60 CRISPR;56.20
ME na na na na. na. na na. na. 18.1 d_Bacteriap_| | | | ;__Alistipes 96.4 blast;91.90 iPHoP-RF;88.50 RaFAH;84.30
Shared Uroviricota ~ Caudovi na. Unclassified  Unclassified Unclassified 67.97 d_Bacteria;p_| | | | ,__Bacteroides 100 RaFAH;98.90 iPHoP-RF;94.40 blast;92.60
ME Uroviricota G Crassvirales 82.52 d_Bacteria;p_| | | | ,_Bacteroides 100 RaFAH;99.30 iPHOP-RF;97.10 blast;92.90
Shared  na na na na. na. na na. na. 72.14 d_Bacteria;p_| | | _T: _P: 95.4 blast;96.80 CRISPR;96.70 iPHOP-RF;93.40
ME Uroviricota ~ Caudovi na. Unclassified O o 9.7 d_Bacteria;p_| ttes;c_Clostridiajo_Christensenellales;f__CAG-74;g__UBA11524 95 blast;96.50 iPHoP-RF;77.30
ME Uroviricota ~ Caudovi na. Unclassified O o 22.14 d_Bacteria;p_| | | | ;__Alistipes 95.4 CRISPR;96.80 iPHOP-RF;72.20
ME na na na na na. na na na. 43.65 d_Bacteria;p_| ttes;c_Clostridiajo_Oscillospirales;f_Oscillospiraceaejg__ER4 90.8 blast;93.20 iPHoP-RF;88.90
ME na na na na na. na na na. 42.31 d_Bacteria;p_Firmicutesic__ Clostridiajo_Oscillospirales;f__Oscillospiraceaejg__ER4 916 blast;93.90 iPHoP-RF;75.00
SHHC  na na na na. na. na na. na. 5.26 d_Bacteria;p_Firmicutesic_Bacilli;o__Erysipelotrichales;f_Erysipelotrichaceaeg_Clostridium_AQ 97.2 CRISPR;98.00
Shared Uroviricota ~ Caudovi na. Unclassified O o 94.44 d_Bacteria;p_| | | | ,_Bacteroides 99.1 iPHOP-RF;97.10 blast;93.60 RaFAH;87.80 CRISPR;58.50
Shared Uroviricota ~ Caudovi na. Unclassified  Unclassified Unclassified 67.97 d_Bacteria;p_| | | | ,_Bacteroides 100 RaFAH;98.90 blast;96.80 iPHoP-RF;87.90
Shared Uroviricota G na. Unclassified  Unclassified Unclassified 96.01 d_Bacteria;p_| | | T | 93 blast;95.00 iPHoP-RF;73.70
Uroviricota G na. Unclassified 98.85 d_Bacteria;p_Firmicutes;c__Clostridiajo_Clostridiales;f_Clostridiaceae;g__Clostridium 94.7 RaFAH96.30
ME Uroviricota G na. Unclassified O o 12,56 d__Bacteria;p_Firmicutes;c_Bacilli;o__Haloplasmatales_Aif_Turicibacteraceae;g_ Turicibacter 92 blast;94.20 iPHoP-RF;66.30
SHHC  na na na na. na. na. 68.45 d_Bacteria;p_Firmicutes;c__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Lachnospira 99.3 CRISPR;98.90 iPHOP-RF;95.70 blast;94.10 RaF AH;74.50
Shared Uroviricota Uncouvirinae  Aurodevirus 34.34 d_Bacteria;p_ - jo__ _Sphaerc __UBA9732 91.2 blast;93.60 iPHoP-RF;81.90
Shared Uroviricota ~ Caudovi na. Unclassified O o 23.09 d_Bacteria;p_| | | | ,_Bacteroides 90.4 RaFAH92.90
SHHC  na na na na. na. na na. na. 3.93 d_Bacteria;p_Firmicutesic_Clostridia;o__Christensenellales;f _CAG-917;g__CAG-475 94.7 blast;96.30 iPHoP-RF;68.60
ME Uroviricota ~ Caudovi na. Unclassified O o 98.09 d_Bacteria;p_Firmicutes;c__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Lachnospira 99.9 CRISPR;98.90 RaF AH;91.60 iPHoP-RF;90.80 blast;80.40
ME Uroviricota ~ Caudovi na. Unclassified  Unclassified Unclassified 89.48 d_Bacteria;p_| | | | ,__Alistipes 97.8 RaFAH98.40
Shared Uroviricota  Caudovi na. Unclassified 96.84 d_Bacteria;p_Firmicutesc__ Clostridiajo__O: | | 95.9 CRISPR;97.00 blast;95.70 iPHOP-RF;81.10 RaF AH;51.90
na na na na. na. na na. na. 96.93 d_Bacteria;p_| | | | ,_Bacteroides 99.7 iPHOP-RF;97.10 blast;96.10 RaFAH94.50 CRISPR;81.40
ME Uroviricota ~ Caudovi na. Unclassified O o 63.94 d_Bacteria;p_| | | | ,__Bacteroides 918
Shared Uroviricota ~ Caudovi na. Unclassified  Unclassified Unclassified 96.43 d_Bacteria;p_ - ) ) ;_Actinomyces 100
Uroviricota ~ Caudovi na. Unclassified  Unclassified Cimpunavirus 469 d_Bacteria;p_/ - ) ) ;_Actinomyces 978
ME Uroviricota ~ Caudovi na. Unclassified O o 76.26 d_Bacteria;p_Firmicutesc_ Clostridiaso_L | ) 99.9 CRISPR;98.90 RaF AH;90.80 blast;85.70 iPHOP-RF;81.90
Shared  na na na na. na. na na. na. 14.1 d_Bacteria;p_| | | ¢_Marini | 94.3 blast;96.00 iPHoP-RF;58.40
Shared  Monodnaviria Sangervirae Phixviricota  Malgrandaviricetes Petitvirales ~ Microviridae  Unclassified Unclassified d_Bacteriap_| | | | ;__Alistipes 915 blast;93.80 iPHoP-RF;64.50
ME na na na na. na. na na. na. 42.95 d_Bacteria;p_Firmicutesic__ Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Lachnospira 99.3 CRISPR;99.30 blast;91.90 iPHoP-RF;88.90 RaF AH;55.00
Shared Uroviricota ~ Caudovi na. Unclassified  Unclassified Unclassified 87.64 d_Bacteria;p_ - ) _Bif _Bifi 95.3 iPHOP-RF;96.70 blast;95.90 CRISPR;78.50
SHHC Uroviricota G na. Unclassified O o 10.77 d__Bacteria;p_Firmicutes;c__Clostridia;o__0: irales;f_f | 97.3 CRISPR;98.10 iPHoP-RF;93.40 blast;92.10
ME Uroviricota G na. Unclassified O o 55.3 d_Bacteria;p_| | | | ,_Bacteroides 99.7 CRISPR;97.20 iPHoP-RF;97.10 RaFAH;93.80 blast;93.80
Shared Uroviricota G na. Unclassified O o 52.73 d_Bacteria;p_Firmicutes;c_ Clostridiajo_Oscillospirales;f__Ruminococcaceae;g_ 97.2 CRISPR;98.00 iPHOP-RF;52.20
Uroviricota G na. Unclassified  Unclassified Eponavirus 98.11 d_Bacteria;p_Firmicutesic__ Clostridiajo_Lachnospirales;f_Lachnospiraceaeg_Blautia_A 98.1 CRISPR;98.60 iPHOP-RF;81.60
Shared Uroviricota G na. Unclassified O o 36.55 d_Bacteria;p_Firmicutesc__Clostridiajo__O: irales;f_f | 97.5 blast;96.60 iPHOP-RF;92.40 RaFAH;73.80 CRISPR;53.50
Shared Uroviricota G na. Unclassified O o 21.78 d_Bacteria;p_Firmicutes;c_ Clostridiajo_Oscillospirales;f__Oscillospiraceaejg__CAG-170 93.1 blast;95.10 iPHoP-RF;73.20
Shared Uroviricota  Caudovi na. Unclassified  Unclassified Lagaffevirus 99.18 d_Bacteria;p_Firmicutesic__Clostridiajo__O: irales;f_f | 95.2 CRISPR;96.60 iPHoP-RF;64.80 blast;60.50
ME na na na na. na. na na. na. 19.01 d__Bacteria;p_Firmicutes;c_Clostridiajo__0: irales;f_f _ Acutalil 92.1 blast;94.30 iPHoP-RF;56.80
Shared  na na na na. na. 10.3 d_Bacteria;p_Firmicutes;c_ Clostridia;o__Christensenellales;f__CAG-74;g__UBA11524 95.6 blast;96.90 iPHoP-RF;91.80
Shared  na na na na. na. 8125 d_Bacteria;p_| | | | ,__Odoribacter 99.9 blast;98.40 iPHOP-RF;93.10 RaFAH;92.30 CRISPR;53.10
SHHC c na. o 95.22 d_Bacteria;p_Firmicutes;c__ Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Bariatricus 90.3 iPHOP-RF;89.50 blast;81.30 RaFAH;65.60
Shared c na. Unclassified 91.3 d_Bacteria;p_| | | | ,_Bacteroides 100 RaFAH;98.50 CRISPR;95.40 iPHOP-RF;95.40 blast;93.90
Shared Uroviricota ~ Caudovi na. Unclassified 73.11 d_Bacteria;p_ - ) _Bifi 98.4 CRISPR;98.40 blast;96.90 iPHOP-RF;96.70 RaF AH;61.70
Shared  na na na na. na. na na. na. 99.93 d_Bacteria;p_| | | | ,_Bacteroides 100 RaFAH;98.90 iPHoP-RF;96.70 blast;91.60
ME na na na na. na. na na. na. 18.32 d__Bacteria;p_Firmicutes;c__Clostridia;o__Oscillospirales;f__Ruminococcaceae;g__Gemmiger 95.6 blast;96.90 CRISPR;96.30 iPHOP-RF;91.80
ME Uroviricota ~ Caudovi na. Unclassified O o 23.82 d_Bacteria;p_| | | | ;__Alistipes 97.9 CRISPR;98.50 iPHoP-RF;80.00
ME Monodnaviria ~ Sangervirae Phixviricota  Malgrandaviricetes Petitvirales ~ Microviridae  Unclassified Unclassified d__Bacteria;p_Bacteroidotaic__Bacteroidia;o__Bacteroidales;f_P3;g_Phil12 90.7 iPHOP-RF;93.10
Shared Uroviricota ~ Caudovi na. Unclassified 100 d_Bacteria;p_| | | | ;__Alistipes 97.5 blast;96.90 iPHOP-RF;93.10 RaFAH;71.20
ME na na na na. na. na na. na. 82.07 d_Bacteria;p_Firmicutesc_ Clostridiajo_Oscillospirales;f_Acutalibacteraceae;g__CAG-217 97.9 blast;98.50 iPHOP-RF;86.30 CRISPR;68.10
ME Uroviricota G na. Unclassified O o 3415 d_Bacteria;p_Firmicutesc__Clostridiajo__O: irales; | 94.9 blast;96.40 iPHOP-RF;80.00 CRISPR;51.40
ME na na na na. na. na na. na. 6.46 d_Bacteria;p_Firmicutes;c_Clostridiajo__O: 2 | 915 blast;93.80 iPHoP-RF;78.50
ME Uroviricota  Caudovi na. Unclassified  Unclassified Toutatisvirus 73.75 d_Bacteria;p_Firmicutesic__Clostridiajo__O: | | 99.7 CRISPR;98.30 blast;96.90 RaFAH;90.40 iPHOP-RF;73.70
ME na na na na. na. na na. na. 90.75 d_Bacteria;p_| | | | ,_Bacteroides 99.4 iPHOP-RF;97.10 RaFAH;91.20
ME na na na na. na. na na. na. 13.1 d_Bacteria;p_Firmicutesic_Clostridiajo_O: irales;f_/ _Rumi 3 99 CRISPR;99.20 blast;98.60 iPHoP-RF;93.10
ME na na na na. na. na na. na. 12,69 d__Bacteria;p__G - = ilalesif_¢ __0AMI01 90.4 blast;92.90 iPHoP-RF;57.10
Shared Uroviricota ~ Caudovi na. Unclassified  Unclassified Eponavirus 46.83 d_Bacteria;p_Firmicutesc_ Clostridiajo_Oscillospirales;f__Oscillospiraceaesg. 916 blast;93.90 iPHoP-RF;80.30
Shared  na na na na. na. na na. na. 98.41 d_Bacteria;p_| | | | ,_Bacteroides 100 RaFAH;99.60 iPHOP-RF;97.10 blast;92.20 CRISPR;69.50
Shared  na na na na. na. na na. na. 99.66 d_Bacteria;p_| | | | ,_Bacteroides 100 RaFAH;99.70 iPHOP-RF;93.10 blast;92.70
ME na na na na. na. na na. na. 17.97 d__Bacteria;p_Firmicutesic_ Clostridia;o__Christensenellales;f__CAG-138;g__SFELOL 96.6 CRISPR;97.60 blast;96.40 iPHOP-RF;91.10
ME Monodnaviria ~ Sangervirae Phixviricota  Malgrandaviricetes Petitvirales ~ Microviridae  Unclassified Unclassified d_Bacteriap_| | | | ;__Alistipes 96.7 CRISPR;97.70 iPHOP-RF;58.40
Shared Uroviricota ~ Caudovi na. Unclassified O 97.75 d_Bacteria;p_| | | _T: _P: 100 RaFAH;99.60 iPHoP-RF;94.40 blast;93.80 CRISPR;92.60
ME Uroviricota  Caudovi na. Unclassified O o 17.62 d__Bacteria;p_Firmicutes;c__Clostridia;o__0: irales;f_f | 98.7 RaFAH;93.20 blast;89.90 iPHOP-RF;62.20
Shared Uroviricota ~ Caudovi na. Unclassified O o 92.58 d_Bacteria;p_| | | T _P: 100 CRISPR;99.00 RaFAH;98.20 blast;93.90 iPHoP-RF;93.70
Shared  na na na na. na. na na. na. 11.42 d_ Bacteria;p_Firmicutes;c_ Clostridia;o__Christensenellales;f__CAG-74;g__UBA11524 95.2 blast;96.60 CRISPR;94.50 iPHOP-RF;85.70
ME Uroviricota ~ Caudovi na. Unclassified O o 88.17 d_Bacteria;p_| | | | ,_Bacteroides 99.4 iPHOP-RF;97.10 blast;96.60 RaFAH91.90
Shared Uroviricota ~ Caudovi na. Unclassified O o 8045 d_Bacteria;p_Firmicutesc__ Clostridiajo_Lachnospirales;f_Lachnospiraceaeg_Roseburia 99.7 CRISPR;98.90 iPHOP-RF;96.10 blast;92.80 RaF AH;88.00
na na na na. na. na na. na. 2237 d_Bacteria;p_Firmicutesc_ Clostridiajo_Oscillospirales;f__Acutalibacteraceae;g__UBAT37 90.4 blast;92.90 iPHoP-RF;70.60
ME Uroviricota ~ Caudovi na. Unclassified O o 8.18 d_Bacteria;p_Firmicutes;c_ Clostridia;o_Clostridiales;f__Clostridiaceae;g_ Clostridium 98.5 blast;96.40 RaFAH;85.10 iPHOP-RF;79.00
SHHC  na na na na. na. na na. na. 17.1 d_Bacteria;p_Firmicutes;c_Bacilli;o__Erysipelotri - ) 90.7 blast;93.10
SHHC  na na na na. na. na na. na. 8007 d_Bacteria;p_| | | | _Bamnesiella 98.7 blast;99.00 iPHOP-RF;76.10 CRISPR;67.90
SHHC Uroviricota ~ Caudovi na. Unclassified O o 24.52 d_Bacteria;p_ - ) _Bifi 97.5 CRISPR;98.20 blast;96.50 iPHOP-RF;91.80
Shared  na na na na. na. na na. na. 100 d_Bacteria;p_| | | | ,_Bacteroides 100 RaFAH;99.00 blast;92.00 iPHoP-RF;53.80
SHHC Uroviricota ~ Caudovi na. Unclassified  Unclassified Unclassified 47.59 d_Bacteria;p_| | | | ,_Prevotella 98.5 CRISPR;98.90 iPHOP-RF;74.10
SHHC  na na na na. na. na na. na. 62.52 d_Bacteria;p_Firmicutes;c_ Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Lachnospira 99.6 CRISPR;99.60 blast;93.90 iPHOP-RF;92.40
ME Uroviricota ~ Caudovi na. Unclassified O o 16.24 d__Bacteria;p_Firmicutes;c_Clostridia;o__Oscillospiralesf_Oscillospiraceae;g__CAG-83 98.5 CRISPR;98.90 blast;95.20 iPHOP-RF;87.90
SHHC Uroviricota G Crassvirales Uncouvirinae  Besingivirus 29.33 d_Bacteria;p_| | | | ,_Prevotella 97.3 RaFAH98.10
Shared Uroviricota G Crassvirales Boorivirinae Cohcovirus 76.93 d_Bacteria;p_| | | _ _P: 97.6 blast;98.30 iPHOP-RF;96.10 CRISPR;71.50
SHHC  na na na na. na. na. na. 28.59 d_Bacteria;p_| | | | ,_Prevotella 94.6 blast;96.20 CRISPR;93.50 iPHOP-RF;92.10
513_vs_149860 ME Uroviricota ~ Caudovi na. Unclassified  Unclassified o 6118 d_Bacteria;p_ - ) - _Bifi 99.7 CRISPR;99.70 iPHOP-RF;92.40 blast;92.00




53_vs_68031 Uroviricota G na. Unclassified
54_vs_VIRSorter_12831- SHHC Uroviricota G na. Unclassified
54_vs_VIRSorter_13190- Shared Uroviricota G na. Unclassified
S4_vs_VIRSorter_15112-SHHC ~ na. na na na. na. na
54_vs_VIRSorter_15837- Shared Uroviricota G na. Unclassified
54_vs_VIRSorter_16493- Shared Uroviricota G na. Unclassified
54_vs_VIRSorter_19324- SHHC Uroviricota G na. Unclassified
54_vs_VIRSorter_3006- Shared Uroviricota G na. Unclassified
54_vs_VIRSorter_30222- Shared Uroviricota G na. Unclassified
54_vs_VIRSorter_31171- SHHC Uroviricota G na. Unclassified
S4_vs_VIRSorter_31196- Shared  n.. na na na. na. na
513_vs_45488 Shared Uroviricota G na. Unclassified
54_vs_VIRSorter_31560- Shared Uroviricota G na. Unclassified
4_vs_VIRSorter_31976- Shared  n.. na na na. na. na
513_vs_57267 Shared Uroviricota G na. Unclassified
54_vs_VIRSorter_31980- SHHC Uroviricota G na. Unclassified
54_vs_VIRSorter_4746-c Shared Uroviricota G na.
54_vs_VIRSorter_4839-c SHHC Uroviricota G na. Unclassified
54_vs_VIRSorter_4959-c Shared Uroviricota G na. Unclassified
54_vs_VIRSorter_6022 Uroviricota G na. Unclassified
54_vs_VIRSorter_9913- Shared Uroviricota G na. Unclassified
na na na na. na. na
Uroviricota G na. Unclassified
na na na. na. na
Unclassified  n.a. na. na. Unclassified
c na.
c na.
Uroviricota G na.
Uroviricota G na.
Uroviricota G na.
Uroviricota G na.
Uroviricota G na. Unclassified
na na na na. na. na
Uroviricota G na. Unclassified
Uroviricota G na. Unclassified
Uroviricota G na.
Uroviricota G na.
c na.
c na.
Uroviricota G na.
Uroviricota G na.
Uroviricota G na.
Uroviricota G na. Unclassified
Uroviricota G na.
Uroviricota G Crassvirales ~ Steigviridae
Uroviricota G na. Unclassified
na na na na. na. na
na na na na. na. na
na na na na. na. na
Uroviricota G na. Unclassified
Uroviricota G na. Unclassified
na na na na. na. na
Uroviricota G na. Unclassified
Uroviricota G na. Unclassified
Uroviricota G na. Unclassified
na na na na. na. na
na na na na. na. na
Uroviricota G na. Unclassified
Uroviricota G na. Unclassified
Uroviricota G na. Unclassified
na na na na. na. na
Uroviricota G na. Unclassified
na na na na. na. na
Uroviricota G na. Unclassified
Uroviricota G na. Unclassified
na na na na. na. na
Uroviricota G na. Unclassified
Uroviricota G na. Unclassified
na na na na. na. na
na na na na. na. na
na na na na. na. na
Uroviricota G na. Unclassified
na na na na. na. na
Uroviricota G na. Unclassified
na na na na. na. na
Uroviricota G na. Unclassified
na na na na. na. na
na na na na. na. na
Uroviricota G na. Unclassified
na na na na. na. na
na na na na. na. na
Uroviricota G na. Unclassified
na na na na. na. na
Uroviricota G na. Unclassified
na na na na. na. na
Uroviricota G na. Unclassified
Uroviricota G na. Unclassified
Uroviricota G na. Unclassified
Monodnaviria ~ Sangervirae Phixviricota  Malgrandaviricetes Petitvirales  Microviridae
Uroviricota ~ Caudovi na. Unclassified
c na.
Uroviricota G na. Unclassified
Uroviricota G na. Unclassified
517_vs_117507 Shared  na na na na. na. na
517_vs_157209 Shared  na na na na. na. na
ME Uroviricota G na. Unclassified
ME Uroviricota G na. Unclassified
ME na na na na. na. na
ME Uroviricota G na. Unclassified
ME na na na na. na. na
S1_vf 6272 Shared Uroviricota G na. Unclassified
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27.92 d_Bacteria;p_Firr | |

2181 d_Bacteria;p_Firmicutesc_Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Blautia_A

9631 d_Bacteria;p_| | | T _P:

16.47 d__Bacteria;p_Firmicutes;c__Clostridia;o_| Gea 4
96.3 d_Bacteria;p_Firmicutesic_Clostridiajo__O: irales;f_O:

85.89 d_Bacteria;p_ -

25.86 d_Bacteria;p_Firmicutesic_Clostridiajo_L

99.88 d_Bacteria;p_Firmicutesic_Clostridiajo_L

65.61 d_Bacteria;p_Firmicutesic__ Clostridiajo__0 irales;f_O: o

46.28 d_Bacteria;p_Firmicutesc__Clostridiajo_Oscillospirales;f__Ruminococcaceae;g__QAMMOL

93.39 d_Bacteria;p_Firmicutesic__Clostridiajo__O: irales;f_Oscil |

22.02 d_Bacteria;p_Proteobacteria;c_ Alphaproteobacteria;o_RF32f__CAG-239,g_51-20

59.79 d_Bacteria;p_Firmicutes;c__ Clostridiajo__O: irales;f_Oscil

17.17 d__Bacteriap_Firm

38.42 d_Bacteria;p_|

ftes;c_Clostridiajo_O

ttes;c_Clostridiajo_Oscillospirales;f_Ruminococcaceae;g__Gemmiger
,_Prevotella

13.26 d__Bacteria;p_Pr -« | -
5.45 d_Bacteria;p_Firmicutes;c_ Clostridia;o__Lachnospirales;f_Lachnospiraceae;g_Roseburia
69.64 d_Bacteria;p_Firmicutesic__Clostridiajo__O: irales;f_f |
5034 d_Bacteria;p_Firmicutesic__Clostridiajo_Oscillospirales;f__Oscillospiraceaejg__ER4
97.71 d_Bacteria;p_| hE _Marseille-P3160
98.3 d_Bacteriap_| | | ¢_Marini ,__Odoribacter
23.92 d_Bacteria;p_Patescibacteriaic__Paceibacteria;o__UBA9983_A;f_UBA1006;g_01-FULL-36-10b
100 d_Bacteria;p_Firmicutes;c_ Clostridiajo__O: irales;f_f |
43.14 d_Bacteria;p_Firmicutesic__ Clostridiajo_Oscillospirales;f__Oscillospiraceaejg__ER4
6.74 d_Bacteria;p_ C « C
9.85 d_Bacteria;p_Fin
85.01 d_Bacteria;p_Firr i |
34.8 d_Bacteria;p_Firmicutes;c_Clostridiajo__Lachnospirales;f_Lachnospiraceae;g__Dorea_A
3035 d_Bacteria;p_Firmicutes;c__Clostridiajo_Oscillospirales;f__Ruminococcaceae;g__Gemmiger
99.96 d_Bacteria;p_| | | | ;__Alistipes
81 d_Bacteria;p_Firmicutes;c__Bacillio_Lactobacillales;f_Streptococcaceae;g_Lactococcus
63.17 d_Bacteria;p_ - ) ) |
2002 d_Bacteria;p_Firmicutesic_Bacillio__Haloplasmatales_A;f_Turicibacteraceae;g_ Turicibacter
2008 d_Bacteria;p_Firmicutesic__Clostridiajo_Clostridiales;f_Clostridiaceae;g_Clostridium_J
23.32 d_Bacteria;p_| ,_Bacteroides

- . . _Collinsella
ttes;c_Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Enterocloster
ftes;c_Clostridiajo_O i Oscil

91.73 d_Bacteriajp_Pr -« | | ;_Escherichia
100 d_Bacteria;p_| | | | ,_Bacteroides
2185 d_Bacteria;p_Firmicutes;c__ Clostridiajo_Oscillospirales;f__Oscillospiraceaejg__CAG-110
88,37 d_Bacteria;p_Firmicutesc_ Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Roseburia
88.33 d_Bacteria;p_| | | | ,_Bacteroides
47.7 d_Bacteria;p_Firmicutesic__Clostridiajo__0 | | L
94.04 d_Bacteria;p_ - ) ) ;_Actinomyces
16.16 d__Bacteria;p_Firmicutes;c_Clostridia;o__Clostridiales;f__Clostridiaceae;g_Clostridium
12.04 d__Bacteria;p_Firmicutes;c_Clostridia;o__Lachnospirales;f__Lachnospiraceae;g__Muricomes
4459 d_Bacteria;p_| | | | ,_Prevotella
8121 d_Bacteria;p_Firmicutesc_ Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Enterocloster
6.74 d_Bacteria;p_Firmicutes;c_Clostridia;o_Oscillospirales;f__Ruminococcaceaejg__ QAMMO1
27.86 d_Bacteria;p_Firmicutesic__ Clostridiajo__O: irales;f_Butyrici |
71.03 d_Bacteria;p_| | | | ,_Bacteroides
76.83 d_Bacteria;p_Firmicutes;c__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Blautia
25.58 d_Bacteria;p_Firmicutesc_ Clostridiajo__Eubacteriales;f_Eubacteriaceae;g__Eubacterium
23.09 d_Bacteria;p_| | | | ,_Bacteroides
96.78 d_Bacteria;p_Firmicutesic_ Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Dorea_A
26.84 d_Bacteria;p_Firmicutesc_ Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Roseburia
65.93 d_Bacteria;p_Firmicutesic_Clostridiajo_L | i _Rumi B
19.83 d__Bacteria;p_Firmicutes;c_Clostridia;o__Lachnospirales;f__Lachnospiraceae;g_Enterocloster
9.01 d_Bacteria;p_Firmicutesic_Clostridiajo__O: irales;f_f | i
15.51 d__Bacteria;p_Firmicutes;c__Clostridia;o__O: . _ 3
2056 d_Bacteria;p_Firmicutesic_ Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Muricomes
8058 d_Bacteria;p_Firmicutesic__Clostridiajo__O: irales;f_Oscil -
62.33 d_Bacteria;p_Firmicutes;c__Clostridiajo__O: | |
99.54 d_Bacteria;p_Firmicutesc__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Blautia
d_Bacteria;p_Firmicutes;c__Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__CAG-83
100 d_Bacteria;p_| | | | ,_Bacteroides
99.8 d_Bacteria;p_| | | | ,__Bacteroides
8.42 d_Bacteria;p_ - ) - |
64.12 d_Bacteria;p_ - ) ) ,__Paulj
32.49 d_Bacteria;p_ - ) - |
87.43 d_Bacteria;p_Firmicutes;c__ Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Lachnospira
3167 d_Bacteria;p_Firmicutesic_ Clostridiajo_L L |
8.58 d_Bacteria;p_| | | | ;__Alistipes
2656 d_Bacteria;p_Firmicutesic__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_CAG-127
98.85 d_Bacteria;p_Firmicutesic__Clostridiajo__O irales;f_f |
43.23 d_Bacteria;p_Firmicutesic_ Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Eubacterium_G
12,05 d__Bacteria;p_Firmicutes;c_Clostridia;o__Oscillospirales;f_ Acutalibacteraceae;g__Eubacterium_R
31.86 d_Bacteria;p_Firmicutesic__ Clostridiajo__O: irales;f_f |
84.15 d_Bacteria;p_Firmicutesic__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g__CAG-317
_ML615)-28;f_CAG-313;g__CAG-313
_RF39f_UBAG60;g__CAG-302
d__Bacteria;p_Firmicutes;c__Clostridia;o__0: irales;f_f |
18.24 d__Bacteria;p_Firmicutes;c__Clostridia;o__0: irales;f_f |
33.58 d_Bacteria;p_Firmicutesc_ Clostridiajo_Oscillospirales;f__Oscillospiraceaejg__UMGS1766
99.81 d_Bacteria;p_Firmicutesic__Clostridiajo__O: irales;f_f | 0
2624 d_Bacteria;p_Firmicutes;c_ Clostridiajo_Monoglobales;f__Monoglobaceaejg__Monoglobus
2002 d_Bacteria;p_Firmicutesc__ Clostridiajo_Oscillospirales;f_Ruminococcaceae;g__Gemmiger
22.27 d_Bacteria;p_Firmicutesic_ Clostridiajo_Oscillospirales;f__Oscillospiraceaejg__ER4
99.42 d_Bacteria;p_Firmicutesc__Clostridiajo__O: irales;f_f |
98.74 d_Bacteria;p_Firmicutes;c__Clostridiajo__O. irales;f_/ _Rumi 3
3.97 d_Bacteria;p_| | | | ,_Bacteroides
9058 d_Bacteria;p_| | | | ,__Bacteroides
12 d_Bacteria;p_| ttes;c_Clostridiajo_Lachnospirales;f_Lachnospiraceaejg_Muricomes
5005 d_Bacteria;p_| ttes;c_Clostridiajo_Lachnospirales;f_Lachnospiraceaeg_Blautia_A
98.39 d_Bacteria;p_Firmicutesic__Clostridiajo__O: irales;f_f |
40,08 d_Bacteria;p_| | | | ,_Bacteroides
25.09 d_Bacteria;p_| | | | ;__Alistipes
71.95 d_Bacteria;p_| I | i

_Bilophila

36.85 d_Bacteria;p_Firmicutesc_Bacillio_Erysipelotr - |
6.78 d_Bacteria;p_Proteobacteriaic_ Alphaproteobacteriajo_RF32f_CAG-239;g_CAG-495

33.32 d_Bacteria;p_Firmicutes;c__ Clostridiajo_Oscillospirales;f_Oscillospiraceaejg__CAG-170
12.4 d_Bacteria;p_Firmicutes;c_Clostridiajo_Oscillospirales;f__Ruminococcaceaejg__Gemmiger

25.47 d_Bacteria;p_Firmicutesic_ Clostridiajo_Oscillospirales;f_Oscillospiraceaejg__CAG-170

95.6 blast;96.90 iPHOP-RF;73.20 CRISPR;56.90
916 blast;93.90 iPHoP-RF;85.10 CRISPR;58.50

00 RaFAH;99.80 iPHOP-RF;94.40 blast;91.20 CRISPR;66.50

916 blast;93.90 iPHOP-RF;75.70
972 blast;98.00 CRISPR;89.70 iPHoP-RF;84.80

97.9 CRISPR;98.50 iPHOP-RF;96.40 blast;92.50

914 blast;93.70 iPHOP-RF;76.40

916 blast;93.90

915 blast;93.80

902 blast;92.70 iPHoP-RF;54.90

99.4 CRISPR;97.90 blast;96.20 iPHoP-RF;88.90 RaFAH;87.70
97.9 CRISPR;98.50 blast;79.90 iPHoP-RF;74.60

903 blast;92.80 iPHoP-RF;86.30 CRISPR;64.80

97.2 CRISPR;98.00 blast;96.20 iPHoP-RF;93.70

90.6 RaFAH;93.00

96.7 blast;97.70 CRISPR;83.90 iPHoP-RF;70.60

903 iPHOP-RF;92.80

914 blast;93.70 iPHOP-RF;75.70

94.2 blast;95.90 iPHOP-RF;82.50

98.4 CRISPR;98.80 iPHoP-RF;65.30

99.7 CRISPR;97.90 RaFAH;92.60

92.2 iPHOP-RF;94.40

00 RaFAH;98.80 blast;96.50 iPHOP-RF;69.10
3 blast;95.00 iPHoP-RF;69.80

92.9 CRISPR;94.90
912 blast;93.60 iPHOP-RF;91.40 CRISPR;53.80
912 blast;93.60 iPHoP-RF;89.80 CRISPR;61.00
97.2 CRISPR;98.00 iPHoP-RF;64.30

95.3 blast;96.70 CRISPR;94.60 iPHoP-RF;86.30
92.7 RaFAH;92.00 blast;67.20

g

RaFAH;98.80 blast;98.50 iPHOP-RF;91.40

98.4 RaFAH;94.80 CRISPR;83.10 iPHOP-RF;64.80
915 blast;93.80 iPHOP-RF;68.60
903 blast;92.80 iPHoP-RF;70.90

RaFAH;90.00 iPHoP-RF;70.90 CRISPR;63.50
RaFAH;99.40 iPHoP-RF;97.10 blast;96.80 CRISPR;85.00
RaFAH;99.60 iPHoP-RF;97.10 blast;96.30

888

94.7 blast;96.30 iPHOP-RF;67.00
95.3 blast;96.70 iPHoP-RF;96.40 CRISPR;84.10
99.6 iPHOP-RF;97.10 blast;96.60 CRISPR;94.50 RaFAH92.70
97.2 blast;97.90 iPHoP-RF;92.80 RaFAH;52.60

9 blast;94.00 RaF AH;93.30 CRISPR;80.00 iPHOP-RF;75.40
5 blast;92.30 iPHoP-RF;86.00 RaF AH;77.50

96.7 CRISPR;97.70

9.6

94.2 CRISPR;95.90 blast;94.00 iPHoP-RF;86.30

2 blast;94.20 iPHOP-RF;69.10

97.5 blast;98.20 iPHOP-RF;66.00
99.1 iPHOP-RF;96.70 RaFAH;88.90 blast;75.90
98.8 CRISPR;97.10 RaFAH;83.90 iPHOP-RF;60.90

3 blast;95.00 CRISPR;89.70 iPHoP-RF;84.50
9 iPHOP-RF;96.40 blast;92.90 RaF AH;89.10

94.2 blast;95.90 iPHOP-RF;94.70 CRISPR;58.40
97.6 CRISPR;98.30 blast;95.70 iPHoP-RF;93.10
95.2 blast;96.60 iPHoP-RF;82.20

92.3 blast;94.50 CRISPR;82.40 iPHoP-RF;78.30
93.8 blast;95.60 iPHOP-RF;81.60 CRISPR;54.30
98.7 CRISPR;99.00 blast;96.80 iPHoP-RF;93.70
95.3 iPHOP-RF;96.70 blast;93.30 CRISPR;68.70
95.2 blast;96.60 iPHOP-RF;95.40 CRISPR;94.00
99.1 blast;96.70 RaFAH;89.00 iPHOP-RF;81.10
96.3 RaFAH;97.40

90.6 blast;93.00 iPHoP-RF;84.20

RaFAH;99.10 blast;96.50 iPHOP-RF;61.40
RaFAH;99.30 iPHoP-RF;97.10 blast;96.70
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903 blast;92.80
96.9 RaFAH;95.10 CRISPR;68.30 iPHOP-RF;64.80

98.4 CRISPR;98.80 iPHOP-RF;97.10 blast;93.30

99.9 CRISPR;99.00 iPHOP-RF;95.40 blast;93.40 RaFAH91.70
94.2 blast;95.90 iPHOP-RF;79.50

98.4 CRISPR;98.80 iPHoP-RF;95.10

5 blast;96.50 iPHoP-RF;87.30

99.7 blast;99.00 iPHoP-RF;97.10 CRISPR;94.60 RaFAH;84.50
94.6 blast;96.20 iPHOP-RF;85.70

94.5 iPHOP-RF;96.10 blast;93.90

94.3 blast;96.00 iPHOP-RF;93.10

94.5 iPHOP-RF;96.10

98.7 CRISPR;99.00 blast;96.10

92.7 blast;94.80

6 CRISPR;97.20 iPHoP-RF;82.80
3 blast;95.00 iPHoP-RF;58.40

1 blast;93.40

9 blast;96.90 iPHoP-RF;90.50 RaFAH;86.90
5 blast;96.50 iPHOP-RF;64.50

985 CRISPR;98.90 blast;98.30 iPHOP-RF;94.40
915 blast;93.80 iPHOP-RF;52.80

94.7 blast;96.30 iPHOP-RF;89.50 CRISPR;57.90

99.6 CRISPR;98.90 blast;96.90 iPHOP-RF;94.10 RaFAH;81.90
95.9 blast;97.10 iPHoP-RF;97.10 CRISPR;89.30

99.7 blast;96.70 RaFAH;95.30 iPHOP-RF;85.70

97.8 CRISPR;98.40 iPHoP-RF;90.80

99.4 CRISPR;97.10 blast;94.50 iPHOP-RF;93.70 RaFAH91.90

00 RaFAH;99.70 blast;96.80 iPHoP-RF;93.40 CRISPR;67.80

97.5 blast;97.40 iPHOP-RF;96.40 RaFAH;66.20
97.6 CRISPR;98.30 blast;95.20 iPHoP-RF;92.80
93.9 blast;95.70 iPHOP-RF;90.10

94.6 blast;96.20 iPHOP-RF;81.60 CRISPR;54.30
95.2 blast;96.60

916 blast;93.90 iPHoP-RF;88.50

916 blast;93.90 iPHOP-RF;75.40

92 CRISPR;94.20 blast;90.80 iPHoP-RF;78.00



S1_vs_117317
S1_vs_133577

54_vs_VIRSorter_31972- SHHC
54_vs_VIRSorter_5698-c SHHC
S5_vf_103206 Shared
3
Shared
Shared
ME
ME
ME
Shared
ME
ME
Shared
ME
ME
ME
ME
Shared
Shared
ME
ME
ME
Shared
Shared
Shared
ME
Shared
Shared
Shared
_vf_13353 Shared
54_vs_VIRSorter_31916- SHHC
4_vf 31979 SHHC
54_vs_VIRSorter_27316- Shared
145583 ME
S5_vf_105728 ME
S5_vf_145604 Shared
S5_vf_21869 Shared
S5_vf 29332 ME
$5_vs_122618 ME
S5_vs_123256 Shared
S5_vs_124035 Shared
$5_vs_124677 ME
S5_vs_128398 ME
$5_vs_120970 Shared
$5_vs_130032 ME
$5_vs_130204 Shared
55_vs_130958 ME
$5_vs_131510 Shared
S5_vs_13254 ME
S5_vs_1338 ME
$5_vs_137154 ME
$5_vs_139401 ME
$5_vs_140946 ME
S5_vs_141621 ME
S5_vs_142195 Shared
S5_vs_145578 ME
S5_vs_145581 ME
$5_vs_145590 ME
$5_vs_145597 ME
S5_vs_145508 ME
$5_vs_145602 ME
$5_vs_145605 ME
$5_vs_145611 ME
$5_vs_1572 Shared
$5_vs_17520 ME
S5_vs_20268 ME
$5_vs_20500 Shared
S5_vs_21778 ME
$5_vs_28263 ME
$5_vs_30490 ME
55_vs_32885 ME
$5_vs_3501 ME
$5_vs_40848 ME

Uroviricota G na. Unclassified  Unclassified
Uroviricota G na. Unclassified
na na. na. na. na. na na.
Uroviricota G na. Unclassified  Unclassified
Uroviricota G na. Unclassified
Uroviricota G na. Unclassified  Unclassified
Uroviricota G na. Unclassified O
Uroviricota G na. o
Uroviricota G na. Unclassified O
Uroviricota G na. Unclassified O
Uroviricota G na. Unclassified O
Uroviricota G na. Unclassified O
na na. na. na. na. na na.
Uroviricota G na. Unclassified O
Uroviricota G na. Unclassified O
Uroviricota G na. Unclassified O
Uroviricota G na. Unclassified O
Uroviricota G na. Unclassified O
Uroviricota G na. Unclassified O
Uroviricota G na. Duneviridae O
na na. na. na. na. na na.
Uroviricota G na. Unclassified O
Uroviricota G na. Duneviridae O
Uroviricota G na. Unclassified O
na na. na. na. na na.
c na. Unclassified O
c na. Unclassi o
Uroviricota G na. Unclassified O
Uroviricota G na. Unclassified O
Uroviricota G na. Unclassified O
na na. na. na. na. na na.
na na. na. na. na. na na.
Uroviricota G na. Unclassified  Unclassified
Uroviricota G na. Unclassified
Uroviricota G na. Unclassified O
Uroviricota G na. Unclassified O
na na. na. na. na. na na.
Uroviricota G na. Unclassified O
na na. na. na. na. na na.
na na. na. na. na. na na.
Unclassified  na na. na. na. Unclassified  Unclassified
Uroviricota G na. Unclassified O
Uroviricota G na. Unclassified  Unclassified
na na. na. na. na. na na.
Monodnaviria Sangervirae Phixviricota Petitvirales
Uroviricota G na. Unclassified O
na na. na. na. na. na na.
na na. na. na. na. na na.
na na. na. na. na. na na.
Uroviricota G na. Unclassified O
na na. na. na. na. na na.
na na. na. na. na. na na.
na na. na. na. na. na na.
na na. na. na. na. na na.
Uroviricota G na. Unclassified  Unclassified
Unclassified  na na. na. na. Unclassified  Unclassified
Uroviricota G na. Unclassified
Uroviricota G na.
Uroviricota G na. o
Uroviricota G na. Unclassified
Uroviricota G na.
Uroviricota G na. Unclassified
Uroviricota G na. o
c na. o
Uroviricota G na. Unclassified
Uroviricota G na. Unclassified O
na na. na. na. na. na na.
Uroviricota na. Unclassified  Unclassified
na na. na. na. na. na na.
Uroviricota G na. Unclassified  Unclassified
Uroviricota G na. Unclassified
na na. na. na. na. na na.
Uroviricota G na. Unclassified O
na na. na. na. na. na na.
Uroviricota G na. Unclassified O
Uroviricota G na. Unclassified  Unclassified
na na. na. na. na. na na.
na na. na. na. na. na na.
Uroviricota G na. Unclassified O
na na. na. na. na. na na.
na na. na. na. na. na na.
Uroviricota G na. Unclassified O
na na. na. na. na. na na.
Uroviricota G na. Unclassified O
na na. na. na. na. na na.
Uroviricota G na. Unclassified O
Uroviricota G na. o
Uroviricota G na. o
Uroviricota G na. o
c na. o
Uroviricota G na. o
Uroviricota G na. Unclassified  Unclassified
na na. na. na. na. na na.
Uroviricota G na. Unclassified  Unclassified
Uroviricota G na. Unclassified
na na. na. na. na. na na.
na na. na. na. na. na na.
na na. na. na. na. na na.
Uroviricota G na. Unclassified O
Uroviricota G na. Unclassified O
Uroviricota G na. Unclassified O

200000000000

Unclassified
na.
o
o
na.
o
na.
o
o
na.
na.
o
na.
na.
o
na.
o
na.
o

ocoooo

Unclassified
na.
Unclassified

2123 d_Bacteriajp_Firr _Oscillospiraceaejg__CAG-170
37.09 d_Bacteria;p_Firmicutes;c__Clostridiajo_Oscillospirales;f__Ruminococcaceae;g__Gemmiger
13.59 d__Bacteria;p_Firmicutes;c_Clostridiao__L L .
3114 d_Bacteria;p_Firmicutesic__Clostridiajo_Oscillospirales;f_Oscillospiraceaejg__ER4
33.26 d_Bacteria;p_Firmicutesc__ Clostridiajo__O: irales;f_f |
81.02 d_Bacteria;p_ - G | _Eggerthella
23.54 d_Bacteria;p_Firmicutes;c__ Clostridiajo_Monoglobales;f__Monoglobaceaeg__Monoglobus
11.78 d__Bacteria;p_Firmicutes;c_Clostridia;o__Lachnospirales;f__Lachnospiraceae;g__Muricomes
4165 d_Bacteria;p_Firmicutes;c_Clostridiajo_ irales;
52.43 d_Bacteria;p_Firmicutes;c_Clostridiajo_Oscillospirales
6.08 d_Bacteria;p_
83.69 d_Bacteria;p_Firmi
4137 d_Bacteria;p_ -
23.06 d_Bacteria;p_Firmicutesic_Clostridiajo_| | .
26.68 d_Bacteria;p_ G G . _Collinsella
27.39 d_Bacteria;p_Firmicutes;c__ Clostridiajo_Oscillospirales;f_Ruminococcaceae;g__Gemmiger
89.75 d_Bacteria;p_Firmicutesic_ Clostridiajo_Oscillospirales;f__Acutalibacteraceae;g__CAG-217
45.54 d_Bacteria;p_Firmicutes;c_ Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Lachnospira
215 d_Bacteria;p_Firmicutes;c_Clostridia;o_Oscillospirales;f__Ruminococcaceaejg__Gemmiger

ttes;c_Clostridiaso_Oscillospirales;

_CAG-2728_CAG-272

ttes;c_Bacillio_Lactobacillales;f_Streptococcaceae;g_Lactococcus

42.15 d_Bacteria;p_|
23.65 d_Bacteria;p_|

,_Bacteroides
,_Bacteroides

99.95 d_Bacteria;p_|

;__Alistipes

75.2 d_Bacteria;p_|

45.75 d_Bacteria;p_Firr
10.17 d__Bacteria;p_|

<

Bacillio_f o
,__Odoribacter

44.47 d_Bacteria;p_|

,_Prevotella

94.85 d_Bacteria;p_Firr
9.58 d_Bacteria;p_ -
2641 d_Bacteria;p_Firmicutesic__ Clostridiajo__O
87.05 d_Bacteria;p_
3.75 d_Bacteria;p_Fin
13.55 d__Bacteria;p_Firmicutes;c_Clostridia;o_| | )
54.09 d_Bacteria;p_Firmicutesic__ Clostridiajo_Oscillospirales;f_Oscillospiraceaejg__ER4
9119 d_Bacteria;p_Firmicutesic_|
97.29 d_Bacteria;p_Firmicutesic_| ) . _Veillonella
10,64 d__Bacteria;p_Firmicutes;c_Clostridia;o__Christensenellales;f__CAG-74;g_Alectryocaccomicrobium
ftes;c_Clostridiajo_O irales;f_F .
ttes;c_Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Lachnospira
utesic_Clostridiajo__O: irales;

ttes;c_Clostridiajo_Lachnospirales;f_Lachnospiraceaeig_Blautia_A

ftes;c_Clostridiajo_O i Oscil L

»_Lactobacillales;f_Streptococcaceae;g_ Lactococcus

8.34 d_Bacteria;p_| ,_Prevotella
5.31 d_Bacteria;p_
10,61 d__Bacteria;p_Firr
51.09 d_Bacteria;p_Firmicutesc__Clostridiajo__O:
9.3 d_Bacteria;p_Fin

ttesjc_Clostridiajo_Oscillospirales;f_Oscillospiraceaejg__ER4

2118 d_Bacteriajp_Pr -« | - _Sutterella
95.6 d_Bacteria;p_Firmicutes;c_ Clostridia;o__L | )
35.7 d_Bacteria;p_Firmicutes;c_Clostridiao__L L |
11.85 d__Bacteria;p_Firmicutes;c__Clostridiajo__0: | |
5.41 d_Bacteria;p_ - ) - |
23.06 d_Bacteria;p_ - C G =
99.96 d_Bacteria;p_| | | | ,_Bacteroides
5.42 d_Bacteria;p_Firmicutesic_Clostridiajo__O: | |
73.42 d_Bacteria;p_| | | | ;__Alistipes
13.57 d__Bacteria;p_Firmicutes;c_ Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__Enterenecus
99.17 d_Bacteria;p_Firmicutes;c_Clostridiajo_ irales;f_f |
5.83 d_Bacteria;p_ - ) - |
96.94 d_Bacteria;p_Firmicutesc__Clostridiajo__O: i i 3

93.68 d_Bacteria;p_Firmicy
39.89 d_Bacteria;p_Firr
24.1 d_Bacteria;p_Firmic
7411 d_Bacteria;p_Firr | |
10.99 d__Bacteria;p_Firmicutes;c_Clostridia;o__Clostridiales;f__Clostridiaceae;g_Clostridium
442 d_Bacteria;p_Firr
87.41 d_Bacteria;p_Firr
3169 d_Bacteria;p_Firr
12.73 d_ Bacteriaip_ - G o _Collinsella
17.7 d_Bacteria;p_Firmicutesic_Bacilli;o__Erysipelotrichales;f_Erysipelotrichaceaeg_Clostridium_AQ
98.81 d_Bacteria;p_| | | ;__Alistipes
7.45 d_Bacteria;p_Firmicutesic_Clostridiajo_O: i
2654 d_Bacteria;p_Firmicutesc__ Clostridiajo__O:
2285 d_Bacteria;p_Firmicutes;c_ Clostridiajo_
93.93 d_Bacteria;p_|
98.82 d_Bacteriajp_Pr
55.97 d__Bacteria;p_Firr
18.11 d__Bacteria;p_Firmicutes;c__Clostridia;o__0:
95 d_Bacteria;p_|
8.3 d_Bacteria;p_Firmi | |
100 d_Bacteria;p_| | | | ;__Alistipes
10.76 d__Bacteria;p_Firmicutes;c_Clostridia;o__Clostridiales;f__Clostridiaceae;g_Clostridium
12.88 d__Bacteria;p_Firmicutes;c_Clostridiao__L | i )
9.68 d_Bacteria;p_Firmicutes;c_Clostridiajo__Oscillospirales;f__Acutalibacteraceaeig__UMGS856
97.16 d_Bacteria;p_Firmicutesc_ Clostridiajo_L i )
100 d_Bacteria;p_| | | | ,_Bacteroides
39.67 d_Bacteria;p_Firmicutesic_ Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Enterocloster
9.66 d_Bacteria;p_Firmicutes;c_Clostridia;o__Cl F_Chri _ch
39.74 d_Bacteria;p_Firmicutesc_ Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Clostridium_AP
2003 d_Bacteria;p_Firmicutesic_Clostridiajo_Christensenellales;f_NSJ-53;g__NSJ-53
95.83 d_Bacteria;p_Firmicutesc_ Clostridiajo_Lachnospirales;f_Lachnospiraceaeg_Roseburia
37.74 d_Bacteria;p_Firmicutesc_ Clostridiajo_L | i )
ttes;c_Clostridiajo_Christensenellales;f__CAG-74;g_SFTHO1
utesic_Clostridiajo_Oscillospirales;f__Ruminococcaceae;g_Phocea
T

)_Lachnospirales;f_Lachnospiraceae;g_ Blautia_A
ttesjc_Clostridiazo_L | i !
)_Christensenellales;f _CAG-74;g_Ventricola
ttes;c_Clostridiaso_O i

ttesjc_Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_

ttes;c_Clostridiajo_Lachnospirales;f_Lachnospiraceaeg_Blautia_A
utesic_Clostridiajo_O: irales; i
C

,_Bacteroides

;_Escherichia

ftes;c_Clostridiajo_O

| | ,_Bacteroides
ttes;c_Clostridiaso_O i

97.34 d_Bacteria;p_| | | _ |
3912 d_Bacteria;p_Firmicutesic_ Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Hungatella
22.4 d_Bacteria;p_Firmicutesic_Clostridiajo_O: i _Rumi 3
99.42 d_Bacteria;p_| ;__Alistipes
11.27 d__ Bacteria;p_Firr
16.17 d__Bacteria;p_Firmicutesic_
42.23 d_Bacteria;p_Firr
19.8 d_Bacteria;p_Firmicutesic_ 0 irales;f_F _
3219 d_Bacteria;p_Firmicutes;c_ Clostridiajo_Oscillospirales;f_Acutalibacteraceae;g__UBA1691
58.74 d_Bacteria;p_Firmicutesic__Clostridiajo__O: i _Rumi

ttes;c_Clostridiajo_O i o:

93.4 blast;95.30 iPHOP-RF;89.50 CRISPR;71.10
96 blast;97.20 CRISPR;95.40 iPHoP-RF;94.40
94.6 blast;96.20 iPHOP-RF;72.60
95.9 CRISPR;97.10 blast;96.20 iPHoP-RF;89.20
98.8 CRISPR;99.10 blast;96.20 iPHoP-RF;83.30
94.9 CRISPR;96.40 iPHoP-RF;53.80 RaFAH;50.20
95.2 blast;96.60
92.7 CRISPR;94.80 iPHoP-RF;78.70
95.4 blast;96.80 CRISPR;96.10 iPHOP-RF;94.10
92.1 blast;94.30 iPHOP-RF;52.20
98.5 blast;98.90 CRISPR;97.60 iPHOP-RF;96.70
99.7 blast;98.70 iPHOP-RF;90.10 RaFAH;89.50
92.6 RaFAH;85.90 iPHoP-RF;81.10
91.4 iPHOP-RF;93.70
98.7 CRISPR;99.00 iPHOP-RF;97.10 blast;92.10
95.9 blast;97.10 iPHoP-RF;81.40 CRISPR;S5.60
953 blast;96.70 iPHOP-RF;79.30
90.4 blast;92.90 iPHOP-RF;70.60
95.4 blast;96.80 iPHOP-RF;83.90 CRISPR;68.80
100 RaFAH;98.70 iPHOP-RF;97.10
99.3 iPHOP-RF;97.10 blast;96.60 RaF AH;89.70
99.9 blast;96.90 RaFAH;96.10 iPHOP-RF;83.60
95.4 blast;96.80 iPHOP-RF;65.60
97.8 blast;98.40
97.9 blast;98.50 iPHOP-RF;90.10 CRISPR;71.50
97.8 blast;98.40 iPHoP-RF;84.20
00 RaFAH;98.90 CRISPR;97.00 iPHOP-RF;93.40 blast;91.70
6 CRISPR;97.20 iPHOP-RF;97.10 blast;96.70
973 blast;98.10 CRISPR;93.20 iPHOP-RF;90.50
9 CRISPR;98.50 blast;96.80 iPHOP-RF;96.10 RaFAH;71.90
blast;92.50
95.2 blast;96.60 iPHOP-RF;90.50 CRISPR;69.90
5 blast;96.50 iPHoP-RF;76.40 CRISPR;67.10
90.2 RaFAH92.7
100 CRISPR;98.80 RaFAH;98.60 blast;93.70 iPHoP-RF;78.30
914 blast;93.70
1 blast;93.40 iPHOP-RF;57.30
97.5 CRISPR;98.20 blast;93.50 iPHoP-RF;88.90
95.3 blast;96.70 iPHoP-RF;87.60 CRISPR;68.40
923 RaFAH;94.50
99.7 CRISPR;99.70 iPHoP-RF;77.30
98.2 CRISPR;98.70 blast;96.80 iPHOP-RF;95.10
98.4 blast;95.50 RaFAH;86.90 CRISPR;78.90 iPHoP-RF;76.80
95.2 blast;96.60 iPHoP-RF;73.20
94.6 CRISPR;96.20 iPHoP-RF;79.00
00 CRISPR;98.90 RaFAH;94.40 iPHOP-RF;92.10
93.9 blast;95.70 iPHoP-RF;84.20
914 blast;93.70 iPHoP-RF;78.30
95.9 iPHOP-RF;97.10 blast;96.90 CRISPR;84.00
93.4 CRISPR;95.30 blast;93.90 iPHOP-RF;93.10
100 RaFAH;99.60 iPHOP-RF;97.10 blast;96.90
953 blast;96.70 iPHOP-RF;67.00
5 blast;96.50 iPHoP-RF;93.40
90.7 blast;93.10 iPHoP-RF;70.90
RaFAH;98.70 CRISPR;97.70 blast;92.00 iPHoP-RF;85.70
99.7 CRISPR;99.70 iPHoP-RF;92.10
100 CRISPR;98.90 blast;98.50 RaF AH;97.10 iPHOP-RF;93.70
99.9 CRISPR;97.90 RaFAH;95.20 blast;90.90 iPHoP-RF;89.20
90.7 blast;93.10 iPHoP-RF;68.20
2 blast;94.20
95.4 blast;96.80 iPHOP-RF;75.00 CRISPR;67.80
95.2 blast;93.60 iPHoP-RF;80.80 RaFAH;73.30 CRISPR;62.00
94.5 iPHOP-RF;96.10 blast;93.40
99.6 CRISPR;97.30 RaFAH;93.30 blast;92.90 iPHoP-RF;91.80
93.1 blast;95.10 iPHoP-RF;73.90
973 CRISPR;98.10 blast;94.60 iPHoP-RF;79.50
95.4 blast;96.80 iPHOP-RF;71.10 CRISPR;66.50
00 RaFAH;97.10 blast;96.90 iPHoP-RF;96.10
912 blast;93.60 iPHOP-RF;53.30
7 CRISPR;97.90 blast;96.90 iPHOP-RF;90.80
93.6 blast;95.50 iPHoP-RF;82.20
100 RaFAH;99.60 blast;92.90 iPHoP-RF;92.80
RaFAH;99.70 blast;96.90 iPHOP-RF;91.40 CRISPR;72.80
95.6 blast;96.90 iPHoP-RF;81.60
94.2 blast;95.90 iPHOP-RF;70.40
00 RaFAH;97.50 blast;96.90 iPHoP-RF;96.40
5 blast;96.50 iPHoP-RF;85.40
00 RaFAH;97.80 blast;97.50 iPHoP-RF;76.10
917 blast;94.00 iPHOP-RF;67.30
909 blast;93.30 CRISPR;68.40 iPHOP-RF;67.50
93.9 blast;95.70 iPHOP-RF;76.80
96.4 blast;95.60 CRISPR;90.90 iPHOP-RF;88.90 RaFAH;72.10
99.9 RaFAH;99.80
95.2 blast;96.60 iPHOP-RF;76.10 CRISPR;54.30
90.4 blast;92.90 iPHoP-RF;86.30
91.4 iPHOP-RF;93.70
4 blast;95.80 iPHOP-RF;60.10
92.1 blast;94.30 iPHoP-RF;91.80
90.7 blast;93.10 iPHOP-RF;65.30
903 blast;92.80 iPHoP-RF;68.20
90.7 blast;93.10 iPHoP-RF;78.00
916 blast;93.90 iPHOP-RF;61.70
95.9 iPHOP-RF;97.10 CRISPR;88.40
985 CRISPR;98.90 blast;96.50 iPHoP-RF;89.50
95.6 blast;96.90 iPHoP-RF;96.70
90.4 blast;92.90 iPHOP-RF;59.20
916 blast;93.90 iPHoP-RF;86.30 CRISPR;58.00
99.3 blast;97.10 RaFAH;90.30 iPHOP-RF;87.30 CRISPR;71.60
92.3 blast;94.50 CRISPR;93.00 iPHoP-RF;81.90
95.6 blast;96.90 iPHOP-RF;90.10 CRISPR;85.90
95.6 blast;96.90 iPHoP-RF;92.80

8

g

R



$5_vs_43207 ME Uroviricota  Caudovi na. Unclassified O o 3009 d_Bacteria;p_Firr

ttes;c__Clostridia;o__O: irales; i 911 blast;93.50 iPHoP-RF;70.60

$5_vs_46394 ME na na na na. na. na na. na. 8.87 d_Bacteria;p_Firmicutesic_Clostridiajo_Christensenellales;f__QANDO1;g__UMGS1975 90.3 blast;92.80 iPHoP-RF;62.70
ME na na na na. na. na na. na. 2064 d_Bacteria;p_Firmicutesc_Clostridiajo_Christensenellales;f__CAG-74;_Limiplasma 93.9 blast;95.70 iPHoP-RF;68.40
ME Uroviricota ~ Caudovi na. Unclassified O o 11.18 d__Bacteria;p_Firmicutes;c_Bacilli;o__Erysipelotrichales;f_Erysipelotrichaceae;g_ Holdemania 90.3 blast;92.80 CRISPR;73.80 iPHOP-RF;66.50
ME Uroviricota ~ Caudovi na. Unclassified O o 24.99 d_Bacteria;p_Firmicutesc_ Clostridiazo_L | i _F 93.8 blast;95.60 iPHoP-RF;76.60
ME Uroviricota G na. Unclassified O o 4034 d_Bacteria;p_Firmicutes;c_Clostridiajo_| | _ 91.4 blast;93.70 iPHOP-RF;91.10 CRISPR;78.90
ME Uroviricota G na. Unclassified  Unclassified o 96.47 d_Bacteria;p_Firmicutesic_Bacillizo_L . _ 100 RaFAH;99.70 blast;92.80 iPHoP-RF;91.10 CRISPR;52.30
Shared Uroviricota G na. Unclassified  Unclassified Unclassified 98.89 d_Bacteria;p_ - ) - | 99 CRISPR;97.70 iPHOP-RF;96.70 blast;95.40 RaFAH;82.40
ME Uroviricota G na. Unclassified  Unclassified o 6633 d_Bacteria;p_Firmicutesic_Bacillizo_L | _Lactobacill 100 RaFAH;99.60 iPHOP-RF;96.70 blast;95.40 CRISPR;68.80
ME na na na. na. na na. na. 3.66 d_Bacteria;p_Firmicutesic_Clostridiajo_O: irales;f_Oscil | 91.2 blast;93.60 iPHoP-RF;56.20
ME na. Unclassified O o 58.14 d_Bacteria;p_Firmicutesic_ Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Blautia_A 93.8 blast;93.80 iPHoP-RF;81.90 RaFAH;64.30
ME na. Unclassified O o 76.63 d_Bacteria;p_Firmicutesc__Clostridiajo__O: irales;f_Oscil o 95.3 blast;96.70 iPHOP-RF;96.40 CRISPR;95.20
ME Uroviricota ~ Caudovi na. Unclassified O o 82.39 d_Bacteria;p_| | | | ,_Bacteroides 99.4 blast;96.90 iPHoP-RF;96.70 RaFAH;92.20
ME na na na na. na. na na. na. 13.11 d__ Bacteria;p_Firmicutes;c_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__CAG-83 90.4 blast;92.90 iPHoP-RF;92.10
Shared Uroviricota ~ Caudovi na. Unclassified  Unclassified Unclassified 8028 d_Bacteria;p_| | | | ;__Alistipes 99 blast;96.90 iPHoP-RF;94.40 RaFAH;87.40
ME Uroviricota ~ Caudovi na. Unclassified O o 41.43 d_Bacteria;p_Firmicutesic_ Clostridiajo_Oscillospirales;f_Oscillospiraceaejg__CAG-103 90.6 blast;93.00 iPHOP-RF;71.70
Shared Uroviricota ~ Caudovi na. Winoviridee O o 99.98 d_Bacteria;p_| | | | ;__Alistipes 100 RaFAH;98.20 blast;97.10 iPHOP-RF;96.70
Shared  na na na na. na. na na. na. 99.85 d_Bacteria;p_| | | | ,__Bacteroides 99.7 blast;96.90 iPHoP-RF;96.10 RaFAH;95.90
ME Uroviricota ~ Caudovi na. Unclassified O o 33.04 d_Bacteria;p_Firmicutes;c_ Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Muricomes 93.2 blast;95.20 iPHoP-RF;90.50
ME Uroviricota ~ Caudovi na. Unclassified O o 19.38 d__Bacteria;p_Firmicutes;c_Clostridia;o__Lachnospirales;f_Lachnospiraceae;g__Eubacterium_G 90.6 blast;93.00 iPHoP-RF;53.30
ME na na na na. na. na na. na. 8.38 d_Bacteria;p_Firmicutes;c_Clostridiajo__O: irales;f_Butyrici _ 916 blast;93.90 iPHoP-RF;81.10
ME Uroviricota ~ Caudovi na. Unclassified O o 94.46 d_Bacteria;p_Firmicutes;c__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Dorea_A 90.2 blast;92.70 iPHoP-RF;83.60
ME na na na na. na. na na. na. 18.78 d__Bacteria;p_Firmicutes;c_Clostridia;o__UBA1212,f__UBA1255;g_Egerieisoma 92.7 blast;94.80 iPHoP-RF;85.10
Shared Uroviricota G na. Unclassified O o 67.47 d_Bacteria;p_Firmicutesc_ Clostridiajo__O: irales;f_f | i 95.3 blast;96.70
ME Uroviricota G na. o o 44.1 d_Bacteria;p_\ ) . ) 100 RaFAH;99.10 CRISPR;98.80 blast;96.90 iPHoP-RF;89.20
ME Uroviricota  Caudovi na. o o 26.84 d_Bacteria;p_Firr | L 94.2 blast;93.40 iPHoP-RF;81.90 RaFAH;68.80
Shared Uroviricota G na. o o 98.83 d_Bacteria;p_| | | | ;__Alistipes 100 RaFAH;98.90 iPHoP-RF;96.70 blast;95.50
ME Uroviricota G na. Unclassified  Unclassified o 57.8 d_Bacteria;p_Firmicutesic_Clostridia;o__Lachnospirales;f_Lachnospiraceae;g_ Blautia 92 blast;91.60 iPHoP-RF;73.20 RaFAH;65.20
Shared  na na na na. na. na na. na. 6.96 d_Bacteria;p_Proteobacteria;c_ Alphaproteobacteriajo_RF32f__CAG-239;g__CAG-267 93 blast;95.00 iPHoP-RF;69.80
Shared Uroviricota ~ Caudovi na. Unclassified O o 99.69 d_Bacteria;p_Firmicutes;c__ Clostridiajo_Lachnospirales;f_Lachnospiraceaeig_Blautia_A 100 RaFAH;99.30 CRISPR;95.90 blast;93.60 iPHoP-RF;92.10
Shared  na na na na. na. na na. na. 89.8 d_Bacteria;p_ ) icrobiae;o_\ icrobiales;f_J i ) 99.7 CRISPR;97.30 RaF AH;94.60 blast;93.60 iPHOP-RF;72.60
Shared Uroviricota ~ Caudovi na. Unclassified O o 65.79 d_Bacteria;p_| | | | ,__Bacteroides 99.6 iPHOP-RF;96.10 RaFAH;94.70
Shared Uroviricota  Caudovi na. Unclassified O o 5009 d_Bacteria;p_Firmicutes;c__ Clostridiajo__O: irales;f_f | 98.4 blast;96.90 iPHoP-RF;86.00 RaFAH;81.40
Shared Uroviricota ~ Caudovi na. Unclassified O o 99.74 d_Bacteria;p_Firmicutes;c_ Clostridiajo_Lachnospirales;f_Lachnospiraceaeg_Roseburia 99.3 RaFAH;94.70 blast;88.50 iPHOP-RF;74.80
Shared Uroviricota ~ Caudovi na. Unclassified O o 33.39 d_Bacteria;p_| | | hE _P: 90.8 blast;93.20 iPHoP-RF;92.10
Shared  na na na na. na. na na. na. 9087 d_Bacteria;p_Firmicutesc__Clostridiajo__O: irales; | 99.3 blast;98.10 RaFAH;85.50 iPHOP-RF;85.10 CRISPR;56.80
SHHC Uroviricota ~ Caudovi na. Unclassified O o 23.31 d_Bacteria;p_Firmicutesic_ Clostridiajo_L | i ) 91.2 blast;93.60
Shared  na na na na. na. na na. na. 6.93 d_Bacteria;p_| | | | ,__Alistipes_A 94.2 blast;95.90 iPHoP-RF;66.30
SHHC Uroviricota  Caudovi na. Unclassified  Unclassified Unclassified 86.98 d_Bacteria;p_Firmicutesic__Clostridiajo__O: | | i 94 blast;95.80 iPHOP-RF;85.40 CRISPR;69.40
Shared Uroviricota  Caudovi na. Undlassified o 77 d_Bacteria;p_Firmicutes;c__ Clostridia;o__O: irales;f_f | 93.6 blast;95.50 iPHoP-RF;64.30
SHHC Uroviricota ~ Caudovi na. Undlassified Unclassified 15.25 d__Bacteria;p_Firmicutes;c_Clostridia;o__Oscillospirales;f__Ruminococcaceae;g__UBA3818 94.3 blast;96.00 iPHoP-RF;76.10
Shared Uroviricota ~ Caudovi na. Unclassified O o 99.25 d_Bacteria;p_Firmicutesic_Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Enterocloster 916 blast;93.90
Shared  na na na na. na. na na. na. 83.64 d_Bacteria;p_Proteobacteria;c_Alphaproteobacteria;o_RF32;f__CAG-239;5__CAG-267 94.6 blast;96.20 iPHOP-RF;75.20
Shared  Unclassified  n.a. na na. na. Unclassified O o 14.4 d_Bacteriap_Proteobacteriaic__Alphaproteobacteriajo_RF32f_CAG-239;g_51-20 94.7 blast;96.30 iPHOP-RF;72.60
Shared  na na na na. na. na na. na. 24.66 d_Bacteria;p_| | | | ,_Bacteroides 93 CRISPR;93.00 blast;89.60 iPHoP-RF;82.50 RaFAH;64.10
Shared Uroviricota  Caudovi na. Unclassified  Unclassified o 25.96 d_Bacteria;p_Firmicutesic__Clostridiajo__O irales;f_f | 96.6 blast;97.60 iPHOP-RF;83.30 CRISPR;69.80
SHHC Uroviricota  Caudovi na. Unclassified O o 5117 d_Bacteria;p_Firmicutesic__Clostridiajo__0: | | 98.7 blast;96.30 iPHoP-RF;90.50 RaFAH;86.50
Shared Uroviricota G na. Unclassified O o 99.52 d_Bacteria;p_Firmicutes;c__Clostridiajo_Lachnospirales;f_Lachnospiraceaeig_Blautia 97 RaFAH;91.10 blast;88.40
Shared Uroviricota G na. Unclassified O o 14.92 d__Bacteria;p_Firmicutes;c_Bacilli;o__Erysipelotrichales;f_Erysipelotrichaceaeig_ Holdemania 94.7 CRISPR;96.30 blast;94.30 iPHOP-RF;79.80
Shared Uroviricota G na. Unclassified O o 2623 d_Bacteria;p_Firmicutesc_Clostridiajo_Oscillospirales;f__Acutalibacteraceae;g__UMGS1071 95.9 blast;97.10 iPHOP-RF;83.90 CRISPR;68.20
Shared Uroviricota G na. Unclassified O o 92.92 d_Bacteria;p_Firmicutesc__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Sellimonas 97.5 blast;98.20 iPHoP-RF;75.20
Shared  na na na na. na. na na. na. 27.91 d_Bacteria;p_Firmicutesic__ Clostridiajo__O: irales;f_Butyrici _ 98.2 blast;98.70 iPHoP-RF;66.80
Shared Uroviricota ~ Caudovi na. Unclassified  Unclassified Eponavirus 6148 d_Bacteria;p_Firmicutesic_ Clostridiajo_L | i ! 91.2 blast;93.60 iPHoP-RF;65.10
Shared Uroviricota ~ Caudovi na. Unclassified O o 78.58 d_Bacteria;p_Firmicutesc_ Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Muricomes 91 blast;93.40 iPHoP-RF;69.80
Shared  na na na na. na. na na. na. 91.55 d_Bacteria;p_| | | | ,_Bacteroides 100 RaFAH;97.10 iPHoP-RF;96.70 blast;93.90
Uroviricota ~ Caudovi na. Unclassified O o 27.19 d_Bacteria;p_Firmicutes;c_ Clostridiajo_| | ) 94.3 blast;96.00 iPHoP-RF;74.30
Shared  na na na na. na. na na. na. 98.64 d_Bacteria;p_| | | | ;__Alistipes 96.9 CRISPR;97.80 iPHOP-RF;97.10 blast;96.80
ME na na na na. na. na na. na. 12.46 d_Bacteriaip_| | | | ;__Alistipes_A 95 blast;96.50 iPHoP-RF;54.40
Shared Uroviricota  Caudovi na. Unclassified O o 39.23 d_Bacteria;p_Firmicutesic__Clostridiajo__O: 0 95.4 blast;96.80 iPHOP-RF;95.40 CRISPR;50.20
ME na na na na. na. na na. na. 8.23 d_Bacteria;p_Firmicutes;c_Clostridiajo__O: | 91.1 blast;93.50 iPHoP-RF;50.40
ME na na na na. na. na . na. 78.93 d_Bacteria;p_Firmicutesic_Bacillizo_L . _ 99.6 RaFAH;99.40 iPHOP-RF;67.30
ME Uroviricota ~ Caudovi na. Unclassified  Unclassified o 18.88 d__Bacteriaip_| | | | ,_Bacteroides 96.3 CRISPR;97.40 iPHOP-RF;93.70
Shared Uroviricota ~ Caudovi na. o o 86.01 d_Bacteria;p_| | | _T: _P: 100 CRISPR;99.00 RaFAH;98.30 iPHOP-RF;94.10 blast;93.90
Shared c na. o o 79.47 d_Bacteria;p_Firmicutes;c_Bacillio_Lactobacillales;f_Streptococcaceae;g_ Lactococcus 99.4 blast;97.20 RaFAH;91.90 iPHOP-RF;73.90
Shared c na. o o 64.97 d_Bacteria;p_| | | | ,_Bacteroides 99.7 CRISPR;98.80 iPHOP-RF;97.10 blast;90.80 RaF AH;87.70
ME Uroviricota G na. o o 98.54 d_Bacteria;p_Firmicutesc__Bacill . _ 100 RaFAH;99.60 CRISPR;99.00 iPHOP-RF;54.10
ME Uroviricota G na. o o 6128 d_Bacteria;p_Firmicutesc_Bacillizo - | 94.2 blast;95.90 iPHoP-RF;74.30
Shared Uroviricota G na. Undlassified Mushuvirus 9939 d_Bacteria;p_Firr | | 99.4 RaFAH99.50
ME Uroviricota ~ Caudovi na. o o 85 d_Bacteria;p_Firmicutes;c_Bacillizo_| . _ 100 CRISPR;98.70 RaFAH;97.80 iPHOP-RF;68.00
ME Uroviricota G na. o o 64.81 d_Bacteria;p_Firmicutesic_ Clostridiaso_L | ) 98.5 CRISPR;98.90 iPHOP-RF;56.20
Shared Uroviricota G na. o o 93.48 d_Bacteria;p_| | | | ,_Bacteroides 100 RaFAH;96.60 iPHoP-RF;96.40 blast;91.00
ME Uroviricota G na. o o 19.99 d__Bacteriaip_ - ) _Bif _Bifi 96.3 blast;97.40 CRISPR;97.30 iPHOP-RF;93.40
ME Uroviricota G na. o 71.38 d_Bacteria;p_Firmicutesc_ Clostridiaso_L | i 97.8 blast;98.40 iPHOP-RF;81.40 CRISPR;66.90
ME Uroviricota G na. Unclassified  Mccleskeyvirinae ~ Unaguatrovirus 77.84 d_Bacteria;p_Firmicutesic_Bacillijo_Lactobacillales;f_Lactobacillaceae;g_Leuconostoc 96.2 iPHOP-RF;93.70 RaFAH;78.60
ME na na na na. na. na na. na. 11.86 d__Bacteriaip_ - e o _Eggerthella 94.5 blast;96.1
ME Uroviricota ~ Caudovi na. Unclassified O o 3122 d_Bacteria;p_Firmicutesic_Bacillio_Lactobacillales;f_Streptococcaceae;g_Lactococcus 93.1 RaFAH95.10
ME Uroviricota ~ Caudovi na. Unclassified O o 29.45 d_Bacteria;p_Firmicutesc_ Clostridiajo_L | i i 94.5 CRISPR;96.10 iPHOP-RF;76.10
ME na na na na. na. na na. na. 3.4 d_Bacteria;p_Firmicutesic_Clostridiajo__O: irales;f_f | o 93.1 iPHOP-RF;95.10 blast;94.30 CRISPR;92.20
ME na na na na. na. na na. na. 13.24 d_Bacteria;p_Firmicutes;c_Clostridia;o__Lachnospirales;f_Anaerotignaceae;g__UMGS1670 92.5 blast;94.60 iPHoP-RF;65.10
Shared  na na na na. na. na na. na. 42.93 d_Bacteria;p_Firmicutes;c_ Clostridiajo_Oscillospirales;f_Oscillospiraceaejg__CAG-103 95.3 CRISPR;96.70
ME Uroviricota  Caudovi na. Unclassified O o 10.6 d_Bacteria;p_Firmicutes;c_Clostridiajo_O: irales;f_f | 98.5 CRISPR;98.90 blast;96.20 iPHOP-RF;94.70
ME Uroviricota  Caudovi na. Unclassified O o 91.7 d_Bacteria;p_Firmicutes;c_Clostridiajo__O: irales;f_f | 99.9 RaFAH;98.40 blast;92.10 iPHOP-RF;63.30 CRISPR;56.10
Shared Uroviricota ~ Caudovi na. Unclassified  Unclassified Ceduovirus 89.48 d_Bacteria;p_Firmicutesc_Bacillio_Lactobacillales;f_Streptococcaceae;g_ Lactococcus 96.6 RaFAH;95.80 iPHOP-RF;71.50
ME na na na na. na. na na. na. 99.91 d_Bacteria;p_Firmicutes;c_ Clostridiajo_Lachnospirales;f_Lachnospiraceaeig_Blautia_A 99.7 RaFAH;94.40 blast;93.60 iPHOP-RF;76.80
ME na na na na. na. na na. X 35.56 d_Bacteria;p_Firmicutesic__Clostridiajo__O: irales;f_Butyrici _ 94.2 blast;95.90 iPHoP-RF;60.30
Shared Uroviricota ~ Caudovi na. Unclassified  Unclassified Unclassified 95.36 d_Bacteria;p_| | | | ,_Bacteroides 100 RaFAH;98.70 iPHoP-RF;94.70 blast;91.00
ME Uroviricota ~ Caudovi na. Unclassified O o 38.83 d_Bacteria;p_Firmicutesc__ Clostridiajo_Oscillospirales;f__Ruminococcaceae;g__Gemmiger 97.2 blast;98.00 iPHoP-RF;88.90 CRISPR;82.40
ME na na na na. na. na na. na. 43.98 d_Bacteria;p_Firmicutesc_Clostridiajo__O: irales;f_Oscil | i 91.7 blast;94.00 iPHoP-RF;75.40
Shared Uroviricota ~ Caudovi na. Winoviridee O o 99.98 d_Bacteria;p_| | | | ;__Alistipes 100 blast;98.70 RaFAH;98.60 iPHOP-RF;97.10
ME na na na na. na. na na. na. 12,57 d__Bacteria;p_Firmicutes;c_Clostridia;o__Oscillospirales;f_Acutalibacteraceae;g__UBA1691 98.5 CRISPR;98.90 blast;97.30 iPHOP-RF;82.80
ME na na na na. na. na na. na. 10.46 d__Bacteria;p_Firmicutes;c_Clostridia;o__Christensenellales;f_CAG-74;g__Firm-11 91.4 blast;93.70 iPHOP-RF 85.40 CRISPR;50.00
ME Uroviricota ~ Caudovi na. Unclassified O o 17.74 d__Bacteria;p_Firmicutes;c_Bacilli;o__Erysipelotri - ,__Erysi 94.5 blast;96.10 iPHOP-RF;74.60 CRISPR;54.40
Shared  na na na na. na. na na. na. 8.9 d_Bacteria;p_Firmicutesic_Clostridiajo__O: irales;f_f | 97 blast;97.90 iPHoP-RF;90.10 CRISPR;77.30
ME na na na na. na. na na. na. 17.86 d__Bacteria;p_Firmicutes;c_Clostridia;o__Oscillospirales;f__UMGS1783;g__UMGS1783 94.9 blast;96.40 iPHOP-RF;84.80 CRISPR;79.10
ME Uroviricota ~ Caudovi na. Unclassified O o 77.29 d_Bacteria;p_Firmicutesic_| ) | _Dialister 97.3 CRISPR;97.40 blast;96.60 iPHOP-RF;92.80 RaF AH;63.90
Shared Uroviricota  Caudovi na. Unclassified  Unclassified o 3472 d_Bacteria;p_Firmicutesic__ Clostridiajo__O: irales;f_f | 99.7 CRISPR;98.30 blast;91.90 RaFAH;90.70 iPHOP-RF;90.50
ME na na na na. na. na na. X 23.81 d_Bacteria;p_Firmicutesc__ Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Blautia_A 99.6 blast;96.50 RaFAH;94.00 iPHOP-RF;90.10
ME Monodnaviria ~ Sangervirae Phixviricota  Malgrandaviricetes Petitvirales ~ Microviridae  Unclassified Unclassified 3.2 d_Bacteria;p_| | | | ,_Bacteroides 93 blast;95.00 iPHoP-RF;86.00
ME Uroviricota ~ Caudovi na. Unclassified O o 29.3 d_Bacteria;p_Firmicutes;c_Clostridiao__L | i ) 95 blast;96.50 iPHoP-RF;87.60
Shared Uroviricota ~ Caudovi na. Unclassified O o 55.05 d_Bacteria;p_| hE P 98.1 CRISPR;98.30 blast;90.90 iPHOP-RF;85.40 RaF AH;59.50

57_vs_13799 ME Uroviricota  Caudovi na. Unclassified O o 38.3 d_Bacteria;p_Firmicutesic_Clostridiajo__Lachnospirales;f_Lachnospiraceae;g__Dorea_A 93 blast;95.00 iPHOP-RF;94.70 CRISPR;72.50




57_vs_137998 Shared  na na na na. na. na na. na. 421 d_Bacteria;p_Firr

ttesic_Clostridiajo_Lachnospirales;f_Lachnospiraceaeig_Blautia_A 93.4 blast;95.30 iPHoP-RF;78.00

57_vs_138109 Uroviricota ~ Caudovi na. Unclassified O o 3121 d_Bacteria;p_Firmicutesic_ Clostridiajo_L | ) 91 blast;93.40 iPHoP-RF;75.90
ME na na na na. na. na na. na. 5.66 d__Bacteria;p_Firmicutes;c_ Clostridia;o__L | i ! 915 blast;93.80 iPHoP-RF;89.50
Shared Uroviricota ~ Caudovi na. Unclassified O o 100 d_Bacteria;p_| | | | ;__Alistipes 100 RaFAH;98.50 blast;94.70 iPHoP-RF;74.10
Shared Uroviricota  Caudovi na. Unclassified O o 12.56 d__Bacteria;p_Firmicutes;c__Clostridia;o__O: irales;f_/ _Rumi 3 98.8 CRISPR;99.10 blast;96.90 iPHOP-RF;95.70
Shared  na na na na. na. na na. na. 35.28 d_Bacteria;p_Firmicutesc__Clostridiajo__O: | | 3 90 blast;92.50 iPHoP-RF;74.80
ME na na na na. na. na na. na. 89.5 d_Bacteria;p_| | | | ,_Bacteroides 100 RaFAH;99.30 iPHoP-RF;94.40 blast;93.90
Shared  na na na na. na. na na. na. d_Bacteria;p_Firmicutes;c__Clostridiajo__0: irales;f_f | 94.6 blast;96.20 iPHoP-RF;85.10
ME na na na na. na. na na. na. 12.25 d__ Bacteria;p_Firmicutes;c__Clostridia;o__0: irales;f_Oscil | 94.2 blast;95.90 iPHoP-RF;74.10
ME Uroviricota  Caudovi na. Unclassified O o 5654 d_Bacteria;p_Firmicutesic__Clostridiajo__O: i __Hydr i 95.2 blast;96.60 iPHoP-RF;62.20
ME Uroviricota ~ Caudovi na. Unclassified O o 82.91 d_Bacteria;p_ ) icrobiae;o_\ icrobiales;f_J i ) 99.4 CRISPR;99.50 iPHOP-RF;57.30
ME Uroviricota ~ Caudovi na. Unclassified O o 25.04 d_Bacteria;p_Firmicutesic_Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Eubacterium_G 94.3 blast;96.00 iPHoP-RF;75.20
ME na na na na. na. na na. na. 8.94 d_Bacteria;p_Firmicutes;c_ Clostridia;o__Christensenellales;f__CAG-74;g__UBA11524 93.8 CRISPR;95.60 blast;92.80 iPHOP-RF;92.40
ME Uroviricota G na. Unclassified O o 17.89 d__Bacteria;p_Firmicutes;c__Clostridia;o__0: irales;f_/ __Hydr i 91.7 blast;94.00 iPHoP-RF;64.50
ME Uroviricota ~ Caudovi na. Unclassified O o 25.72 d_Bacteria;p_Firmicutesic_ Clostridiajo_Lachnospirales;f_Lachnospiraceae;g__RUG115 915 blast;93.80
Shared Uroviricota G na. Unclassified O o 97.6 d_Bacteria;p_Firmicutes;c_ Clostridia;o__L | i 95.4 blast;96.80
Shared  na na na na. na. na na. na. 93.91 d_Bacteria;p_Firmicutesc__Clostridiajo_Oscillospirales;f__Ruminococcaceae;g__Gemmiger 96.3 blast;96.80 iPHoP-RF;75.40 RaFAH;59.00
ME Uroviricota G na. Unclassified O o 16,97 d__Bacteria;p_Firmicutes;c_Clostridia;o__Oscillospirales;f_Acutalibacteraceae;g__CAG-180 98.7 CRISPR;99.00 blast;96.60 iPHOP-RF;92.40
ME Uroviricota ~ Caudovi na. Unclassified O o 66.97 d_Bacteria;p_Pr iajc_ iaj0_| - _Sutterella 916 blast;93.90
ME Uroviricota G na. Unclassified O o 42.25 d_Bacteria;p_Firmicutesic_ Clostridiajo_Lachnospirales;f_Lachnospiraceaeg_Blautia_A 90.9 blast;93.30 iPHoP-RF;69.50
Shared Uroviricota G na. Unclassified O o 18.87 d__Bacteria;p_Firmicutes;c_Clostridiao__L | i ) 915 blast;93.80 iPHOP-RF;71.30
Shared Uroviricota ~ Caudovi na. Unclassified  Unclassified Eponavirus 5417 d_Bacteria;p_Firmicutesic__Clostridiajo_Oscillospirales;f_Oscillospiraceae 916 blast;93.90 iPHoP-RF;83.30
Shared  na na na na. na. na na. 18,68 d__Bacteria;p_| | | ;__Alistipes_A 96.9 blast;90.90 RaFAH;87.90 iPHoP-RF 85.70
ME na na na na. na. na na. na. 13.21 d_ Bacteriaip_| | L G ;_Coprobacter 94.5 blast;96.10 iPHoP-RF;53.30
ME Uroviricota ~ Caudovi na. Unclassified O o 93.85 d_Bacteria;p_Firmicutesc__ Clostridiajo_Oscillospirales;f__Oscillospiraceaejg__CAG-103 93.5 CRISPR;95.40
ME na na na na na. na na na. 65.6 d_Bacteria;p_| | | | ;__Alistipes 98.7 blast;96.80 CRISPR;95.60 iPHOP-RF;87.30 RaF AH;84.00
ME na na na na na. na na na. 23.56 d_Bacteria;p_| | | _ | 98.1 blast;98.60 CRISPR;97.70 iPHOP-RF;89.20
ME na na na na na. na na na. 22.37 d_Bacteria;p_ G o _Collinsella 98.7 CRISPR;99.00 blast;93.80 iPHOP-RF;84.50
ME Uroviricota ~ Caudovi na. Unclassified O o 66.78 d_Bacteria;p_| | | | ,_Bacteroides 99.3 iPHOP-RF;97.10 blast;93.70 RaFAH;89.50
ME Uroviricota ~ Caudovi na. Unclassified O o 62.59 d_Bacteria;p_Firmicutes;c__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Eubacterium_F 916 blast;93.90
Shared Uroviricota ~ Caudovi na. Unclassified O o 47.93 d_Bacteria;p_Firmicutesic_ Clostridiajo_Lachnospirales;f_Lachnospiraceaeg_Enterocloster 95.7 CRISPR;97.00 blast;94.90 iPHoP-RF;88.90
Uroviricota  Caudovi na. Unclassified O o 35.61 d_Bacteria;p_Firmicutesic__Clostridiajo__O: irales;f_Oscil | i 94.7 blast;96.30 iPHoP-RF;65.10
ME na na na na. na. na na. na. 3.91 d_Bacteria;p_Firmicutes;c_Clostridiajo__O: irales;f_/ _Rumi 3 97.9 blast;98.50 iPHoP-RF;96.40
ME Uroviricota ~ Caudovi na. Unclassified  Unclassified Minunavirus 86.44 d_Bacteria;p_ - ) _Bif _Bifi 99.1 CRISPR;99.30 iPHoP-RF;97.10 blast;96.90
Shared  na na na na. na. na na. na. 3634 d_Bacteria;p_Firmicutesic__Clostridiajo__O irales;f_Oscil | i 90.8 blast;93.20 iPHoP-RF;70.90
ME Uroviricota ~ Caudovi na. Unclassified O o 97.77 d_Bacteria;p_Firmicutesic_ Clostridia;o__0: irales;f_Oscil | 97.8 blast;98.40 iPHOP-RF 85.10 CRISPR;74.00
ME Uroviricota ~ Caudovi na. Unclassified  Unclassified o 31.73 d_Bacteria;p_Firmicutesic__ Clostridiajo__O. irales;f__Oscil | 93.9 blast;95.70 iPHoP-RF;90.80
ME Uroviricota ~ Caudovi na. Unclassified O o 91.04 d_Bacteria;p_Firmicutes;c__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Bariatricus 92 blast;94.20 iPHoP-RF;79.50
ME Uroviricota  Caudovi na. Unclassified  Unclassified o 66.77 d_Bacteria;p_Firmicutesic__Clostridiajo__O: irales;f_f | 95.2 blast;96.60 iPHOP-RF;62.50
ME na na na na. na. na na. na. 31.68 d_Bacteria;p_ | _Victivallales;f_Victi _Victivallis 90.2 blast;92.70 iPHoP-RF;71.10
ME na na na na. na. na na. na. 66.43 d_Bacteria;p_| | | ,_Bacteroides 100 RaFAH;98.90 iPHOP-RF;96.70 blast;91.80
ME Uroviricota  Caudovi na. Unclassified  Unclassified o 58.62 d_Bacteria;p_Firmicutesic__Clostridiajo__O. irales; | 91.2 blast;93.60 iPHOP-RF;71.30
ME na na na na. na. na na. X 56.07 d_Bacteria;p_Firmicutesic__Clostridiajo__O: irales;f_f | 95.6 blast;96.90 iPHoP-RF;91.80
SHHC Uroviricota  Caudovi na. Unclassified  Unclassified Toutatisvirus 99.72 d_Bacteria;p_Firmicutesc__Clostridiajo__O: irales;f_f | 100 RaFAH;99.60 CRISPR;98.20 blast;95.50 iPHoP-RF;84.80
SHHC  na na na na. na. na na. na. 92.39 d_Bacteria;p_ - ) _Mic ;_Rothia 100 RaFAH;99.40 CRISPR;98.40 iPHOP-RF;80.80
Shared Uroviricota G na. Unclassified O 2045 d_Bacteria;p_Firmicutesc__ Clostridiajo__O: irales;f_Oscil | 916 blast;93.90 iPHoP-RF;81.10
Shared Uroviricota G na. Unclassified  Unclassified Unclassified 7162 d_Bacteria;p_| | | | ,_Prevotella 91.1 blast;93.50 iPHoP-RF;88.50
Shared Uroviricota ~ Caudovi na. Unclassified O o 16,65 d__Bacteria;p_| | | | ,_Prevotella 94.7 blast;96.30 iPHoP-RF;90.50
SHHC Uroviricota G na. Unclassified  Mccleskeyvirinae ~ Unaguatrovirus 87.49 d_Bacteria;p_Firmicutesc_Bacillijo_Lactobacillales;f_Lactobacillaceae;g_Leuconostoc 97.5 iPHOP-RF;93.70 RaFAH;86.10
SHHC Uroviricota G na. Unclassified O o 2439 d_Bacteria;p_Firmicutesc__ Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Eubacterium_F 97.2 CRISPR;98.00 blast;96.80 iPHOP-RF;95.40
Shared Uroviricota G na. Unclassified O o 84.84 d_Bacteria;p_Firmicutesic_ Clostridiajo_L | i ) 99.9 CRISPR;98.90 RaF AH;92.10 blast;90.20 iPHOP-RF;86.30
SHHC  na na na na. na. na na. na. 8172 d_Bacteria;p_Firmicutesic_Bacillizo_L . _ 99.7 RaFAH;99.40 iPHOP-RF;72.60
SHHC Uroviricota ~ Caudovi na. Unclassified O o 11.95 d__Bacteria;p__Firmicutes;c_Clostridia;o__TANB77;f__CAG-508;5__CAG-354 90.2 blast;92.70 iPHoP-RF;70.60
SHHC Uroviricota ~ Caudovi na. Unclassified O o 11.78 d__Bacteria;p_Firmicutes;c_Clostridia;o__TANB77;f__CAG-508;g__CAG-354 93.9 blast;95.70 iPHOP-RF;71.70
SHHC  Unclassified  n.a, na na. na. Unclassified O o 5.82 d_Bacteria;p_ G c o _Collinsella 99.4 CRISPR;99.50 iPHOP-RF;93.40 blast;91.90
SHHC Uroviricota ~ Caudovi na. Unclassified  Unclassified Eponavirus 4718 d_Bacteria;p_Firmicutes;c__Clostridiajo_Oscillospirales;f_Ruminococcaceae;g__Gemmiger 96.3 CRISPR;97.40 blast;92.00 iPHOP-RF;89.80
Shared  na na na na. na. na na. na. 11.92 d_ Bacteriaip_ - ) _Bif _Bifi 91.2 blast;93.60
Shared Uroviricota G Crassvirales Crudeviinae Diorhovirus 14.69 d__Bacteria;p_| | | T 94 blast;95.80
SHHC Uroviricota  Caudovi na. Unclassified 49.06 d_Bacteria;p_Firmicutesic__ Clostridiajo__O 0 99.1 CRISPR;97.90 blast;96.80 iPHOP-RF;96.40 RaF AH;83.30
SHHC  na na na na. na. na na. na. 45.4 d_Bacteria;p_| | | 95.9 iPHOP-RF;97.10 blast;96.90 CRISPR;92.40
Shared  na na na na. na. na na. na. 69.48 d_Bacteria;p_Firmicutesc_Clostridiajo__O. irales;f_( | 95.2 blast;96.60 iPHOP-RF;72.20
Shared Uroviricota G Crassvirales Obtuvirinae 2094 d_Bacteria;p_| | | | ,_Prevotella 99.9 blast;98.70 CRISPR;96.60 iPHOP-RF;93.10 RaF AH:90.50
Shared Uroviricota ~ Caudovi na. Undlassified Toutatisvirus 39.33 d_Bacteria;p_Firmicutesc_ Clostridiajo_Oscillospirales;f__Oscillospiraceaejg__CAG-83 91.2 blast;93.60 iPHoP-RF;65.60
Shared c na. Undlassified Unclassified 35.16 d_Bacteria;p_| | | | ,_Prevotella 98.5 CRISPR;98.90 blast;93.00 iPHOP-RF;90.50
SHHC c na 9182 d_Bacteria;p_Firmicutesc_Clostridiajo__O: irales;f_f | 99.6 blast;96.20 RaFAR;95.10 CRISPR;86.20 iPHOP-RF;65.30
SHHC Uroviricota G na. o o 5.64 d_Bacteria;p_ G | - 94.9 CRISPR;96.40 iPHOP-R
Shared Uroviricota ~ Caudovi na. Unclassified  Unclassified Unclassified 60.03 d_Bacteria;p_ - _ _Bif _Bifi 98.8 CRISPR;99.00 iPHOP-RF;97.10 blast;96.80 RaF AH;52.60
Shared  na na na na. na. na na. na. 3061 d_Bacteria;p_Firmicutes;c_ Clostridiaso_L . 94.2 blast;95.90 iPHoP-RF;76.40
Shared Uroviricota  Caudovi na. Unclassified O o 89.6 d_Bacteria;p_Firmicutes;c_Clostridiajo__O: i | i 92 blast;94.20 iPHoP-RF;50.20
Shared  na na na na. na. na na. na. 7.17 d_Bacteria;p_| I I | _Bilophila 90.8 CRISPR;93.20 iPHOP-RF;60.30
SHHC ~ Monodnaviria Sangervirae Phixviricota  Malgrandaviricetes Petitvirales ~ Microviridae O o d_Bacteria;p_| | | | _Bamnesiella 94.2 blast;95.90 iPHoP-RF;72.80
SHHC ~ Monodnaviria Sangervirae Phixviricota Petitvirales i i 18.24 d__Bacteria;p_Firmicutes;c__Clostridia;o__O: irales;f_f | 97.2 CRISPR;97.90 RaFAH;52.10
Shared Uroviricota ~ Caudovi na. Unclassified O o 99.62 d_Bacteria;p_| | | | ,_Bacteroides 98.2 RaFAH;93.90 blast;88.30 iPHOP-RF;53.80
SHHC Uroviricota ~ Caudovi na. Unclassified O o 48.51 d_Bacteria;p_Firmicutesc__ Clostridiajo_Oscillospirales;f_Ruminococcaceae;g__Gemmiger 916 blast;93.90 iPHoP-RF;60.90
SHHC ~ Monodnaviria Sangervirae Phixviricota Petitvirales i i Unclassified 25.58 d_Bacteria;p_Firmicutesic_| ) ) ;| 93.1 CRISPR;95.10
Shared  na na na na. na. na na. na. 91.89 d_Bacteria;p_| | | | ,_Bacteroides 99.6 iPHOP-RF;96.40 RaFAH;94.20 blast;93.80
Shared Uroviricota ~ Caudovi na. Unclassified  Unclassified Skunavirus 88.6 d_Bacteria;p_Firmicutesic_Bacilli;o__Lactobacillales;f_Streptococcaceaejg_Lactococcus 100 RaFAH;99.20 blast;98.30 iPHOP-RF;73.90
Shared  na na na na na. na na na. 64.72 d_Bacteria;p_Firmicutes;c_Clostridiajo_ irales;f_Oscil | i 916 blast;93.90 iPHoP-RF;82.20
Shared  na na na na na. na na na. 12,03 d__Bacteria;p_Firmicutes;c_Clostridia;o__Christensenellales;f _CAG-74;g__UBA11524 97.2 blast;98.00 iPHOP-RF83.10 CRISPR;55.60
SHHC  na na na na na. na na na. 95.82 d_Bacteria;p_ - ) _Mic ;_Rothia 99.4 RaFAH99.50
Shared  na na na na na. na na na. 3162 d_Bacteria;p_| | | ,_Prevotella 98.4 CRISPR;98.80 blast;96.70 iPHOP-RF;92.40
SHHC  na na na na na. na na na. 9.53 d_Bacteria;p_Firmicutes;c_ Clostridia;o__Christensenellales;f__CAG-138;g__UBA1685 95.3 blast;96.70 iPHOP-RF;66.50 CRISPR;59.10
SHHC  na na na na na. na na na. 20 d_Bacteria;p_Firmicutes;c__Clostridia;o_Oscillospirales;f__Ruminococcaceae;g__Gemmiger 95.7 blast;97.00 CRISPR;96.10 iPHOP-RF;90.80
Shared Uroviricota  Caudovi na. Unclassified  Unclassified o 68.75 d_Bacteria;p_Firmicutes;c__Clostridiajo__O: irales;f_/ _Rumi 3 916 blast;93.90 iPHoP-RF;67.00
Shared  na na na na. na. na na. na. 17.94 d__Bacteria;p_Firmicutes;c_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__CAG-83 95.6 blast;96.90 iPHoP-RF;64.30
SHHC Uroviricota G na. Unclassified O o 98.15 d_Bacteria;p_| | | T _P: 100 RaFAH;99.70 iPHoP-RF 89.20 blast;86.20 CRISPR;69.40
Shared Uroviricota ~ Caudovi na. Unclassified  Unclassified Mushuvirus 91.02 d_Bacteria;p_Firmicutesc_ Clostridiajo__O: irales;f_Oscil L i 915 blast;93.80 iPHoP-RF;73.20
SHHC Uroviricota G na. Unclassified 54.47 d_Bacteria;p_Firmicutesic__ Clostridiajo_Oscillospirales;f__Oscillospiraceae;g__UBA947S 91.2 blast;93.60 iPHoP-RF;59.00
SHHC Uroviricota G na. Unclassified O o 31.23 d_Bacteria;p_Firmicutesic_| ) | _Caecibacter 96.7 CRISPR;97.70 blast;78.80
Shared  na na na na. na. na na. na. 41.71 d_Bacteria;p_| | | | ,_Bacteroides 98.8 iPHOP-RF;95.70 blast;90.90 RaFAH;89.00
SHHC Uroviricota ~ Caudovi na. Unclassified O o 54.68 d_Bacteria;p_| | | | ,_Prevotella 99.6 blast;96.80 RaFAH;94.40 iPHOP-RF;91.80
Shared Uroviricota ~ Caudovi na. Unclassified O o 95.47 d_Bacteria;p_Firmicutesc_ Clostridiaso_L | i ) 99.6 CRISPR;98.40 blast;90.90 RaFAH;89.00 iPHOP-RF;87.60
SHHC  na na na na. na. na na. na. 2114 d_Bacteria;p_Firmicutes;c_ Clostridiajo_Christensenellales;f__CAG-138;g__SFELO1 94.9 blast;96.40 iPHOP-RF;81.60 CRISPR;71.90
Shared  na na na na. na. na na. na. 39.41 d_Bacteria;p_| | | | ;__Alistipes 95.4 blast;96.80 iPHoP-RF;80.80
SHHC Uroviricota  Caudovi na. Unclassified  Unclassified o 98.83 d_Bacteria;p_Firmicutesic__Clostridiajo__O. | | 100 CRISPR;98.50 RaFAH;98.00 blast;95.30 iPHoP-RF;86.70
Shared Uroviricota ~ Caudovi na. Unclassified O 85.94 d_Bacteria;p_| | | T _P: 100 CRISPR;99.00 RaFAH;98.40 iPHOP-RF;96.40 blast;93.80
Shared Uroviricota ~ Caudovi na. Unclassified  Unclassified Unclassified 8178 d_Bacteria;p_Firmicutesc_ Clostridiajo_Lachnospirales;f_Lachnospiraceaeg_Roseburia 97.9 CRISPR;98.50 blast;92.20 iPHoP-RF;87.30 RaF AH;50.70
SHHC Uroviricota ~ Caudovi na. Unclassified 9.13 d_Bacteria;p_| I ionia;o_l i | i __Mailhella 90.1 blast;92.60 iPHoP-RF;81.40
Shared Uroviricota G na. Duneviridae O o 99.02 d_Bacteria;p_| | | | ,_Bacteroides 100 RaFAH;97.40 blast;97.40 iPHoP-RF;96.70 CRISPR;54.10
Shared  na na na na. na. na na. na. 8096 d_Bacteria;p_| | | | ;__Alistipes 94.6 blast;96.20 iPHoP-RF;95.70
58_vs_4153 Shared  na na na na. na. na na. na. 5.07 d_Bacteria;p_| | | | _Bamnesiella 97.9 blast;98.50 iPHOP-RF;96.40 CRISPR;53.40




58_vs_50431 SHHC  na na na na. na. na na. na. 2017 d_Bacteria;p_Firmicutes;c__ Clostridiajo__O: irales;f_Oscil | 915 blast;93.80 iPHOP-RF;50.70
58 vs_51368 SHHC  na na na na. na. na na. na. 3195 d_Bacteria;p_Firmicutesic_ Clostridiajo_Oscillospirales;f_Oscillospiraceaejg__CAG-170 915 blast;93.80 iPHoP-RF;85.70
Shared  na na na na. na. na na. na. 7075 d_Bacteria;p_Firmicutesc_ Clostridiajo_L | i ! 90.2 blast;92.70 iPHoP-RF;58.40
SHHC Uroviricota ~ Caudovi na. Unclassified  Unclassified o 2038 d_Bacteria;p_Firmicutes;c_Clostridiajo_Oscillospirales;f__Oscillospiraceaejg__CAG-170 91.8 CRISPR;94.10 blast;90.90 iPHOP-RF;81.90
Shared Uroviricota ~ Caudovi na. d 0 o 26.65 d_Bacteria;p_Firmicutesc_Bacillio_Erysipelotri x ,__Catenil 95.6 blast;96.90
SHHC Uroviricota  Caudovi na. Unclassified O o 75.64 d_Bacteria;p_Firmicutesc__Clostridiajo_O: irales;f_f | 97.8 blast;98.40 iPHoP-RF;88.20
Shared  na na na na. na. na. na. 19.43 d_ Bacteria;p_| | | | ,_Bacteroides 95.4 iPHOP-RF;94.40 RaFAH;71.80
SHHC  na na na na. na. na. na. 28.26 d_Bacteria;p_| | | | ,__Alistipes_A 91.1 blast;93.50 iPHOP-RF;82.80 CRISPR;64.80
Shared Uroviricota ~ Caudovi na. Undlassified Unclassified 99.97 d_Bacteria;p_| | | | ,__Bacteroides 100 RaFAH;98.30 blast;96.50 iPHOP-RF;93.40
Shared Uroviricota ~ Caudovi na. o o 99.87 d_Bacteria;p_| | | | ;__Alistipes 100 blast;97.60 RaFAH;97.40 iPHOP-RF;93.40
Shared  na na na na. na. na na. na. 66.3 d_Bacteria;p_| | | | ,_Prevotella 95.6 blast;96.90 iPHoP-RF;94.70
ME Uroviricota ~ Caudovi na. Unclassified  Unclassified Unclassified 97.67 d_Bacteria;p_Firmi . _ 100 RaFAH;99.70 CRISPR;98.30 blast;94.40 iPHoP-RF;92.80
ME na na na na. na. na na. na. 15.56 d__Bacteria;p_Firr . _ 93 CRISPR;95.00
ME Uroviricota ~ Caudovi na. Unclassified  Unclassified Unclassified 96.62 d_Bacteria;p_Firr . _ 100 RaFAH;99.70 CRISPR;99.00 blast;96.80 iPHoP-RF;96.70
Shared Uroviricota G Crassvirales Obtuvirinae 29.36 d_Bacteria;p_| | | ,_Prevotella 99 CRISPR;99.00 blast;96.30 iPHoP-RF;96.10 RaFAH;59.50
Shared Uroviricota G na. Undlassified Lagaffevirus 89.68 d_Bacteria;p_Firr ,_Oscillospirales;f_Oscillospiraceae;g__CAG-83 93.4 RaFAH;95.30 blast;50.00
Vi Uroviricota G na. Undlassified Unclassified 18.82 d__Bacteria;p_Firmicutes;c_Clostridia;o__Lachnospirales;f__CAG-274;g__CAG-274 97.2 CRISPR;98.00 blast;96.80 iPHOP-RF;78.70
59_vf_76769 Shared Uroviricota ~ Caudovi Crassvirales Loutivirinae Buchavirus 53.32 d_Bacteria;p_| | | | ,_Prevotella 92.6 RaFAH94.70
59_vf_90856 ME Uroviricota ~ Caudovi na. Undlassified o 94.47 d_Bacteria;p_Firmicutesc_Bacill . _ 100 RaFAH;99.80 CRISPR;99.00 blast;95.80 iPHoP-RF;94.40
59_vf_90866 ME Unclassified  n.a. na na. na. Undlassified Unclassified 15.47 d__Bacteria;p_Firmicutes;c_Bacill . _ 99.3 iPHOP-RF;97.10 blast;95.70 RaFAH;90.00
59_vf 934 ME Uroviricota G na. Unclassified O o 17.76 d__Bacteriaip_ - ! | | 92.2 iPHOP-RF;94.40
59_vs_14235 ME na na na na. na. na na. na. 12.73 d__Bacteria;p_Firmicutes;c__Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__An92 91 blast;93.40 iPHoP-RF;87.00 CRISPR;73.90
59_vs_1966 Shared Uroviricota ~ Caudovi na. Unclassified O o 6119 d_Bacteria;p_Firmicutes;c__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Bariatricus 916 blast;93.90 iPHoP-RF;77.30
59_vs_19689 ME na na na na. na. na na. na. 9.42 d_Bacteria;p_Firmicutes;c_Clostridiajo__O: irales;f_Butyrici _ 916 blast;93.90 iPHoP-RF;68.60
59_vs_21850 ME Uroviricota ~ Caudovi na. Unclassified  Unclassified Unclassified 63.18 d_Bacteria;p_| | | | __Bamnesiella 97.2 blast;96.90 iPHOP-RF85.10 CRISPR;84.10 RaF AH;68.00
59_vs_26179 ME na na na na. na. na na. na. 48.62 d_Bacteria;p_Firmicutesic_ Clostridiajo_Oscillospirales;f_Acutalibacteraceae;g__UMGS1071 95.7 blast;97.00 iPHOP-RF;83.30 CRISPR;81.20
59_vs_2799 Shared  na na na na. na. na na. na. 10.92 d_ Bacteriaip_| | | | ;__Alistipes 95.9 iPHOP-RF;97.10 blast;96.90
59_vs_28197 Shared Uroviricota ~ Caudovi na. Unclassified O o 87.18 d_Bacteria;p_| | | | ,__Bacteroides 100 RaFAH;99.40 iPHOP-RF;97.10 blast;96.30
59_vs_32588 ME Uroviricota G na. d 0 o 6717 d_Bacteria;p_Firmicutesc_ Clostridiajo_Lachnospirales;f_Lachnospiraceaeg_Dorea 95 RaFAH;96.50
59_vs_34898 ME Uroviricota G na. o o 9182 d_Bacteria;p_Firmicutesic__ Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Sellimonas 93.9 blast;95.70 iPHoP-RF;89.50
59_vs_37437 ME Uroviricota G na. o o 14.86 d__Bacteria;p_Firmicutes;c_Bacilli;o__Erysipelotrichales;f_Erysipelotrichaceaeig_ Holdemania 916 blast;93.90 CRISPR;91.60 iPHOP-RF;75.40
59_vs_41371 ME Uroviricota G na. Unclassified O o 44.35 d_Bacteria;p_Firmicutesic_Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Enterocloster 94 blast;95.80 iPHoP-RF;85.10
59_vs_4343 ME na na na na. na. na na. na. 24.4 d_Bacteria;p_Firmicutes;c_Clostridiajo__Lachnospirales;f_Lachnospiraceae;g__Enterocloster 96.6 blast;97.60 CRISPR;96.60 iPHOP-RF;90.50
59_vs_44331 ME Uroviricota G na. Unclassified O o 98.52 d_Bacteria;p_Firmicutesic_ Clostridiajo_L | i _Rumi B 98.1 blast;98.60 iPHOP-RF;94.40 CRISPR;87.70
59_vs_4558 ME Uroviricota G na. o o 65.18 d_Bacteria;p_Firmicutesic__Clostridiajo__O: irales;f_Oscil o 90.2 blast;92.70 iPHoP-RF;79.00
59_vs_46498 ME Uroviricota G na. o 26.43 d_Bacteria;p_Firmicutesic_Bacillio_Erysipelotri - ,__Erysi 96.7 blast;97.70 iPHoP-RF;74.10
59_vs_48240 ME Uroviricota G na. Undlassified o 63.98 d_Bacteria;p_Firmicutesc_Clostridiajo_Lachnospirales;f_Lachnospiraceaeig_Hungatella 92.5 blast;94.60 iPHoP-RF;94.40
59_vs_48347 ME Uroviricota G na. Undlassified o 25.89 d_Bacteria;p_Firmicutesic__Clostridiajo__O: irales;f_f | 94.2 blast;95.90 iPHOP-RF 85.40 CRISPR;59.60
59_vs_48424 Shared  na na na na. na. na. na. 86.27 d_Bacteria;p_| | | | ;__Alistipes 99.3 blast;96.80 RaFAH;90.20 iPHOP-RF;54.90
59_vs_50439 ME na na na na. na. na. na. 93.5 d_Bacteria;p_Firmicutes;c_Clostridiajo_O: irales;f_Oscil | 98.1 blast;98.60 iPHoP-RF;74.30
59_vs_55738 ME Uroviricota G na. o o 76 d_Bacteria;p_Firmicutes;c__Clostridia;o_Lachnospirales;f_Lachnospiraceae;g_Enterocloster 94.6 blast;96.20 iPHOP-RF;87.00 CRISPR;69.00
59_vs_S676 ME Uroviricota G na. o o 19.1 d_Bacteria;p_Firmicutesic_Clostridiajo_O: irales;f_Oscil | i 92.6 blast;94.70 iPHoP-RF;74.60
59_vs_58086 ME Uroviricota G na. o o 53.1 d_Bacteria;p_Firmicutesic_Clostridiajo__Lachnospirales;f_Lachnospiraceae;g_Dorea_A 94.3 blast;96.00 iPHoP-RF;80.60
59_vs_62803 ME Uroviricota G na. o o 39.71 d_Bacteria;p_Firmicutesc_ Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Sellimonas 94.9 blast;96.40 iPHoP-RF;84.50
59_vs_66877 ME Uroviricota G na. ed O o 29.56 d_Bacteria;p_Firmicutes;c__Clostridiajo__O: irales;f_f | i 95.3 blast;96.70 CRISPR;95.50 iPHOP-RF;92.10
59_vs_67792 ME Uroviricota G na. Unclassified O o 30.5 d_Bacteria;p_Firmicutesic_| ) | _Dialister 96.6 blast;97.60 iPHOP-RF;86.00 CRISPR;60.90
59_vs_69322 ME na na na na. na. na na. na. 2079 d_Bacteria;p_Firmicutesc__Clostridiajo__O: irales;f_Oscil | 90.7 blast;93.10 iPHoP-RF;82.20
59_vs_75050 ME Uroviricota G na. Unclassified O o 2671 d_Bacteria;p_Firmicutes;c__ Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_CAG-127 96.4 CRISPR;97.50 blast;96.80 iPHoP-RF;86.00
59_vs_83108 ME na na na na. na. na na. na. 82.91 d_Bacteria;p_| | | | ,_Bacteroides 99.4 iPHOP-RF;97.10 blast;93.90 RaFAH,91.80
59_vs_84046 ME Uroviricota G na. Unclassified O o 2091 d_Bacteria;p_Firmicutes;c_ Clostridiajo_Oscillospirales;f_Oscillospiraceaeig_An92 90.7 blast;93.10 iPHoP-RF;70.60
59_vs_88286 ME na na na na. na. na. 10.88 d__Bacteria;p_Firmicutes;c_ Clostridiao__L | i 1 98.1 CRISPR;98.60 blast;95.70 iPHOP-RF;95.40
59_vs_90727 Shared Uroviricota G na. o 57.49 d_Bacteria;p_Firmicutes;c__ Clostridiajo__O: irales;f_/ _Rumi 3 95.6 blast;96.90 iPHoP-RF;88.20
59_vs_90846 ME Uroviricota G na. o 37.71 d_Bacteria;p_Firmicutes;c_Bacillizo_Erysipelotrichales;f__Erysipelotrichaceae;g_Clostridium_AQ 97.5 blast;98.20 iPHoP-RF;62.70
59_vs_90848 Shared Uroviricota G na. Unclassified O o 5141 d_Bacteria;p_Firmicutesc_ Clostridiajo_Lachnospirales;f_Lachnospiraceae;g_Enterocloster 98.7 CRISPR;99.00 blast;93.90 iPHOP-RF;91.40
59_vs_90849 ME na na na na. na. na na. na. 7089 d_Bacteria;p_Firmicutesc_ Clostridiaso_L L | 95 CRISPR;96.50 blast;93.70 iPHoP-RF;92.10
59_vs_90851 ME Uroviricota G na. Unclassified O o 89.56 d_Bacteria;p_Firmicutes;c__Clostridiajo_Clostridiales;f_Clostridiaceae;g__Clostridium 95.6 RaFAH96.90
59_vs_90859 ME Unclassified  n.a. na na. na. Unclassified O o 43.06 d_Bacteria;p_Firmicutes;c_ Clostridiajo_Lachnospirales;f_Lachnospiraceaeig_Blautia_A 95.3 blast;93.90 iPHoP-RF;75.90 RaFAH;73.20
59_vs_90860 ME Uroviricota ~ Caudovi na. Unclassified O o 2066 d_Bacteria;p_Firmicutesc_ Clostridiajo_Oscillospirales;f__Acutalibacteraceae;g__UMGS1591 93.4 blast;95.30 iPHoP-RF;67.00




‘Table 39-4. WMS_STD+MAGs_tophits
Virus Status
S1-wms-combined 118167 Shared
Sl-wms-combined_100430  ME
Sl-wms-combined_131270  ME
Sl-wms-combined 132934 Shared
S1-wms-combined_136097  Shared
S1-wms-combined 107766 Shared
S1-wms-combined_156637  Shared
Sl-wms-combined_143459  ME
S1-wms-combined_159544  ME
S1-wms-combined_164485  Shared
Sl-wms-combined_185336  ME
S1-wms-combined_19031 ME
Sl-wms-combined_164894  ME
S1-wms-combined_23248 Shared
Sl-wms-combined_246923  ME
S1-wms-combined_153670  ME
S1-wms-combined 248622 Shared
S1-wms-combined_186878  ME
S1-wms-combined 263562 Shared
S1-wms-combined 302166 Shared
Sl-wms-combined 212892  ME
S1-wms-combined_166392  ME
Sl-wms-combined 304377 Shared
S1-wms-combined 169788  Shared

Sl-wms-combined_227917  ME
Sl-wms-combined_331544  ME

S1-wms-combined 331896 Shared
S1-wms-combined 340558 Shared
Sl-wms-combined_353757  ME

S1-wms-combined 279492 Shared
Sl-wms-combined 357373 ME

S1-wms-combined 360285  Shared
S1-wms-combined 394574 Shared
Sl-wms-combined 308848  Shared

ME
ME
S1-wms-combined_41369 ME
S1-wms-combined_68998 ME
S1-wms-combined_72167 ME
S1-wms_130214 ME
S1-wms_185046 Shared
S1-wms_244836 Shared
S1-wms-combined 285012 Shared
S1-wms_296850 Shared
S1-wms_4277 Shared
S11-wms-combined_119215  ME
S1-wms-combined_57370 Shared

S11-wms-combined_125176  Shared
S11-wms-combined_140009  Shared
S11-wms-combined_154845  ME

S1-wms-combined_32863 Shared
S1-wms-combined_85225 ME
Sl-wms-combined 330329 ME
S1-wms-combined_92523 ME
S11-wms-combined_172889  ME
S1-wms-combined_94988 Shared
S11-wms-combined_193148  Shared
S1-wms_102342 Shared

S1-wms-combined 351889 Shared
S11-wms-combined_195425  ME
S11-wms-combined_200084  ME
S1-wms_208875 ME
S11-wms-combined_204522  ME
S11-wms-combined_217790  Shared
S1-wms-combined 373308 Shared
S1-wms_236105 Shared
Sl-wms-combined 374219 ME
S11-wms-combined_268967  ME
S1-wms_29288 ME
S11-wms-combined_283220  ME
S11-wms-combined_299954  ME

S1-wms_394571 Shared
S11-wms-combined_41367  ME
S1-wms-combined_52708 Shared

S11-wms-combined_101337  Shared
S11-wms-combined_46816  Shared
S11-wms-combined_112733  Shared
S11-wms-combined_48246  Shared
S11-wms-combined_116589  Shared
S11-wms-combined_49632  ME

S11-wms-combined_73204  Shared
S11-wms-combined_83571  Shared
S11-wms-combined_84326  ME

S11-wms-combined_168048  Shared
S11-wms-combined_92114  Shared

S1-wms_153615 ME
S11-wms_14390 ME
S11-wms_3116 Shared
S11-wms_320555 ME
S11-wms_330479 ME
S11-wms-combined_215723  Shared
S1-wms_223620 Shared

S12-wms-combined_111524  Shared
S12-wms-combined_120133  Shared
S11-wms-combined_236214  Shared

Realm
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria

Duplodnaviria
Duplodnaviria
na

na

Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria

Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
na
na
Duplodnaviria
na
na
Duplodnaviria
na
na
Duplodnaviria
Duplodnaviria
Duplodnaviria
Monodnaviria
Duplodnaviria
Duplodnaviria

Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
na

na
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
na
Duplodnaviria
Duplodnaviria
Unclassified
Duplodnaviria
na

na
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
na

na
Duplodnaviria
na
Duplodnaviria
Duplodnaviria
Duplodnaviria
na
Duplodnaviria
na

na
Duplodnaviria
na
Duplodnaviria
Duplodnaviria
na
Duplodnaviria
na
Duplodnaviria
Duplodnaviria
Duplodnaviria

Duplodnaviria
Duplodnaviria
Unclassified
Duplodnaviria
Duplodnaviria
na
Duplodnaviria
Duplodnaviria

Kingdom
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
na
na
na
Heunggongvirae
Heunggongvirae
na
na
Heunggongvirae

Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
na

na
Heunggongvirae
na

na
Heunggongvirae
na

na
Heunggongvirae
Heunggongvirae
Heunggongvirae
Sangervirae
Heunggongvirae
Heunggongvirae
na

na

na
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
na

na
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
na
Heunggongvirae
Heunggongvirae
na
Heunggongvirae
na

na
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
na

na
Heunggongvirae
na
Heunggongvirae
Heunggongvirae
Heunggongvirae
na
Heunggongvirae
na

na
Heunggongvirae
na
Heunggongvirae
Heunggongvirae
na
Heunggongvirae
na
Heunggongvirae
Heunggongvirae
Heunggongvirae
na

na

na
Heunggongvirae
Heunggongvirae
na
Heunggongvirae
Heunggongvirae
na
Heunggongvirae
Heunggongvirae

Phylum

Uroviricota
Uroviricota
Uroviricota

Uroviricota
Uroviricota
na.
na.
Uroviricota

Uroviricota
Uroviricota
Uroviricota

Uroviricota
Uroviricota
Uroviricota
Uroviricota
na.
na.
Uroviricota
na.
na.
Uroviricota
na.
na.
Uroviricota
Uroviricota
Uroviricota
Phixviricota
Uroviricota
Uroviricota

Uroviricota
Uroviricota
Uroviricota
Uroviricota
na.

na.

Uroviricota
Uroviricota
Uroviricota
Uroviricota
Uroviricota

Uroviricota

Uroviricota
na.
Uroviricota
Uroviricota
na.
Uroviricota
na.
na.
Uroviricota
Uroviricota
Uroviricota

Uroviricota

Uroviricota
na.
na.
Uroviricota
na.
Uroviricota
Uroviricota
Uroviricota
na.
Uroviricota
na.
na.
Uroviricota
na.
Uroviricota
Uroviricota
na.
Uroviricota
na.
Uroviricota
Uroviricota
Uroviricota

Uroviricota
Uroviricota
na.

Uroviricota
Uroviricota
na.

Uroviricota
Uroviricota

Class
Caudoviricetes
Caudoviricetes
Caudoviricetes
Caudoviricetes
na.

na.
Caudoviricetes
Caudoviricetes
na.

na.

Caudoviricetes
Caudoviricetes
Caudoviricetes
Caudoviricetes

na.
Caudoviricetes
Caudoviricetes
Caudoviricetes
Caudoviricetes
na.
na.
Caudoviricetes
na.
na.
Caudoviricetes
na.
na.
Caudoviricetes
Caudoviricetes
Caudoviricetes

Malgrandaviricetes Petitvirales

Caudoviricetes
Caudoviricetes
na.

na.
Caudoviricetes
Caudoviricetes
Caudoviricetes
Caudoviricetes
na.

na.

Caudoviricetes
Caudoviricetes
Caudoviricetes
Caudoviricetes
Caudoviricetes
Caudoviricetes
Caudoviricetes
Caudoviricetes
na.

Caudoviricetes
Caudoviricetes
na.

Caudoviricetes
na.

na.

Caudoviricetes

na.
Caudoviricetes
na.
Caudoviricetes
Caudoviricetes
Caudoviricetes
na.
Caudoviricetes
na.
na.
Caudoviricetes
na.
Caudoviricetes
Caudoviricetes
na.
Caudoviricetes
na.
Caudoviricetes
Caudoviricetes
Caudoviricetes

na.
Caudoviricetes
Caudoviricetes
na.

Caudoviricetes
Caudoviricetes
na.

Caudoviricetes
Caudoviricetes

na.

na.

Family

na.
Unclassified
na.

Unclassified
Uncla:

Unclassified
na.
Unclassified

Unclassified
na.

Unclassified
ied

Uncla:

Subfamily
o

Unclassified

Unclassified

Unclassified

Unclassified

Unclassified

na.
Unclassified
Unclassified
Unclassified

o

Unclassified
Unclassified
na.

Unclassified
Unclassified

o
o

na.

na.

o

na.
Unclassified

Unclassified
na.
o
na.
na.
o
na.
o
o
na.
o

na.
Unclassified

Unclassified

Genus

Phitrevirus
na
na
Unclassified

Lughvirus

Oengusvirus
na
na

Unclassified

Unclassified

Taranisvirus

o
na

na

o
Toutatisvirus
Mushuvirus

o
o

Lughvirus
Quadragintaviru
na

o

o

o

o

na

na

o

Unclassified

o
o

na

na

o

na
Unclassified

Mushuvirus
na
o
na
na
o
na
o
o
na
o
na
o
o
o
na
na

Mushuvirus

Unclassified

Al to closest RaFAH reference

Host genus
33.35 d_Bacteriap_Firmicutes;c__Clostridiajo__O:

99.71 d_Bacteria;p_Firmicutes;c__Clostridiajo_Lachnospirales;f_Lachnospiraceae;g__Lachnospira
216 d_Bacteria;p_Firmicutesc_Clostridiajo__O:

48.4 d_Bacteria;p_Firmicutes;c__ Clostridiajo_Oscillospirales;f__Oscillospiraceaeig__ER4
45 d_Bacteria;p_Firmicutesic__Clostridiajo_Oscillospirales;f_Oscillospiraceae;g__UBA738

92.99 d_Bacteriajp_| | | | _Alistipes
1 ,_Firmicutes;c_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__ER4
18.79 | | | ;__Bilophila
3649 | | | ;__Bilophila
467 ,_Firmicutes;c_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__ER4
,_Firmicutes;c_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__ER4
37.63 | | | | ;__Bilophila
72.02 _Firmicutes;c_Clostridia;o__O: n N
61.01 _Firmicutes;c_Clostridia;o__O: n =
43.06 ,_Bacteroidotaic__Bacteroidia;o__Bacteroidales;f__UBA11471;g__UBA11471
| idia;o_t - ;_Bamesiella
6.16 | | | - _Bacteroides
2239 Firmicutes;c_Clostridiajo_Oscillospirales;f__Oscillospiraceaeig__ER4
99.98 | idia;o_t - _Bacteroides
97 Firmicutes;c_Clostridiajo_Christensenellales;f__CAG-74;g__UBA11524
8018 ,_Firmicutesic__Clostridiajo_L L .
371 ,_Firmicutes;c_Clostridia;o__Oscillospirales;f__Ruminococcaceae;g__Gemmiger
4866 ,_Firmicutes;c_Clostridia;o__Oscil n =
596 Firmicutes;c_Clostridia;o_Oscillospirales;f__Oscillospiraceae;g_CAG-83
693 Firmicutes;c_Clostridiajo_Oscillospirales;f__Ruminococcaceae;g_Gemmiger
9227 - Acti jo__ |
921 ,_Firmicutes;c_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__ER4
2188 ,_Firmicutes;c_Clostridia;o_Oscillospirales;f__Oscillospiraceae;g__CAG-110
27.55 Firmicutes;c_Clostridiajo_Oscillospirales;f__Ruminococcaceae;g_Gemmiger
89.75 | -__Acti jo__ |
Firmicutes;c_Clostridiajo_Oscillospirales;f__Oscillospiraceaeig__ER4
85.48 | idia;o_t _Ril _Alistipes
2195 Firmicutes;c_Clostridiajo_Oscillospirales;f__Oscillospiraceaeig__ER4
4435 Firmicutes;c_Clostridiajo_Oscillospirales;f__Ruminococcaceaeig_Gemmiger
i | | idia;o_t - ;_Bamesiella
17.11 d_Bacteriap_| - | L ;__Bilophila
96.28 d_Bacteriap_| | - L
5.29 d_Bacteria;p_Verrucomicrobiotaic_ Verr _Vern _ _
3.46 d_Bacteria;p_ | | | ;__Bilophila
17.83 d_Bacteriap_Firmicutesic__Clostridiajo_Oscillospirales;f__Oscillospiraceaeig__ER4
37.96 d_Bacteria;p_Firmicutesic_Clostridiajo_Oscillospirales;f__Oscillospiraceaeig__ER4
25.66 d_Bacteriap_Firmicutes;c__Clostridiajo__O: x o
,_Firmicutes;c__Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__CAG-83
d_Bacteria;p_Firmicutesic__Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__CAG-170
36.29 d_Bacteria;p_Firmicutesic_Clostridia;o_Oscillospirales;f_Oscillospiraceaeig__CAG-170
| | idiajo_t - _Bacteroides
,_Firmicutes;c_Clostridia;o__Oscil n o
Firmicutes;c__Clostridiajo_Oscillospirales;f__Oscillospiraceaeig__ER4
,_Firmicutes;c_Clostridia;o__Oscil _o: i L
,_Firmicutes;c__Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__An92
,_Firmicutes;c_Clostridia;o__Oscillospirales;f__Oscillospiraceae;g__CAG-83
- o il " Alstipes
_Firmicutes;c_Clostridia;o__Oscil n »
- | | __Salmonella
86.77 d_Bacteriap_| | idia;o_t - _Bacteroides
13.27 d_Bacteriap_Proteobacteriaic__Alphaproteobacteriajo_RF32;f__CAG-239;g_51-20
| | idia;o_ - _Alistipes
,_Firmicutes;c__Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__ CAG-83
._Alphaproteobacteriajo_RF32f__CAG-239;g__CAG-267
,_Firmicutes;c_Clostridia;o__Oscil o i o
,_Firmicutes;c_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__ER4
| idia;o_ - _Bacteroides
,_Firmicutes;c_Clostridia;o__Lachnospirales;f__Lachnospiraceae;g_Blautia_A
| | idia;o_t - _Bacteroides
,_Proteobacteriac_ Alphaproteobacteriajo__RF32;f__CAG-239;g__CAG-267
| idia;o_t - _Bacteroides
,_Firmicutes;c_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__ CAG-83
,_Firmicutes;c_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__ER4
d_Bacteria;p_Firmicutesic_Clostridia;o__Oscil o i o
d_Bacteria;p_Firmicutesic__Clostridiajo_O: u o
,_Firmicutes;c_Clostridia;o__Oscil o o
,_Firmicutes;c_Clostridia;o__Oscil o o
| idia;o_ - _Alistipes
d_Bacteriajp_{ | | - _Bacteroides
,_Firmicutes;c_Clostridia;o__Oscil n o
,_Proteobacteriac_ Alphaproteobacteriajo__RF32;f__CAG-239;g__CAG-495
,_Firmicutes;c_Clostridia;o__Oscillospirales;f__Ruminococcaceae;g__Gemmiger
| | | - _Alistipes
25.47 d_Bacteriap_Firmicutes;c_ Clostridiajo_Oscil o o
14.66 d_Bacteria;p_Firmicutes;c__Clostridiajo_Oscil o o
| idia;o_t - _Bacteroides
| | - Alistipes
95.9 d_Bacteria;p_Firmicutes;c__Clostridiajo__O: - | £
19.84 d_Bacteriap_| | | - _Alistipes
d_Bacteriajp_{ ;_Bamesiella

,_Firmicutes;c_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__CAG-83

,_Bacteroides

Firmicutes;c_Clostridiajo_Christensenellales;f__CAG-74;g__UBA11524
| idia;o_ - _Bacteroides
,_Firmicutes;c_Clostridia;o__Lachnospirales;f_Lachnospiraceae;g_Lachnospira

48.8 d_Bacteria;p_Firmicutesc__Clostridiajo__O:

Confidence score

List of methods
99.1 CRISPR;96.40 blast;95.10 RaFAH;90.80 iPHoP-RF 89.50
99.3 CRISPR;98.90 RaFAH;73.00
99 CRISPR;99.20 blast;94.50 iPHoP-RF;84.50
92.7 blast;94.80 iPHoP-RF;64.80
92 blast;94.20 iPHoP-RF;53.00
98.8 iPHOP-RF;97.10 blast;96.90 RaFAH;83.70
93 blast;95.00 iPHOP-RF;60.30
95.2 blast;96.60 iPHOP-RF;65.80 CRISPR;58.60
94 blast;95.80 iPHOP-RF;79.30 CRISPR;57.40
90.4 blast;92.90
91.7 blast;94.00 iPHoP-RF;63.50
98.2 blast;98.70 iPHoP-RF;76.10
91.8 blast;94.10 iPHoP-RF;70.90
95 blast;96.50 iPHOP-RF;68.90
93.9 blast;95.70 iPHoP-RF;68.60
94.2 blast;95.90 iPHoP-RF;72.20
95.9 iPHOP-RF;97.10 blast;90.50
91.6 blast;93.90 iPHoP-RF;76.40
100 RaFAH;99.80 blast;91.80 iPHoP-RF;82.20
95.6 blast;96.90 iPHoP-RF;92.40
98.1 CRISPR;98.60 blast;91.50 iPHoP-RF;80.00
95.7 blast;97.00 iPHoP-RF;95.70 CRISPR;78.40
95.6 blast;96.90 iPHoP-RF;78.50
93.4 blast;95.30 iPHoP-RF;87.00
93.2 blast;95.20 iPHoP-RF;88.20 CRISPR;76.80
98.7 CRISPR;99.00 iPHoP-RF;97.10 blast;96.90
90.6 blast;93.00 iPHoP-RF;65.10
94.2 blast;95.90 iPHoP-RF;87.00
95.2 blast;96.60 iPHoP-RF;95.40 CRISPR;92.50
99.9 CRISPR;99.60 blast;96.90 iPHOP-RF;96.70 RaFAH;75.50
91.6 blast;93.90 iPHoP-RF;58.40
99.7 blast;96.80 iPHoP-RF;96.10 RaF AH;95.90
93.2 blast;95.20 iPHoP-RF;84.80
97.8 blast;98.40 iPHOP-RF;96.40 CRISPR;58.00
91.8 blast;94.10 iPHoP-RF;86.30
97.2 CRISPR;98.00 blast;96.60 iPHoP-RF;89.80
91.6 blast;93.90 iPHoP-RF;75.70
95.9 CRISPR;97.10 blast;96.90 iPHOP-RF;93.10
93 blast;95.00 iPHOP-RF;73.20 CRISPR;51.00
97 blast;97.90 iPHOP-RF;71.70
94.6 blast;96.20 iPHoP-RF;60.60
99.9 CRISPR;98.60 blast;92.00 iPHOP-RF;91.40 RaFAH91.30
98.5 CRISPR;98.90 blast;95.00 iPHOP-RF;90.80
90.6 blast;93.00 iPHOP-RF;90.50 CRISPR;82.90
91.1 blast;93.50 iPHoP-RF;82.20
100 RaFAH;99.60 iPHOP-RF;96.40 blast;94.20
95 CRISPR;96.50 iPHOP-RF;54.40
93.1 blast;95.10 iPHoP-RF;63.80
91.4 blast;93.70
94.9 iPHOP-RF;96.40 blast;92.70
91.7 blast;89.00 RaFAH;72.80
96.9 CRISPR;97.80 iPHOP-RF;97.10 blast;96.90
95.6 blast;96.90 iPHoP-RF;71.90
95.4 blast;96.80
95.6 blast;96.90 iPHoP-RF;69.50
99.6 CRISPR;99.60 iPHoP-RF;97.10 blast;96.90
98.2 RaFAH;97.70 iPHoP-RF;72.40
95 blast;96.50 iPHOP-RF;71.30
100 RaFAH;99.10 blast;97.90 iPHoP-RF;94.70
95.6 blast;96.90 iPHoP-RF;94.10
94.9 blast;96.40 iPHoP-RF;75.00
95 blast;96.50 iPHOP-RF;60.30
96.2 CRISPR;97.30 blast;96.20 iPHOP-RF;84.50
96.2 blast;90.20 RaFAH;86.00
91.8 blast;94.10 iPHoP-RF;53.60
95.7 blast;95.00 iPHoP-RF;94.40 RaF AH;70.30
91.7 blast;94.00 iPHoP-RF;72.60
99.9 RaFAH;99.80
97.9 blast;98.50 iPHoP-RF;77.30
92.1 blast;94.30 iPHoP-RF;89.80 CRISPR;65.50
915 blast;93.80 iPHoP-RF;79.80
93.8 blast;95.10 iPHoP-RF;81.90 RaFAH;54.80 CRISPR;51.90
91.6 blast;93.90 CRISPR;78.00 iPHOP-RF;75.70
91.4 blast;93.70 iPHoP-RF;83.60
90.2 blast;92.70 iPHoP-RF;84.20
95.4 CRISPR;96.80 iPHoP-RF;71.90
98.5 RaFAH;97.90 iPHoP-RF;74.10
96.3 blast;97.10 iPHoP-RF;70.00 RaFAH;54.80
91.6 blast;93.90 iPHoP-RF;86.30 CRISPR;51.40
95.4 blast;96.80 iPHOP-RF;91.40 CRISPR;69.40
97.9 blast;96.30 iPHoP-RF;88.90 RaF AH;79.80 CRISPR;67.90
100 blast;98.50 RaFAH;96.00 iPHOP-RF;95.40
91.6 blast;93.90 iPHoP-RF;88.90
915 blast;93.80 iPHoP-RF;84.80
99.4 RaFAH;99.30 iPHOP-RF;66.50
100 RaFAH;98.50 blast;98.40 iPHoP-RF;96.70
94.2 blast;95.90 iPHoP-RF;89.50 CRISPR;83.30
93.4 blast;95.30 iPHoP-RF;66.80
97.2 CRISPR;98.00 iPHoP-RF;97.10 blast;96.90
93.8 blast;95.60 iPHoP-RF;91.10
97.3 RaFAH;98.10
100 RaFAH;99.60 blast;92.10
99.7 RaFAH;95.40 blast;92.70 iPHOP-RF;74.60
98.5 CRISPR;98.90 iPHoP-RF;78.50
99.4 iPHOP-RF;97.10 blast;96.90 RaFAH;91.40
97.6 blast;98.30 CRISPR;88.60 iPHOP-RF;86.00
99.6 RaFAH;99.60
99.1 CRISPR;97.80 blast;97.00 iPHOP-RF;96.40 RaFAH;84.70
94.6 blast;96.20 iPHoP-RF;57.60




512-wms-combined_129554
S11-wms-combined_264050
512-wms-combined_147628
S11-wms-combined_267993
512-wms-combined_168259
S11-wms-combined_282227
512-wms-combined_210942
S11-wms-combined_329493
512-wms-combined_2450
S11-wms-combined_3507
512-wms-combined_250551
512-wms-combined_256299
512-wms-combined_259783
512-wms-combined_260036
S11-wms-combined_63818
S11-wms-combined_120257
512-wms-combined_263377
512-wms-combined_264425
512-wms-combined_264845
512-wms-combined_282594
512-wms-combined_299293
512-wms-combined_320727
512-wms-combined_329242
512-wms-combined_334806
S11-wms-combined_179605
512-wms-combined_345948
512-wms-combined_351847
512-wms-combined_375343
512-wms-combined_129799
512-wms-combined_393703
512-wms-combined_151843
512-wms-combined_157167
512-wms-combined_164656
512-wms-combined_71235
512-wms-combined_91231
S11-wms-combined_226165
512-wms-combined_190114
512-wms_12658
512-wms-combined_201125
512-wms-combined_223043
512-wms_193565
512-wms-combined_23517

517-wms-combined_136622
S11-wms-combined_321938
517-wms-combined_146850
517-wms-combined_157468
512-wms-combined_293354
517-wms-combined_158354
517-wms-combined_162786
517-wms-combined_16309
512-wms-combined_302876
517-wms-combined_175924
512-wms-combined_313953
S11-wms-combined_64392
517-wms-combined_179771
517-wms-combined_193958
517-wms-combined_199746
512-wms-combined_323943
512-wms-combined_328554
517-wms-combined_223748
517-wms-combined_225356
517-wms-combined_233761
517-wms-combined_247494
517-wms-combined_259811
S11-wms_32691
512-wms-combined_358797
517-wms-combined_260343
512-wms-combined_368562
512-wms-combined_371541
517-wms-combined_70983
517-wms-combined_79709
517-wms-combined_90378
512-wms-combined_117447
512-wms-combined_48648
512-wms-combined_117628
517-wms_124308
512-wms-combined_63649
$17-wms_254872
S2-wms-combined_101826
52-wms-combined_113619
S2-wms-combined_126134
S2-wms-combined_132966
512-wms-combined_148741
S2-wms-combined_135139
S2-wms-combined_135154
$12-wms_235125
S2-wms-combined_165833
52-wms-combined_166665
S2-wms-combined_176376
517-wms-combined_106940
S2-wms-combined_196783
512-wms-combined_184338
517-wms-combined_146050
512-wms-combined_189323
S2-wms-combined_197577
52-wms-combined_210822
S2-wms-combined_218002

SHHC

SHHC
Shared
Shared
Shared

Shared

Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
na

na

Duplodnaviria
Duplodnaviria
Duplodnaviria
na

Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
na

na

Duplodnaviria
na

Duplodnaviria

Duplodnaviria
na
na
Duplodnaviria
na
Duplodnaviria
na
na
Duplodnaviria
na
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
na
na
Duplodnaviria
Duplodnaviria
na
Duplodnaviria
na
na
Duplodnaviria
na
na
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
na
Duplodnaviria
Duplodnaviria
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Duplodnaviria
na
na
na
Duplodnaviria
Duplodnaviria
na
Duplodnaviria
Duplodnaviria
Duplodnaviria
na
na
Duplodnaviria
Duplodnaviria
na
na
Duplodnaviria
Duplodnaviria
na
Monodnaviria
Duplodnaviria
Duplodnaviria
na
Monodnaviria
na
na
na
na
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
na
Duplodnaviria
Duplodnaviria
na
Duplodnaviria

Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
na

na
Heunggongvirae
Heunggongvirae
Heunggongvirae
na
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
na

na
Heunggongvirae
na
Heunggongvirae
na

na

na
Heunggongvirae
na

na
Heunggongvirae
na
Heunggongvirae
na

na
Heunggongvirae
na
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
na

na
Heunggongvirae
Heunggongvirae
na
Heunggongvirae
na

na
Heunggongvirae
na

na
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
na
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
na

na

na
Heunggongvirae
Heunggongvirae
na
Heunggongvirae
Heunggongvirae
Heunggongvirae
na

na
Heunggongvirae
Heunggongvirae
na

na
Heunggongvirae
Heunggongvirae
na

Sangenvirae
Heunggongvirae
Heunggongvirae
na

Loebvirae

na

na

na

na
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
na
Heunggongvirae
Heunggongvirae
na
Heunggongvirae

Uroviricota  Caudoviricetes na.
Uroviricota ~ Caudoviricetes na.
Uroviricota ~ Caudoviricetes na.
Uroviricota ~ Caudoviricetes na.
Uroviricota ~ Caudoviricetes na.
Uroviricota  Caudoviricetes na.
na. na. na.
na. na. na.
Uroviricota ~ Caudoviricetes na.
Uroviricota  Caudoviricetes na.
Uroviricota  Caudoviricetes na.
na. na. na.
Uroviricota  Caudoviricetes na.
Uroviricota ~ Caudoviricetes Crassvirales
Uroviricota  Caudoviricetes na.
Uroviricota  Caudoviricetes na.
Uroviricota ~ Caudoviricetes na.
na. na. na.
na. na. na.
Uroviricota  Caudoviricetes na.
na. na. na.
Uroviricota ~ Caudoviricetes na.
na. na. na.
na. na. na.
na. na. na.
Uroviricota ~ Caudoviricetes na.
na. na. na.
na. na. na.
Uroviricota ~ Caudoviricetes na.
na. na. na.
Uroviricota ~ Caudoviricetes na.
na. na. na.
na. na. na.
Uroviricota ~ Caudoviricetes na.
na. na. na.
Uroviricota ~ Caudoviricetes na.
Uroviricota ~ Caudoviricetes na.
Caudoviricetes na.
Caudoviricetes na.
Uroviricota  Caudoviricetes na.
Uroviricota ~ Caudoviricetes na.
Uroviricota ~ Caudoviricetes na.
na. na. na.
na. na. na.
Uroviricota  Caudoviricetes na.
Uroviricota ~ Caudoviricetes na.
na. na. na.
Uroviricota  Caudoviricetes na.
na. na. na.
na. na. na.
Uroviricota ~ Caudoviricetes na.
na. na. na.
na. na. na.
Uroviricota ~ Caudoviricetes na.
Uroviricota  Caudoviricetes na.
Uroviricota ~ Caudoviricetes na.
Uroviricota  Caudoviricetes na.
Uroviricota ~ Caudoviricetes na.
na. na. na.
Uroviricota  Caudoviricetes na.
Uroviricota ~ Caudoviricetes na.
Uroviricota  Caudoviricetes na.
Uroviricota ~ Caudoviricetes na.
na. na. na.
na. na. na.
na. na. na.
Uroviricota  Caudoviricetes na.
Uroviricota ~ Caudoviricetes na.
na. na. na.
Uroviricota  Caudoviricetes na.
Uroviricota ~ Caudoviricetes na.
Uroviricota  Caudoviricetes na.
na. na. na.
na. na. na.
Uroviricota  Caudoviricetes na.
Uroviricota ~ Caudoviricetes na.
na. na. na.
na. na. na.
Uroviricota  Caudoviricetes na.
Uroviricota  Caudoviricetes na.
na. na. na.
Phixviricota  Malgrandaviricetes Petitvirales
Uroviricota  Caudoviricetes a.
Uroviricota  Caudoviricetes na.
na. na. na.
na. na. na.
na. na. na.
na. na. na.
na. na. na.
Uroviricota  Caudoviricetes na.
Uroviricota  Caudoviricetes na.
Uroviricota  Caudoviricetes na.
Uroviricota  Caudoviricetes na.
Uroviricota  Caudoviricetes na.
Uroviricota  Caudoviricetes na.
na. na. na.
Uroviricota  Caudoviricetes na.
Uroviricota  Caudoviricetes na.
na. na. na.
Uroviricota  Caudoviricetes na.

Steigviridae
Undlassified

na.
Unclassified
na.
Unclassified
na.
na.
Unclassified
na.
Unclassified

na.
Unclassified

Unclassified
Unclassified

Unclassified
na.
Unclassified

Unclassified

na.
Unclassified
na.

na.
Unclassified
na.

o

na.

na.
Unclassified
na.

o

ocooo

Unclassified

Unclassified

na.
o
na.
na.
o
na.
na.
o

Unclassified
o

o

na.
Unclassified

Unclassified
o

na.

na.

na.

o

o

na.

Unclassified
o

na.

na.

Unclassified
na.
na.
Unclassified

na.
Unclassified
Unclassified
o

na.
Unclassified

na.
Unclassified

ozooo0o0o0

Unclassified
na.
o

Eponavirus

ocoooo

na
na
o

Unclassified
n,
Unclassified

o
o

Lughvirus
na

na

o

na

o

na

na
Lughvirus
na

o

cooo

Mushuvirus
o

na

na
Unclassified

na
o
na
na
o
na
na
o

Mushuvirus
o

o

na
Mushuvirus

o
o

na

na

na

o

o

na

o
Toutatisvirus
o

na

na

o

Lughvirus
na

na

o

o

na
Microvirus
Undlassified
o

na

Inovirus

n,
Mushuvirus

oz 00000

Unclassified
na
o

47.38
a7.18
1334

262
1085

606

9.09

9.74
57.23
2017
98.55
aa.a5
8156
44.16
5037
40.42
7823
99.56

658

5169
554
51
2615
97.74
14.26

2082
3863
3429
2048
7442
48.97
94.42
7734
3237
2069

687
7216
a2.77
3752
99.73

d_Bacteriajp_f
d_Bacteriajp_f

d_Bacteriajp_f

d_Bacteria;p_Verrucomicrobiota;c_Vern _Vern

Firmicutes;c_ Clostridiajo_Oscillospirales;f_Oscillospiraceae;g__F23-802
Firmicutes;c_Clostridiajo_Oscillospirales;f__Ruminococcaceae;g_Gemmiger
Firmicutes;c_Clostridiajo_Christensenellales;f_CAG-138;g_SFELO1
Firmicutes;c__Clostridiajo_Christensenellales;f__CAG-74;g__Firm-11

Firmicutes;c_ Clostridiajo_L L

,_Firmicutes;c_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__ER4
_Firmicutes;

-_Clostridia;o_Oscillospirales;f_Oscillospiraceae;g_ Faecousia
i i janibacter

,_Firmicutes;c_Clostridia;o__Oscillospirales;f__Oscillospiraceae;g__ CAG-83

_Bacteroides
_UBAT173

,_Firmicutes;c_Clostridia;o__Lachnospirales;f_Lachnospiraceae;g_Roseburia

;_Bamesiella
_Alistipes

,_Firmicutes;c_Clostridia;o__Oscil _o:
,_Firmicutes;c__Clostridia;o__Oscillospirales;f_Acutalibacteraceae;g__UBA1417

,_Firmicutesic_Clostridia;o__Oscillospirales;f_Acutalibacteraceae;g__UBA1417

,_Firmicutes;c_Clostri

_Firmicutes

,_Firmicutes;c_Clostridia;o__Oscil _o: |
,_Firmicutes;c_Clostridia;o__Oscillospirales;f__Oscillospiraceae;g__CAG-83

_Firmicutes;c_Clostridiajo_L
_Firmicutes;c_Clostridia;o__O:

_Firmicutes;c_Clostridia;o__O:

-_Clostridia;o_Oscillospirales;f_Oscillospiraceae;g__CAG-110

Verrucomicrobiotac_ Verrt Vern

,_Firmicutes;c__Clostridia;o_Christensenellales;f__CAG-74ig__SFFHOL

_Bacteroides

aj0_Lachnospirales;f_Lachnospiraceaejg__UBA9502

aj0_0: n
| idia;o_t - ;_Bamesiella
Bacteroidota;c_Bacteroidia;o__Bacteroidales;f__UBA11471;g__UBA11471
-_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__ER4
Firmicutes;c_Clostridiajo_Oscillospirales;f_Oscillospiraceaeig__ER4
,_UBA11524
-_Clostridia;o_Oscillospirales;f_Oscillospiraceae;g_CAG-83

,_Firmicutes;c__Clostridia;o__Christensenellales;f__CAG-917;g__CAG-475

-_Clostridiajo_Os 7
i ,_Bacteroides

_Alistipes

_Bacteroides

_Bacteroides

Firmicutes;c_Clostridia;o_Oscillospirales;f__Oscillospiraceae;g_CAG-83
Firmicutes;c_Clostridia;o_Oscillospirales;f__Oscillospiraceaeig__CAG-83

i i Alistipes
__MWCKo1

__UBAS633;

-_Clostridia;o_Oscillospirales;f_Oscillospiraceae;g_ Evtepia
i _Bacteroides

Firmicutes;c_Clostridiajo_Oscil o

,_Firmicutes;c_Clostridia;o__Oscil o

G - ,_Eggerthella

| | - _Bacteroides
,_Firmicutes;c_Clostridia;o__Oscil o |
_Firmicutes;c_Clostridia;o__O: o o
_Firmicutes;c_Clostridia;o__O: o o

| idia;o_t - _Alistipes
,_Firmicutes;c_Clostridia;o__Oscil L
| | idia;o_t - _Bacteroides
,_Bacteroidotac__Bacteroidia;o__Bacteroidales;f__UBA11471;g__UBA11471

i _Bacteroides

_Firmicutes;c_Clostridia;o,

,_Firmicutes;c__Clostri
_Firmicutes;c_Clostridia;o__Oscillospirales;f_Acutalibacteraceae;g__CAG-217

d_Bacteriajp_{
d_Bacteriajp_f

,_Firmicutes;c_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__ Mars

,_Firmicutes;c_Clostridia;o__Lachnospirales;f__Lachnospiraceae;
i o .

,_Firmicutes;c_Clostridia;o__Oscil

_Firmicutes;c_Clostridiajo_L
ot

,_Firmicutes;c_Clostridiajo__Christensenellalesif__CAG-74;g_ UBAL1524

_Bacteroides
31

_Bacteroides
,__Lachnospira

Firmicutes;c_Clostridiajo__O: o o
Proteobacteriaic__Alphaproteobacteriajo_RF32f__CAG-239;g__CAG-495

i _ Alistipes
_Bacteroides

A

pes

,_Firmicutes;c_Clostridia;o__Oscillospirales;f__Ruminococcaceae;g__Gemmiger

pes

Firmicutes;c_Clostridiajo_Oscillospirales;f__Oscillospiraceaeig_An92

o
aj0_Christensenellales;f__CAG-917;_
aj0_Oscillospirales;f__Oscillospiraceaeig__ER4

_Bacteroides

,_Firmicutes;c_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__ CAG-83
i _Bacteroides_G
i )

Firmicutes;c_Clostridiajo_Oscil o
| idiajo_t - _Alistipes
Firmicutes;c_Clostridiajo_Oscil _o: i L
i _Bacteroides

,_Firmicutes;c__Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__ CAG-83

,_Verrucomicrobiota;c_Vern _Vern L
d_Bacteria;p_Firmicutesic_| _Vei | ,__Dialister
d_Bacteria;p_Firmicutesic__Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__ER4
d_Bacteria;p_Firmicutes;c__Clostridia;o_Lachnospirales;f_Lachnospiraceaeg_Roseburia
d_Bacteria;p_Firmicutesic__Clostridiajo,

d_Bacteriajp_f

d_Bacteriajp_f

Firmicutes;c_Clostridiajo_Lachnospirales;f_Lachnospiraceae;g__Blautia_A

| | - _Bacteroides
Firmicutes;c__Clostridiajo_Oscil o |
Firmicutes;c__Clostridiajo_Oscil o o
| idia;o_t - _Bacteroides
| | - _Alistipes
Firmicutesc_! ) =
_Bacteroides

Firmicutes;c_Clostridia;o_Lachnospirales;f_Lachnospiraceae;g__Roseburia

__Megamonas

95 blast;96.50 iPHOP-RF;75.90
97.5 blast;98.20 iPHoP-RF;93.40 CRISPR;91.60
96 CRISPR;97.20 blast;93.30 iPHoP-RF;69.80
915 blast;93.80 iPHoP-RF;75.20
100 RaFAH;98.70 blast;96.90 CRISPR;95.20 iPHoP-RF;87.60
91.2 blast;93.60 iPHoP-RF;73.00
96.3 blast;97.40
96.7 blast;97.70 iPHoP-RF;80.00
90.2 blast;92.70 iPHoP-RF;50.70
98.1 CRISPR;98.60 blast;96.90 iPHOP-RF;92.80
100 RaFAH;99.40 blast;92.10 iPHoP-RF;83.90
90.1 blast;92.60 iPHoP-RF;75.70
96.7 CRISPR;97.70 blast;92.20 iPHoP-RF;70.60
94.6 blast;96.20 iPHoP-RF;94.10 CRISPR;67.50
98.4 iPHOP-RF;97.10 blast;96.90 RaFAH;78.80
91.1 blast;93.50 iPHoP-RF;66.00
91.7 blast;94.00 iPHoP-RF;69.30
91.8 blast;94.10 iPHoP-RF;57.30
95 blast;96.50 iPHOP-RF;90.10
100 CRISPR;98.70 RaFAH;98.50 blast;96.90 iPHoP-RF;78.50
90.4 blast;92.90 iPHoP-RF;75.40
93.8 RaFAH;93.60 blast;61.60 iPHOP-RF;55.70
91.1 blast;93.50 iPHoP-RF;56.00
91.6 blast;93.90 iPHoP-RF;61.90
91.2 blast;93.60 iPHoP-RF;64.00
98.8 blast;96.90 iPHoP-RF;92.10 RaFAH;84.90 CRISPR;63.30
95 blast;96.50 iPHOP-RF;88.20 CRISPR;72.90
91.6 blast;93.90 iPHoP-RF;88.50
95.6 blast;96.90 iPHoP-RF;63.00
93.5 blast;95.40 iPHoP-RF;50.20
95.6 blast;96.90 iPHoP-RF;92.80
92.5 blast;94.60 iPHoP-RF;70.90
94.7 blast;96.30 iPHoP-RF;68.60
95.7 blast;96.80 iPHoP-RF;84.20 RaFAH;53.60
100 RaFAH;99.80 iPHOP-RF;96.10 blast;94.00
98.7 iPHOP-RF;97.10 blast;93.80 RaFAH;82.70
100 RaFAH;99.60 blast;96.70 iPHoP-RF;95.10
97.9 CRISPR;98.50 blast;60.80
99.4 iPHOP-RF;96.40 RaFAH;93.60 blast;77.30
915 blast;93.80 iPHoP-RF;64.30
90.2 RaFAH;92.70
98.5 blast;98.90 CRISPR;98.40 iPHOP-RF;93.10
915 blast;93.80 iPHoP-RF;82.80
96.2 CRISPR;97.30 iPHOP-RF;97.10 blast;96.60
91.1 blast;93.50
90.4 blast;92.90 iPHoP-RF;86.30
90.7 blast;93.10 iPHoP-RF;81.60
100 RaFAH;98.70 iPHOP-RF;94.10 blast;80.70
91.2 blast;93.60 iPHoP-RF;74.30
93.4 blast;95.30 iPHoP-RF;74.80
95.6 blast;96.90 iPHoP-RF;92.80
100 RaFAH;99.30 iPHOP-RF;97.10 blast;92.60
94.7 blast;96.30 iPHoP-RF;71.30
100 RaFAH;99.10 iPHOP-RF;97.10 blast;90.90
93.9 blast;95.70 iPHoP-RF;73.50
92.1 blast;94.30 iPHoP-RF;78.00
90.9 blast;93.30 iPHoP-RF;78.50

97.9 blast;98.30 iPHoP-RF;96.10 CRISPR;90.30 RaFAH;56.00

94.2 blast;95.90 iPHoP-RF;53.80

97.6 CRISPR;98.30 iPHOP-RF;97.10 blast;96.90

94.6 CRISPR;96.20 blast;93.90 iPHOP-RF;91.80

96.3 iPHOP-RF;96.70 blast;95.80 RaFAH;60.10

91.2 blast;93.60 iPHoP-RF;75.20

96.3 CRISPR;97.40 blast;92.10 iPHoP-RF;87.00

100 RaFAH;99.00 blast;98.60 iPHoP-RF;96.40 CRISPR;80.00

915 blast;93.80 iPHoP-RF;91.40

909 blast;93.30

94.9 blast;96.40 iPHoP-RF;66.80

100 blast;98.40 iPHOP-RF;96.10 RaFAH;95.40

90.8 blast;93.20

100 RaFAH;99.70 blast;93.90 iPHoP-RF;92.80

91.6 blast;93.90 iPHoP-RF;90.10

95.9 iPHOP-RF;97.10 blast;85.40

91.4 blast;93.70 iPHoP-RF;92.10

98.7 blast;96.90 RaFAH;83.30 iPHOP-RF;76.80 CRISPR;69.70
91 blast;93.40 iPHoP-RF;67.30

90.9 blast;93.30 iPHoP-RF;72.40

96.2 blast;97.30 iPHoP-RF;73.20

99.1 iPHOP-RF;96.40 RaFAH;90.70

91.7 blast;94.00 iPHoP-RF;90.10

95.3 iPHOP-RF;96.70

98.8 CRISPR;99.10 blast;96.90 iPHOP-RF;92.80
99 blast;96.60 RaFAH;87.50 CRISPR;82.60 iPHoP-RF;77.80

90.1 blast;92.60 iPHoP-RF;75.70

93.1 iPHOP-RF;95.10

93.9 blast;95.70 iPHoP-RF;94.70 CRISPR;93.00

97.8 CRISPR;98.40 blast;96.90 iPHOP-RF;88.20

95.9 blast;97.10 iPHoP-RF;97.10 CRISPR;75.50

90.8 blast;93.20 iPHoP-RF;64.80

97.9 blast;96.20 iPHoP-RF;92.80 RaFAH;79.80

95.4 blast;96.80 iPHoP-RF;96.10

96.7 blast;93.20 CRISPR;89.80 iPHOP-RF;87.90 RaFAH;83.30

99.6 iPHOP-RF;97.10 blast;96.90 RaFAH;92.40

95.9 CRISPR;97.10 blast;91.40 iPHOP-RF;85.10

91.6 blast;93.90 iPHoP-RF;83.90

100 RaFAH;98.70 blast;96.80 iPHoP-RF;92.80

99.4 blast;97.60 iPHoP-RF;96.70 RaFAH;89.00 CRISPR;53.90

91.1 blast;93.50 iPHoP-RF;53.30

91.8 iPHOP-RF;89.50 blast;81.20 RaFAH;71.80

99.9 blast;98.50 iPHoP-RF;92.40 RaFAH;92.30




S2-wms-combined_229529
517-wms-combined_171305
S2-wms-combined_238929
517-wms-combined_185239
517-wms-combined_186314
S2-wms-combined_31084
S2-wms-combined_58121
52-wms-combined_6605
512-wms-combined_25459
S2-wms-combined_85381
S2-wms-combined_93845
S2-wms_128831
S2-wms_128962
S2-wms_130687
517-wms-combined_72837
S2-wms_140033
S2-wms_156439
512-wms-combined_270839
517-wms-combined_95360
S2-wms_79304
S3-wms-combined_73262
512-wms-combined_297545
S3-wms_22744
S2-wms-combined_116221
S53-wms_23958
S4-wms-combined_113721
S2-wms-combined_126440
512-wms-combined_31761
S4-wms-combined_14411
512-wms-combined_320262
52-wms-combined_127080
S4-wms-combined_17284
S2-wms-combined_13246
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S4-wms-combined_47565
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S4-wms_141607
S2-wms-combined_157934.
S4-wms_161443
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S2-wms-combined_159670
S4-wms_62635

55-wms-combined_145067
S2-wms-combined_185494
55-wms-combined_178432
S2-wms-combined_191613
55-wms-combined_18356
512-wms-combined_52101
55-wms-combined_207291
S2-wms-combined_199384
S2-wms-combined_200390
5-wms-combined_39793
55-wms-combined_52741
512-wms-combined_75733
5-wms-combined_59064
55-wms-combined_66017
S5-wms-combined_7292
55-wms-combined_73301
S2-wms-combined_225908
5-wms-combined_83370
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S2-wms-combined_24549
55-wms-combined_98202
S2-wms-combined_25727
512-wms_184276
S12-wms_223235
52-wms-combined_52568
512-wms_336780
S2-wms-combined_5791
S2-wms-combined_62839
S2-wms-combined_72725
S2-wms-combined_74387
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S2-wms-combined_7756
517-wms-combined_253499
517-wms-combined_258087
517-wms-combined_39687
517-wms-combined_56006
517-wms-combined_56061
517-wms-combined_66123
S5-wms-combined_108794
517-wms-combined_75892
55-wms-combined_66662
55-wms-combined_72410
S2-wms-combined_122457
55-wms-combined_90315
S2-wms-combined_135014
52-wms-combined_147065
52-wms-combined_158821
S2-wms-combined_181849
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na
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Uroviricota
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Phixviricota
Uroviricota
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Uroviricota
Uroviricota
na.
Uroviricota
Uroviricota
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na.
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na.
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na.
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na.
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Caudoviricetes
Caudoviricetes
Caudoviricetes
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na.
Caudoviricetes
Caudoviricetes
na.
Caudoviricetes
Caudoviricetes
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Caudoviricetes
Malgrandaviricetes
Caudoviricetes
na.
Caudoviricetes
Caudoviricetes
na.
Caudoviricetes
Caudoviricetes
Caudoviricetes
na.
Caudoviricetes
Caudoviricetes
na.

na.
Caudoviricetes
Caudoviricetes
na.
Caudoviricetes
na.
Caudoviricetes
na.
Caudoviricetes
na.
Caudoviricetes
na.
Caudoviricetes
Caudoviricetes
Caudoviricetes
na.
Caudoviricetes
Caudoviricetes
Caudoviricetes
Caudoviricetes
Caudoviricetes
Caudoviricetes
na.

Unclassified
na.
Unclassified
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Autographiviridae
na

na
Peduoviridae
Undlassified
Microviridae
na

na

na

na
Undlassified
Uncla

na
Undlassified
na
Undlassified

na.
na.
na.
Unclassified

Unclassified
Unclassified

Unclassified

Unclassified
Unclassified

Unclassified
o

o

na.

Unclassified
Unclassified
na.
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Unclassified
Unclassified

Unclassified

Unclassified
Unclassified
Unclassified
na.

o

o
Unclassified
Unclassified
Unclassified
na.

na.
Unclassified

Boor

Unclassified
o

o

na.

na.
Unclassified
Unclassified
na.

o

o

na.

o

o
Unclassified
na.
Unclassified

na.
Unclassified
na.

o

na.
Unclassified
Unclassified
Unclassified
Unclassified
Unclassified
Unclassified

Unclassified

Unclassified
na.

na
na

na
Eponavirus
o

Unclassified
Unclassified
Unclassified

na
o
Dybvigvirus
Unclassified

Lagaffevirus
o

o

na

o

o
Unclassified
na

na
Unclassified
o

o

Lughvirus
na

na

na

Unclassified

na
o
o
Unclassified

Unclassified
na

na
Unclassified
Cohcovirus

Lagaffevirus
o

o

na

na

Evevirus

Unclassified
na
Unclassified
o

o

o
Unclassified

500000000003

96.75
87.71
8236
2558
17.49

100
21.03
3683

1266
476
89.76
3239
1931
3864
977
9.67
25.09
97.18
83.01
98.39
66.23
97.65
58.74
53.86
100
6027
5293
99.97
100
99.85
99.16
40.03

d_Bacteria;

d_Bacteria
d_Bacteria
d_Bacteria

d_Bacteria
d_Bacteria

ip_| . Lt |

_Bacteroides

Firmicutes;c_Clostridiajo_Oscillospirales;f__Oscillospiraceae;g_CAG-170
,_Firmicutes;c_Clostridia;o__Oscil o i

_Firmicutes;c_Clostridia;o__Lachnospirales;f_Lachnospiraceae;g_ Acetivibrio_A
i _Bacteroides

,_Firmicutes;c_Clostridia;o__Oscil

| | | _Ril _Alistipes
,_Firmicutes;c_Clostridia;o__Lachnospirales;f_Lachnospiraceae;g__CAG-81

,_Firmicutes;c_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__ER4

- | | _Escherichia
| | | - _Prevotella
,_Firmicutes;c_Clostridia;o__Oscil 7 n
,_Firmicutes;c_Clostridia;o__Oscillospirales;f__Ruminococcaceae;g__Gemmiger
Firmicutes;c_Clostridiajo_Lachnospirales;f_Lachnospiraceae;g__Blautia_A
| idia;o_t - ,_Bacteroides
,_Firmicutes;c_Clostridia;o__Oscillospirales;f__Oscillospiraceae;g__CAG-83
_Firmicutesic_| _Veil | ,_Dialister
G iiajo__C ,_Eggerthella
| | - _Bacteroides
_Bacteroides

,_Firmicutes;c_Clostridia;o__Oscil

_Firmicutes;c_Clostridiajo_L n i ) i
aj0_Oscillospirales;f__Oscillospiraceaeig_CAG-170

Firmicutes;
,_Firmicutesic__( aj0_Oscillospirales;f__Ruminococcaceaeig_Gemmiger
_Firmicutes;c_Clostridiajo_L L _

p_Firmicutes;c__Clostridiaso_Lachnospirales;f_Lachnospiraceaejg__COE1
| | idia;o_t - __Marseille-P3160
| | | - _Alistipes

sp_Firmicutes;c__Clostridiajo_Oscil n »

sp_Firmicutes;c_Clostridiajo_O: n N
| | idia;o_t - _Alistipes

sp_Firmicutes;c__Clostridiajo_Oscil n »
| | idia;o_t - _Prevotella

ip_ - jo_J | |
_Prevotella

,_Firmicutes;c__Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__An92

,_Firmicutes;c__Clostridia;o__Lachnospirales;f_Lachnospiraceae;g__Dorea_A

,_Firmicutes;c_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__ER4
Cori iiajo__C

| | - _Prevotella
Firmicutes;c_Clostridiajo_Lachnospirales;f_Lachnospiraceae;g__Roseburia

| | | - _Prevotella
,_Firmicutes;c__Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__ CAG-83
,_Firmicutes;c_Clostridia;o__Lachnospirales;f_Lachnospiraceae;g_Blautia_A

,_Firmicutes;c_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__CAG-83

,_Firmicutes;c_Clostridia;o__Oscil o o
_Firmicutesic_| _Veil | ,__Dialister
| | | - _Alistipes
_Firmicutes;c_Clostridiajo_L ) ) i
| - | | _Escherichia
,_Firmicutes;c_Clostridia;o__Oscillospirales;f_Ruminococcaceae;g__UBA3818
| | idia;o_t - _Bacteroides
sp_Firmicutes;c__Clostridiajo_Oscil n o
_Firmicutes;c_Clostridiajo_L | |
ip_ - Acti jo_J | |
,_Verrucomicrobiota;c_Vern _Vern _

i ;_Bamesiella

| | _Bacteroides
Firmicutes;c_Clostridia;o__C o

_Firmicutes;c_Clostridia;o__O: _ u
Firmicutes;c_Clostridiajo_Lachnospirales;f_Lachnospiraceae;g__Dorea_A
;p_Firmicutesic__Clostridiaso_Oscillospirales;f_Acutalibacteraceae;g__CAG-217

i _Bacteroides

;p_Firmicutes;c__Clostridiajo_E | |
,_Firmicutes;c_Clostridia;o__Oscil o

ip_E | | - _Bacteroides
,_Firmicutes;c__Clostridia;o__Christensenellales;f__CAG-74;g_Ventricola
Cori c

| - _Adlercreutzia
_Firmicutes;c_Clostridia;o__O: | i )
aj0__Oscillospirales;f_Oscillospiraceaeg_F23-802
aj0_Oscillospirales;f__Ruminococcaceae;g__UMGS363
_Firmicutes;c_Clostridiajo_L L .
Firmicutes;c_Clostridiajo_Oscillospirales;f__Ruminococcaceae;g_Gemmiger
Firmicutes;c__Clostridiajo_Oscil o i
_Firmicutes;c_Clostridiajo__L L idium_A

aj0__0:

,_Firmicutes;c_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__ HGM12998

,_Firmicutes;c_Clostridiao__( | i
Firmicutes;c_Clostridiajo__O: = o
,_Firmicutes;c_Clostridia;o__Oscil o o
| | idia;o_t - _Alistipes
_Firmicutesic_| ) | ,__Dialister
_Bacteroides

sp_Firmicutesic__Clostridia;o_L L |
sp_Firmicutesic__Clostridiajo_O:

99.9 blast;96.90 iPHoP-RF;96.70 RaFAH;96.10

98.7 CRISPR;99.00 blast;98.50 iPHoP-RF;96.40

91.4 blast;93.70 iPHoP-RF;78.30

91.4 blast;93.70 iPHoP-RF;83.60

99.6 CRISPR;99.60 iPHoP-RF;97.10 blast;96.90
90 blast;92.50 iPHoP-RF;69.10

91.4 blast;93.70 iPHoP-RF;82.50

95.6 blast;96.90 iPHoP-RF;96.70

93.8 blast;95.60 iPHoP-RF;80.60

98.7 CRISPR;99.00 blast;91.30 iPHoP-RF;81.90

95.6 RaFAH;96.90

91.8 RaFAH;94.10

99.7 CRISPR;98.90 blast;96.90 iPHOP-RF;92.40 RaFAH;85.50
95.2 blast;96.60 iPHoP-RF;74.80

93.8 blast;90.60 RaFAH;76.60 iPHOP-RF;62.50

100 RaFAH;99.60 blast;96.80 iPHoP-RF;95.70

92.5 blast;94.60 iPHoP-RF;79.80

97.2 CRISPR;98.00 blast;96.90 iPHOP-RF;93.70

94.9 CRISPR;96.40 RaFAH;50.20

100 RaFAH;99.80 blast;93.60 iPHoP-RF;79.80 CRISPR;67.80
99.9 RaFAH;98.50 blast;90.90 iPHOP-RF;65.60

97.2 CRISPR;98.00 blast;60.70 iPHOP-RF;52.00

95.6 blast;96.90 iPHoP-RF;61.10

94.2 blast;95.90 iPHoP-RF;58.70

95.6 blast;96.90 iPHoP-RF;92.80 CRISPR;57.80

92.7 blast;94.80 iPHoP-RF;71.30

93.6 blast;95.50 iPHoP-RF;70.20

98.4 CRISPR;98.80 iPHoP-RF;68.90

97.8 blast;98.40 iPHoP-RF;97.10

98.8 CRISPR;99.10 blast;93.50 iPHoP-RF;89.50

95.3 iPHOP-RF;96.70 CRISPR;96.00 blast;95.40

60 iPHOP-RF;92.80 CRISPR;87.50

95.7 blast;97.00 iPHoP-RF;78.00 CRISPR;67.90
96.2 blast;97.30 iPHoP-RF;90.80
99.9 CRISPR;99.60 iPHoP-RF;97.10 blast;96.80 RaFAH;71.10
95.6 blast;96.90 iPHoP-RF;73.50
93.5 blast;95.40 iPHoP-RF;76.60
97.6 CRISPR;98.30 iPHOP-RF;95.40 blast;92.00
95.6 blast;96.90 iPHoP-RF;70.20
96.9 blast;97.80
100 blast;97.80 RaFAH;97.50 iPHoP-RF;78.50
100 RaFAH;98.90 iPHOP-RF;97.10 blast;91.30
98.4 CRISPR;98.80 blast;96.40 iPHOP-RF;79.00
98.8 CRISPR;98.90 iPHoP-RF;92.80 blast;89.30 RaFAH;59.00
99.6 CRISPR;99.60 iPHoP-RF;78.00
94.7 blast;96.30 CRISPR;93.50 iPHOP-RF;91.40
91.6 blast;93.90 iPHoP-RF;88.20
100 CRISPR;98.90 RaFAH;95.20 iPHOP-RF;93.70 blast;90.40
97.6 blast;98.30 iPHoP-RF;82.80
98.8 CRISPR;97.70 iPHOP-RF;97.10 blast;96.50 RaFAH;80.80
98.4 RaFAH;98.30 blast;64.
95.6 blast;96.90 iPHoP-RF;95.70 CRISPR;53.80
96.3 CRISPR;97.40 blast;96.90 iPHOP-RF;90.10
95.9 iPHOP-RF;97.10 blast;91.90 CRISPR;84.60
95.2 blast;96.60 iPHoP-RF;70.60
98.8 iPHOP-RF;97.10 blast;96.40 RaFAH;85.20 CRISPR;70.30
903 blast;92.80 iPHoP-RF;62.20
100 RaFAH;99.80 iPHOP-RF;95.70 blast;91.90
91.4 blast;93.70 iPHoP-RF;73.50
92 CRISPR;94.20 iPHOP-RF;67.50
916 blast;93.90 iPHoP-RF;93.40 CRISPR;76.80
100 RaFAH;99.50 CRISPR;98.80 blast;96.90 iPHoP-RF;81.60
94.6 blast;96.20 iPHoP-RF;69.80
100 RaFAH;97.60 blast;96.90 iPHoP-RF;96.10
90.7 blast;93.10 iPHoP-RF;82.20
98.5 CRISPR;98.90 blast;96.60 iPHOP-RF;89.80
94.6 blast;96.20 iPHOP-RF;93.10 CRISPR;58.60
95.6 blast;96.90 CRISPR;93.30 iPHOP-RF;79.00
99.4 blast;96.90 iPHoP-RF;96.70 RaFAH;91.90
92.6 blast;94.70 iPHoP-RF;86.70 CRISPR;77.00
909 blast;93.30
99.4 RaFAH;99.50
94.7 blast;96.30 iPHoP-RF;74.60
93.1 blast;95.10 iPHoP-RF;66.80
95.3 blast;96.70 iPHoP-RF;74.80 CRISPR;67.70
92.3 blast;94.50 iPHoP-RF;80.30
95.3 blast;96.70 iPHoP-RF;93.10
92.1 CRISPR;94.30
97.6 blast;98.30 iPHoP-RF;87.30 CRISPR;73.60
91.4 blast;93.70 iPHoP-RF;75.40
94.3 blast;96.00 iPHoP-RF;82.50
95.4 blast;96.80 iPHoP-RF;95.1
96.9 blast;96.70 iPHoP-RF;91.10 CRISPR;86.00 RaFAH;66.20
97.2 CRISPR;98.00 blast;95.10 iPHoP-RF;90.80
98.2 RaFAH;98.70
95.2 blast;96.60 iPHoP-RF;89.20
100 RaFAH;98.90 blast;96.90 iPHoP-RF;87.00 CRISPR;67.80
98.5 blast;98.90
90.6 blast;91.80 iPHoP-RF;85.40 CRISPR;73.10 RaFAH;S7.20
95.6 blast;96.90 iPHoP-RF;89.50
91.4 blast;93.70 iPHoP-RF;77.50
97.2 blast;98.00 iPHoP-RF;88.50
90.8 blast;93.20 iPHoP-RF;72.60
91.6 blast;93.90 iPHoP-RF;56.50
98.8 RaFAH;96.10 blast;88.90
100 RaFAH;97.60 blast;96.90 CRISPR;96.10 iPHoP-RF;92.40
100 RaFAH;97.00 blast;96.90 iPHoP-RF;95.10 CRISPR;58.20
915 blast;93.80 iPHoP-RF;63.50
95.6 blast;96.90 CRISPR;95.80 iPHOP-RF;87.30




S52-wms-combined_201205
S2-wms-combined_204225
52-wms-combined_207000
S2-wms-combined_84608
S2-wms_246296
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S2-wms_6424
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S7-wms-combined_169375
S7-wms-combined_174935
S7-wms-combined_185016
S7-wms-combined_189250
S7-wms-combined_190281
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o 82.22 d_Bacteria;p_Verrucomicrobiotaic_ Verrt _Vern L _
na 6.16 d_Bacteria;p_Firmicutesc_Clostridiajo_L L | A
o 92.52 d_Bacteriap_Firmicutes;c__Clostridiajo_L L .
o 2112 d_Bacteriap_| - | | _Sutterella
na 98.04 d_Bacteria;p_Firmicutesic_Clostridia;o_Lachnospirales;f_Lachnospiraceae;g__Roseburia
na 1084 d_| | | idia;o_ _Ril _Alistipes
o 831 d_Bacteria;p_§ | | | _Bacteroides
o 1175 | - jo__ | |
o 27.39 ,_Firmicutes;c_Clostridia;o__Oscillospirales;f__Ruminococcaceae;g__Gemmiger
na 7.99 _Firmicutes;c_Clostridia;o_L L .
o 94.44 - Acti . | |
o 88.87 | | | - L
o 66.42 ,_Firmicutesic_| | .
o 87.01 _Firmicutes;c_Clostridiajo_L L |
o 25.83 -_Cori iiajo__C ;_Collinsella
o 86.97 | | idia;o_t - _Bacteroides
o 7049 | | | - _Prevotella
na 1016 ,_Firmicutes;c_Clostridia;o__Oscillospirales;f_Acutalibacteraceae;g__UBA1417
o 752 -_Bacillio_Erysipelotrichales;f_Erysipelotrichaceae;g__Clostridium_AQ
na ERE] Firmicutes;c_Clostridia;o_Oscillospirales;f__Oscillospiraceae;g__CAG-83
na 693 | idia;o_t _Ril _Alistipes_A
o 23.69 - | | i _Oxalobacter
na 15.25 | | - L
na 11.82 ,_Firmicutes;c_Clostridia;o__Oscil | . Rumi D
na 13 ,_Firmicutes;c__Clostridiajo_L | .
o 78.69 _Firmicutes;c_Clostridia;o__O: n »
o 88.99 Firmicutes;c_Clostridiajo_Clostridiales;f_Clostridiaceae;g_Clostridium
o 24.76 Firmicutes;c_Clostridiajo_Oscillospirales;f__Oscillospiraceaeig__
na 355 _Firmicutes;c_Clostridiajo_L L |
na 324 Firmicutes;c_Clostridiajo_L L | idium_A
o 99.32 Firmicutes;c_Clostridiajo__O: n »
o 99.14 -_Clostridia;o_Lachnospirales;f_Lachnospiraceae;g_Lachnospira
o 1343 _Firmicutes;c_Clostridiajo_L L | |
o 748 | . i _ P
na 366 ,_Firmicutes;c_Clostridia;o__Oscil o o
na 625 ,_Firmicutes;c__Clostridia;o__Lachnospirales;f_Lachnospiraceae;g__Roseburia
na 11.29 | idia;o_t _Ril
o 813 | | -
o 98.81 | | -
na 2593 c . = _C:
na 1623 o - . = ,_QAMIOL
o 99.77 Firmicutes;c_Clostridiajo_Lachnospirales;f_Lachnospiraceae;g__Blautia_A
na 36 ,_Firmicutes;c_Bacilli;o__Erysipelotrichales;f_Erysipelotrichaceae;g__Clostridium_AQ
na 459 ,_Firmicutes;c_Clostridia;o__Oscil o i
na 375 Firmicutes;c_Clostridiajo_Oscil _o:
na 76.97 Firmicutesc_Bacillizo__L L |
Unclassified 96.19 Firmicutes;c_Clostridiajo__O: _ _
na 851 ,_Firmicutes;c_Clostridia;o__Oscil o i o
o 119 -_Cori iiajo__C | ,_Eggerthella
na 99.85 | | - _Bacteroides
Unclassified 127 - C ;_Collinsella
na 223 _Firmicutes;c_Clostridia;o__O: n o
Eponavirus 5035 _Firmicutes;c_Clostridiajo_L L .

2024 Firmicutes;c_Clostridiajo_Oscil o o
Phitrevirus 37.52 | | | | ;__Bilophila
o 99.25 d_Bacteriap_Firmicutesic_Clostridiajo_L L |
Toutatisvirus 26.53 d_Bacteriap_Firmicutes;c__Clostridiajo__O: u o
na | | idia;o_t - ,_Bacteroides
na ,_Firmicutes;c_Clostridia;o__Oscil n o
na Firmicutes;c__Clostridiajo_( | _
o ,_Firmicutes;c__Clostridia;o__Lachnospirales;f_Lachnospiraceae;g_Roseburia
na ,_Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospiraceae;g_ Marseille-P3106
o _Firmicutes;c_Clostridia;o__O: n
o | idiajo_t -
o ,_Firmicutes;c_Clostridia;o__Oscil n
na _Firmicutesic_| 3 |
na | idia;o_t - _Alistipes
na ,_Proteobacteriac_ Alphaproteobacteriajo__RF32;f__CAG-239;g__CAG-267
na | idia;o_ - _Bacteroides
na | | - _Alistipes
o ,_Firmicutes;c_Clostridia;o__Oscil n »
o | idiajo_t - _Prevotella
o _Firmicutes;c__Clostridiajo_L | |
Unclassified | idia;o_t - _Marseille-P3160
na | | - _Bacteroides
o Firmicutes;c_Clostridiajo_Lachnospirales;f_Lachnospiraceae;g__Dorea_A
o | idia;o_ _Ril _Alistipes

| idia;o_t - _Bacteroides

Taranisvirus Firmicutes;c__Clostridiajo_Oscil n o
na _Firmicutes;c_Clostridiajo_L L _F
na Firmicutes;c_Clostridiajo_Christensenellales;f__CAG-74;g__UBA11524
Toutatisvirus Firmicutes;c_Clostridiajo_Oscillospirales;f__Ruminococcaceae;g_Gemmiger
na | idia;o_t - _Bacteroides
na - | |
na Firmicutes;c_Clostridiajo__O: n N
o ,_Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospiraceae;g_ CAG-103
na | idia;o_t _Ril _Alistipes
na - . |
o ,_Firmicutes;c_Clostridia;o__Christensenellales;f__CAG-74;g__UBA11524
o -__Acti jo__ |
na ,_Firmicutes;c_Clostridia;o__Lachnospirales;f_Lachnospiraceae;g_Blautia_A
o ,_Firmicutesic_Clostridia;o__Lachnospirales;f_Lachnospiraceae;g_Lachnospira
na Firmicutes;c_Clostridia;o_L L | i
na | idia;o_t - _Alistipes
na d_Bacteriap_J - . | |
na 10.64 d_Bacteria;p_Firmicutes;c_Bacillizo_| _En |
o - Acti . | ;|
o | | - _Bacteroides
Unclassified i | - Cori iiajo__C G ;_Collinsella
na d_Bacteriap_J - Cori G G ;_Collinsella
o 293 d_Bacteria;p_Firmicutesic_Clostridiajo_L L _

100 CRISPR;99.30 blast;96.80 RaF AH;96.70 iPHoP-RF;68.60
91.6 blast;93.90 iPHoP-RF;79.30
93.4 blast;95.30 iPHoP-RF;93.70
95.6 blast;96.90 iPHoP-RF;90.80 CRISPR;79.90
100 CRISPR;98.90 blast;94.40 RaF AH;93.70 iPHoP-RF;92.80
95.6 blast;96.90 iPHoP-RF;96.70
93.6 RaFAH;95.50
95.3 blast;96.70 iPHoP-RF;96.40 CRISPR;94.80
94.2 blast;95.90 iPHOP-RF;76.60 CRISPR;S5.10
92.1 blast;94.30 iPHoP-RF;92.10
99.3 blast;98.30 iPHoP-RF;97.10 CRISPR;83.00 RaFAH;81.50
100 RaFAH;99.50 blast;89.70 iPHoP-RF;87.00
98.2 CRISPR;98.70 blast;96.80 iPHOP-RF;92.40
95 blast;96.50 iPHOP-RF;79.50
98.7 CRISPR;99.00 blast;96.80 iPHoP-RF;89.20
95.6 blast;89.90 iPHoP-RF;86.30 RaFAH;84.50
97.3 blast;96.90 iPHoP-RF;94.40 RaFAH;69.20 CRISPR;50.60
91 blast;93.40 iPHoP-RF;64.50
95.9 blast;97.10 CRISPR;90.20 iPHOP-RF;75.20
91 blast;93.40 iPHoP-RF;86.70
92.1 blast;94.30 iPHoP-RF;69.10
90.9 blast;93.30 iPHoP-RF;69.80
94.9 iPHOP-RF;96.40 blast;91.70
95.6 blast;96.90 iPHoP-RF;82.50
90.8 blast;93.20 iPHoP-RF;77.30
95.7 blast;96.90 iPHoP-RF;88.90 RaFAH;51.90
95.4 RaFAH;96.80
90.8 blast;93.20 iPHoP-RF;85.40
91.6 blast;93.90 iPHoP-RF;73.50
93.2 blast;95.20 iPHoP-RF;84.50
100 RaFAH;99.60 blast;96.10 iPHoP-RF;79.30 CRISPR;S5.70
99.9 CRISPR;98.80 RaFAH;92.10 blast;84.30 iPHoP-RF67.70
91.6 blast;93.90 iPHoP-RF;62.20
95.6 blast;96.90 iPHoP-RF;64.80
91.2 blast;93.60 iPHoP-RF;59.50
92.6 iPHOP-RF;94.70
97 blast;97.90 iPHoP-RF;94.70
99.4 blast;96.90 iPHoP-RF;96.70 RaFAH;91.40 CRISPR;57.80
100 RaFAH;97.10 blast;96.90 iPHoP-RF;93.70
98.8 RaFAH;99.10
903 blast;92.80
96.7 blast;92.60 RaFAH;84.50
94.6 blast;96.20 iPHoP-RF;73.70
92.6 iPHOP-RF;94.70 blast;93.60
90.8 blast;93.20
100 blast;98.70 RaFAH;95.70 iPHOP-RF;77.10
99.7 blast;98.00 CRISPR;97.80 RaFAH;93.50 iPHoP-RF 88.20
91.1 blast;93.50 iPHoP-RF;52.80
94.6 blast;96.20
100 RaFAH;99.00 iPHOP-RF;97.10 blast;96.60
97.5 CRISPR;98.20 blast;95.40 iPHOP-RF;77.10
99.6 blast;96.80 RaFAH;93.40 iPHOP-RF;93.10 CRISPR;73.10
91.6 blast;93.90 iPHoP-RF;77.50
97.9 iPHOP-RF;93.70 blast;91.90 RaFAH;88.40
94.2 blast;95.90 iPHOP-RF;92.40 CRISPR;66.40
91.6 blast;93.90
97.6 blast;98.30 CRISPR;97.70 iPHOP-RF;86.70
99 iPHOP-RF;96.40 blast;92.30 RaFAH;88.60
96.2 blast;96.90 iPHoP-RF;78.00 RaFAH;56.20
98.4 CRISPR;92.30 RaFAH;92.10 blast;92.10 iPHoP-RF;80.30
99.3 RaFAH;94.70 blast;87.00 iPHOP-RF;77.10
91.2 blast;93.60
91 blast;93.40 iPHoP-RF;86.00
99.6 blast;96.90 iPHoP-RF;96.70 RaFAH;94.30
99 blast;96.90 iPHOP-RF;92.10 RaFAH;87.90
94.9 blast;96.40 CRISPR;86.10 iPHOP-RF;77.30
99 iPHOP-RF;97.10 blast;96.60 RaFAH;85.90
90.6 blast;93.00 iPHoP-RF;84.50
99.7 iPHOP-RF;97.10 blast;96.90 RaFAH;95.40
96.6 CRISPR;97.60 iPHOP-RF;97.10 blast;96.70
93.2 CRISPR;95.20 blast;94.40 iPHOP-RF;92.80
91.7 RaFAH;94.00
912 blast;93.60 iPHoP-RF;92.40 CRISPR;53.80
97.5 CRISPR;98.20 iPHoP-RF;69.80
100 RaFAH;99.70 blast;92.10 iPHoP-RF;90.50 CRISPR;53.10
95.3 blast;96.70 iPHoP-RF;94.40
100 RaFAH;98.50 blast;97.20 iPHoP-RF;96.40
99.9 RaFAH;99.80 iPHOP-RF;57.60
99.7 CRISPR;98.50 blast;96.60 RaFAH;90.40 iPHoP-RF 85.70
91.6 blast;93.90 iPHoP-RF;83.90
95.6 blast;96.90 iPHoP-RF;94.70
916 blast;93.90 iPHoP-RF;88.90 CRISPR;69.70
100 RaFAH;99.30 iPHOP-RF;97.10 blast;92.40
99.7 CRISPR;99.40 iPHoP-RF;97.10 blast;96.80 RaFAH;72.30
95.6 blast;96.90 iPHoP-RF;88.20
93.5 CRISPR;95.40
97.5 CRISPR;98.20 blast;98.10 iPHOP-RF;97.10
95.2 blast;96.60 CRISPR;91.70 iPHOP-RF;81.90
95.6 blast;96.90 iPHoP-RF;93.40
99 CRISPR;99.20 blast;96.90 iPHoP-RF;95.70 RaFAH;50.40
94.5 blast;96.10 iPHoP-RF;94.10
98.7 CRISPR;99.00
91.4 blast;93.70 iPHoP-RF;86.30
95.2 blast;96.60 iPHoP-RF;93.70
97.9 CRISPR;98.50 iPHOP-RF;97.10 blast;96.70
94.7 blast;96.30
96.3 CRISPR;97.40 blast;97.30 iPHOP-RF;97.10
100 RaFAH;99.70 blast;95.30 iPHoP-RF;95.10
98.7 CRISPR;99.00 blast;91.90 iPHoP-RF;80.00
96.2 CRISPR;97.30 blast;96.90 iPHOP-RF;86.30
95 blast;96.50 iPHOP-RF;77.50




S7-wms-combined_217226
S7-wms-combined_218379
S7-wms-combined_224523
S7-wms-combined_235165
S7-wms-combined_238231
S7-wms-combined_239784.
S7-wms-combined_26217
S7-wms-combined_28138
57-wms-combined_31068
S7-wms-combined_3669
S7-wms-combined_3697

57-wms-combined_62119
57-wms-combined_69024
57-wms-combined_71592
S7-wms-combined_72070
S7-wms-combined_74829
S7-wms-combined_84688
57-wms-combined_90393
57-wms-combined_90728

S8-wms-combined_134098
S8-wms-combined_146562
S8-wms-combined_164289
58-wms-combined_169835
S8-wms-combined_180957
S8-wms-combined_185611
S8-wms-combined_211119
S8-wms-combined_215102
S8-wms-combined_217866

S8-wms-combined_23583
S8-wms-combined_239791
S8-wms-combined_246185
S8-wms-combined_246389
58-wms-combined_25607
58-wms-combined_26087
S8-wms-combined_264711
S8-wms-combined_270362
58-wms-combined_40666
58-wms-combined_49369

58-wms-combined_68780

58-wms-combined_81597
S8-wms-combined_97848

59-wms-combined_2042
59-wms-combined_20485
59-wms-combined_26410
59-wms-combined_27311
59-wms-combined_28805
59-wms-combined_31456
59-wms-combined_33229
59-wms-combined_33230

59-wms-combined_53991
59-wms-combined_5526
59-wms-combined_64277
59-wms-combined_76274
59-wms-combined_93232
59-wms-combined_97755
59-wms-combined_9931
59-wms_104169
59-wms_114971
59-wms_19025
59-wms_64472

Shared

Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
na

na
Duplodnaviria
Duplodnaviria
na
Monodnaviria
Unclassified
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
na
Duplodnaviria
na
Duplodnaviria
Duplodnaviria
Duplodnaviria
na
Duplodnaviria

Duplodnaviria
Duplodnaviria
na
Duplodnaviria
na
na
Duplodnaviria
na
na
na
Duplodnaviria
Duplodnaviria
Duplodnaviria
na
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
na
Duplodnaviria

Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
Monodnaviria
Duplodnaviria
Duplodnaviria
na

na

Duplodnaviria
Duplodnaviria
Duplodnaviria

Duplodnaviria
Duplodnaviria
na

Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
na

Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
Duplodnaviria
Monodnaviria
Duplodnaviria
Duplodnaviria
na

Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
na

na
Heunggongvirae
Heunggongvirae
na

Sangenvirae

na
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
na
Heunggongvirae
na
Heunggongvirae
Heunggongvirae
Heunggongvirae
na
Heunggongvirae
Heunggongvirae
na
Heunggongvirae
Heunggongvirae
na
Heunggongvirae
na

na
Heunggongvirae
na

na

na
Heunggongvirae
Heunggongvirae
Heunggongvirae
na
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
na
Heunggongvirae

Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
Sangervirae
Heunggongvirae
Heunggongvirae
na

na
Heunggongvirae
Heunggongvirae
Heunggongvirae

Heunggongvirae
Heunggongvirae
na
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
na
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
Heunggongvirae
Loebvirae
Heunggongvirae
Heunggongvirae
na

Uroviricota
Uroviricota
Uroviricota
Uroviricota
na.
na.
Uroviricota
Uroviricota
na.
Phixviricota
na.
Uroviricota

Uroviricota
Uroviricota
Uroviricota
Uroviricota
na.
Uroviricota
na.
Uroviricota
Uroviricota
Uroviricota
na.
Uroviricota
Uroviricota
na.
Uroviricota
Uroviricota
na.
Uroviricota
na.
na.
Uroviricota
na.
na.
na.
Uroviricota
Uroviricota
Uroviricota
na.
Uroviricota
Uroviricota
Uroviricota
Uroviricota
Uroviricota
na.

Uroviricota

Caudoviricetes
Caudoviricetes
Caudoviricetes
Caudoviricetes
na.

na.
Caudoviricetes
Caudoviricetes
na.
Malgrandaviricetes
na.
Caudoviricetes
Caudoviricetes
Caudoviricetes
Caudoviricetes
Caudoviricetes
na.
Caudoviricetes
na.
Caudoviricetes
Caudoviricetes
Caudoviricetes
na.
Caudoviricetes
Caudoviricetes
na.
Caudoviricetes
Caudoviricetes
na.
Caudoviricetes
na.

na.
Caudoviricetes
na.

na.

na.
Caudoviricetes
Caudoviricetes
Caudoviricetes
na.
Caudoviricetes
Caudoviricetes
Caudoviricetes
Caudoviricetes
Caudoviricetes
na.
Caudoviricetes

Caudoviricetes
Caudoviricetes
Caudoviricetes

Uroviricota  Caudoviricetes
Uroviricota  Caudoviricetes
Uroviricota  Caudoviricetes
Phixviricota  Malgrandaviricetes
Uroviricota ~ Caudoviricetes  n.a.
Uroviricota  Caudoviricetes  n.a.
na na. na.
na na. na.
Uroviricota ~ Caudoviricetes  n.a.
Uroviricota ~ Caudoviricetes  n.a.
Uroviricota  Caudoviricetes  n.a.
na na. na.
na na. na.
na na. na.
na na. na.
Uroviricota  Caudoviricetes  n.a.
Uroviricota  Caudoviricetes  n.a.
na na. na.
Uroviricota ~ Caudoviricetes  n.a.
Uroviricota ~ Caudoviricetes  n.a.
Uroviricota  Caudoviricetes  n.a.
Uroviricota  Caudoviricetes  n.a.
na. na.
Caudoviricetes  na.
Caudoviricetes  na.
Caudoviricetes  na.
Caudoviricetes  na.
Caudoviricetes  na.
Caudoviricetes  na.
Caudoviricetes  na.
Caudoviricetes  na.
Caudoviricetes  na.
Uroviricota ~ Caudoviricetes  n.a.
Uroviricota ~ Caudoviricetes  n.a.
Uroviricota  Caudoviricetes  n.a.
na na. na.

Unclassified
na.
Microviridae

Unclassified
na.
na.
Unclassified

o
o

Unclassified
na.

na.

o

o

na.

o

o
Unclassified
Unclassified
Unclassified

o
Unclassified
na.

o

Unclassified
Unclassified

na.
Unclassified
Unclassified
o

na.

o

Unclassified

Unclassified
Unclassified

Unclassified
Unclassified
Unclassified
na.

Unclassified

Unclassified

Unclassified
o

na.

o

o

o

o

Unclassified
o

o
Unclassified
Unclassified
Unclassified

o
o

Unclassified
na

na
o

o

na

o

o
Unclassified

Mushuvirus
na

o

o
Unclassified
Unclassified
o

na
o

na

na

o

na

na

na
Eponavirus

500000300

o

na
na
na

o

Unclassified
Toutatisvirus

o
o
Mushuvirus
Toutatisvirus
na

na
Brigituirus

Unclassified

coooos00

Beepmuvirus
o

o
o
o

Inovirus

o

na

97.48
1697
99.68
18.87
3927

86.77
3933

7423
3076

44,89
1009

79.58
1088
94.46
99.06

94.95
63.18
87.21
93.11
69.22
25.89
92.98
8074

86.27
9837
91.87
57.26
4071
57.49

607
87.64
204

d_Bacteria;p_Verrucomicrobiota;c_Vern Verr

d_Bacteria;p_Firmicutesic__Clostridia;o_Oscillospirales;f_Acutalibacteraceae;g__CAG-180

d_Bacteria;p_Firmicutesic__Clostridia;o_O:
d_Bacteria;p_Firmicutesic__Clostridia;o_L

d_Bacteria;p_Firmicutesic__Clostridiajo_O: !
i ,__Bacteroides
tipes

d_Bacteriajp_{

,_Firmicutes;c_Clostridia;o__Oscil

d_Bacteria;p_Firmicutesic__Clostridia;o__Oscil o

_Bacteroides

| | - _Bacteroides
,_Firmicutes;c_Clostridia;o__Lachnospirales;f_Lachnospiraceae;g_Bariatricus

_Firmicutes;c_Clostridia;o__O:

,_Firmicutesic_| ) | ,__Dialister
,_Firmicutes;c_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g_ Marseille-P3106
| idia;o_t - _Bacteroides
_Bacteroides

d_Bacteria;p_Firmicutesic__Clostridia;o__Oscil

,_Bacteroides

d_Bacteria

,_Firmicutes;c_Clostridia;o__Oscil

_Firmicutes;c__Clostridiajo_L

| | - _Bacteroides
,_Firmicutes;c_Clostridia;o__Oscil | . Rumi jum_E
,_Firmicutes;c_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__ER4
Firmicutes;c_Clostridiajo__Christensenellales;f__CAG-138;g__UBA1685
,_Firmicutesic_Clostridia;o__Christensenellales;f__CAG-138;g_SFELOT
,_Firmicutes;c_Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__ CAG-83
,_Firmicutes;c_Clostridia;o__Christensenellales;f_( ;__Limiplasma
,_Firmicutes;c_Clostridia;o__Christensenellales;f__CAG-138;g__UBA1685
Firmicutes;c_Clostridiajo_Christensenellales;f__CAG-74;g__UBA11524
,_Firmicutes;c_Clostridia;o__Lachnospirales;f_Lachnospiraceae;g_Roseburia
,__Firmicutes;c__Clostridiajo_Christensenellales;f__CAG-138;g__UBA1685
,_Firmicutes;c_Clostridia;o__Oscil n o
| idia;o_ - _Alistipes_A
d_Bacteria;p, | | - _Bacteroides
d_Bacteria;p_Verrucomicrobiota;c_Vern _Vern _ _
Firmicutes;c_Clostridiajo_Oscillospirales;f__Oscillospiraceaeig__ER4
Firmicutes;c_Clostridiajo_Oscillospirales;f__Oscillospiraceaeig__UBA94TS
| idia;o_t _Ril _Alistipes
Firmicutes;c_ Clostridiajo_Christensenellales;f_CAG-138;g_SFELO1
| idiajo_t _Ril _Alistipes
,_Firmicutes;c_Clostridia;o__Oscillospirales;f__Oscillospiraceae;g__ CAG-103
,_Firmicutes;c_Clostridia;o__Oscillospirales;f__Ruminococcaceae;g__Gemmiger
,_Firmicutes;c_Clostridia;o__Oscillospirales;f__Oscillospiraceae;g__F23-802
| idia;o_t - _Prevotella
| | - _Bacteroides
| | - _Bacteroides
,_Firmicutes;c_Clostridia;o__Oscil n o
_Firmicutes;c_Clostridia;o__O: = o
,_Firmicutes;c_Clostridia;o__Oscillospirales;f__Ruminococcaceae;g__Gemmiger
| idiajo_t - ;_Bamesiella
,_Firmicutes;c__Clostridia;o__Oscillospirales;f_Oscillospiraceae;g__CAG-83
,_Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospiraceae;g__CAG-83
,_Firmicutes;c_Clostridia;o__Christensenellales;f__CAG-138;g__UBA1685
- o Rl A
Firmicutes;c_Clostridiajo_Oscillospirales;f__Oscillospiraceaeig_An92
_Firmicutes;c_Clostridiajo_L L w
Firmicutes;c_Clostridiajo_L L L
Firmicutes;c_Clostridiajo_Lachnospirales;f_Lachnospiraceaesg__Blautia_A
Firmicutes;c_Clostridiajo_Oscil o i o
,_Firmicutes;c_Clostridia;o__Oscil o o
-_Clostridia;o_L L o
Firmicutesc_Bacillizo__L s .
_Firmicutes;c_Clostridiajo__L L
,_Firmicutes;c_Clostridia;o__Oscillospirales;f_Acutalibacteraceae;g__Acutalibacter
| idia;o_t _Ril _ Alistipes
| | - ;_Bamesiella
| | - _Bacteroides
| | - _Bacteroides
_Firmicutes;c_Clostridiajo_L ) ) i
_Firmicutes;c_Clostridia;o__O: n =
| idia;o_t - _Bacteroides
| | - _Bacteroides
Firmicutesc_! ) | ,__Dialister
| | - _Alistipes
- | | _Escherichia
_Kiebsiella

3
H
\
s
gl
4
°
h

d_Bacteria;p_Firmicutesic__Clostridia;o_O:

d_Bacteria;p_Firmicutesic_| ;__Veillonella
d_Bacteria;p_Firmicutesic__Bacillizo_L

d_Bacteria;p_Firmicutesic__Clostridia;o_L L

100 CRISPR;99.50 RaFAH;97.70 iPHOP-RF;58.20
98.7 CRISPR;99.00 blast;96.60 iPHoP-RF;86.30
99.4 blast;96.80 iPHoP-RF;93.70 RaFAH;91.90
90.2 blast;92.70
95.6 blast;96.90 iPHoP-RF;77.50 CRISPR;68.00
99.3 iPHOP-RF;97.10 RaFAH;89.00 blast;88.60
100 RaFAH;98.00 blast;96.90 iPHoP-RF;88.90
98.7 CRISPR;99.00 blast;96.80 iPHOP-RF;91.10
915 blast;93.80 iPHoP-RF;81.90
915 blast;93.80 iPHoP-RF;87.60
98.8 iPHOP-RF;97.10 blast;96.90 CRISPR;95.90 RaFAH;84.30
100 RaFAH;99.70 iPHOP-RF;95.10 blast;93.90
100 RaFAH;98.60 iPHOP-RF;97.10 blast;96.90
98.8 blast;96.90 iPHoP-RF;96.40 CRISPR;93.30 RaFAH;84.80
91.6 blast;93.90 iPHoP-RF;75.90
98.1 blast;98.60 iPHoP-RF;92.40 CRISPR;61.00
96.2 iPHOP-RF;97.10 blast;96.90 CRISPR;55.90 RaFAH;52.60
97.3 CRISPR;97.40 blast;96.80 iPHOP-RF;94.70 RaFAH;63.90
91.6 blast;93.90 iPHoP-RF;86.70
99.4 iPHOP-RF;97.10 blast;91.80 RaFAH;91.30
100 RaFAH;98.90 iPHOP-RF;96.70 blast;91.80
99.4 RaFAH;99.50
98.4 blast;96.40 RaFAH;82.90 iPHOP-RF;60.30
98.7 CRISPR;99.00 blast;97.40 iPHoP-RF;93.70
90.3 blast;92.80 iPHoP-RF;86.00
99.7 CRISPR;99.70 iPHoP-RF;73.50
97.6 CRISPR;98.30 iPHoP-RF;92.40
915 blast;93.80 iPHOP-RF;67.00 CRISPR;57.40
95.2 blast;96.60 iPHoP-RF;76.10
93 blast;95.00 iPHoP-RF;82.80 CRISPR;70.40
94.5 blast;96.10 iPHoP-RF;79.00 CRISPR;71.90
95.6 blast;96.90 iPHoP-RF;64.30
30 iPHOP-RF;84.50 CRISPR;57.90

95.9 blast;97.10 iPHoP-RF;77.50 CRISPR;68.50
95.6 blast;96.90 iPHoP-RF;94.70
96.3 CRISPR;97.40 blast;68.80
93.5 blast;95.40 CRISPR;93.90 iPHOP-RF;88.20
100 CRISPR;98.40 RaFAH;98.00 blast;92.30 iPHoP-RF;88.50
903 blast;92.80 iPHoP-RF;81.60 CRISPR;68.00
96.3 iPHOP-RF;95.10 RaFAH;73.50
98.4 CRISPR;98.80 blast;96.90 iPHOP-RF;81.10
91.6 blast;93.90 iPHoP-RF;64.50
91.2 blast;93.60 iPHoP-RF;68.90
98.7 blast;96.90 iPHoP-RF;91.40 RaFAH;83.40
90.9 blast;93.30 iPHoP-RF;74.80
100 RaFAH;97.30 blast;96.90 iPHoP-RF;90.10
97.2 CRISPR;98.00 blast;94.30 iPHoP-RF;83.60
94 blast;95.20 iPHOP-RF;61.70 RaFAH;56.00
94.6 blast;96.20 iPHoP-RF;58.40
99.3 blast;96.90 iPHoP-RF;91.40 RaF AH;90.60
100 RaFAH;99.50 blast;95.10 iPHoP-RF;85.40
98.8 RaFAH;92.20 blast;92.00 iPHOP-RF;62.20
100 RaFAH;99.50 CRISPR;97.80 blast;95.40 iPHoP-RF;77.30
92 CRISPR;94.20 blast;94.00 iPHoP-RF;83.30
91.6 blast;93.90 iPHoP-RF;84.50
94.6 blast;96.20 iPHoP-RF;68.20
92.7 blast;86.00 RaFAH;81.50 iPHOP-RF;63.00
90.9 blast;93.30 iPHoP-RF;77.30
97.3 blast;98.10 iPHOP-RF;76.60 CRISPR;S5.40
96.3 iPHOP-RF;97.10 blast;96.70 CRISPR;91.70 RaFAH;S5.50
93 blast;95.00 iPHOP-RF;60.10
95.4 blast;96.80 CRISPR;91.30 iPHOP-RF;91.10
95 blast;96.50 iPHOP-RF;87.60 CRISPR;52.20
91.4 blast;93.70 iPHoP-RF;80.00
903 blast;92.80 iPHoP-RF;72.80
90.7 iPHOP-RF;93.10 blast;92.10 CRISPR;71.70
95.2 CRISPR;96.60 blast;95.10 iPHoP-RF;93.40
100 RaFAH;99.70 CRISPR;99.00 iPHOP-RF;97.10 blast;96.90
95.4 blast;96.80
91.4 blast;93.70 iPHoP-RF;76.10
99 blast;96.10 RaFAH;89.50 iPHOP-RF;68.40
97.6 CRISPR;97.40 blast;96.90 iPHOP-RF;83.60 RaFAH;68.00
99.1 iPHOP-RF;97.10 blast;96.10 RaFAH;87.90
100 RaFAH;99.10 iPHOP-RF;96.40 blast;92.10
95 CRISPR;96.50 blast;91.10 iPHoP-RF;88.90
96.2 blast;97.30 iPHoP-RF;85.10 CRISPR;59.60
99.4 blast;96.80 iPHoP-RF;96.40 RaFAH;92.80
100 RaFAH;97.80 blast;96.50 iPHoP-RF;96.40
95.4 blast;96.80 iPHoP-RF;91.80 CRISPR;60.90
99.3 blast;96.80 iPHoP-RF;93.10 RaFAH;90.40
100 RaFAH;97.50 blast;96.90 iPHoP-RF;74.30
99.4 CRISPR;98.60 iPHOP-RF;93.70 blast;92.70 RaFAH;81.60
98.2 CRISPR;98.70 blast;96.90 iPHOP-RF;59.00
91 blast;93.40 iPHoP-RF;57.60
95.4 blast;96.80 iPHoP-RF;92.10
91.6 blast;93.90 CRISPR;84.10 iPHOP-RF;79.50
98.4 blast;95.00 RaFAH;88.20 iPHOP-RF;73.50 CRISPR;S5.70
98.4 RaFAH;98.80
93.5 blast;95.40 iPHoP-RF;85.10




Table S9-5. VLP_Hosts_pivot

d__Bacteria;p__Actinobacteriota;c__Actinomycetia;o__Acti

ME
S14_vf_57689
Caudoviricetes
Unclassified
[o]
[0}
S3_vf 54353
Caudoviricetes
Unclassified
Unclassified
Cimpunavirus
S3_vf_5525
na.
na.
na.
na.
Shared
S3_vf_44405
Caudoviricetes
Unclassified
Unclassified
Unclassified

£

Actinomy

;8__Actinomyces

d__Bacteria;p__Actinobacteriota;c__Actinomycetia;o__Actinomycetales;f__Actinomycetaceae;g__Pauljensenia

ME
S11_vf 66522
Caudoviricetes
Unclassified
Unclassified
Unclassified
Shared
S14_vf_ 117155
Caudoviricetes
Unclassified
[o]
(o]
S16_vf_16182
Caudoviricetes
Unclassified
[o]
[0}

d__Bacteria;p__Actinobacteriota;c__Actinomycetia;o__Actinomycetales;f__Bifidob

ME
S11_vf 58587
n.a.
na.
na.
na.
S13_vs_113593
Caudoviricetes
Unclassified
Unclassified
Unclassified
S13_vs_149860
Caudoviricetes
Unclassified
Unclassified
[0}
S3_vf_127408

:g__Bifidok

ium

Host interactions with:

SHHC-viruses-only
Shared/communal viruses

# Hosts
59
26
90



Caudoviricetes
Unclassified
[o]
[0}
S3_vs_39940
na.
na.
na.
na.
S7_vf_5843
Caudoviricetes
Unclassified
[o]
(o]
S7_vs_73280
Caudoviricetes
Unclassified
Unclassified
Minunavirus
Shared
S16_vf_100473
na.
na.
na.
na.
S16_vs_78361
Caudoviricetes
Unclassified
[o]
[0}
S3_vf_70746
Caudoviricetes
Unclassified
Unclassified
Unclassified
S3_vf_7137
na.
Unclassified
Unclassified
[0}
S3_vs_123834
Caudoviricetes
Unclassified
[o]
[0}
S4_vf_30103
na.
Unclassified
Unclassified
(o]
S4_vs_VIRSorter_16493-cat_2
Caudoviricetes
Unclassified
Unclassified
Unclassified
S5_vs_63924
Caudoviricetes
Unclassified
Unclassified
Unclassified



S8_vf_153696
na.
na.
na.
na.
$8_vf_197061
Caudoviricetes
Unclassified
Unclassified
Unclassified
SHHC
S16_vf_172897
Caudoviricetes
Unclassified
[o]
[0}
$16_vf_173109
Caudoviricetes
Unclassified
Unclassified
Unclassified
S4_vf_12624
Caudoviricetes
Unclassified
[o]
(o]
S4_vs_VIRSorter_2744-cat_3
Caudoviricetes
Unclassified
[o]
[0}
S4_vs_VIRSorter_5698-cat_2
Caudoviricetes

Unclassified
[o]
o
d__Bacteria;p__A b iota;c__Acti ycetia;o__Actil y les;f__Mi ;8__Rothia
SHHC
$8_vf_102508
na.
na.
na.
na.
S8_vf_7243
na.
na.
na.
n.a.
d_Bacteriajp_Actinobacteriotajc_Actinomycetiajo__Mycobacterialesif_Mycobacteriaceaejg_ Mycobacterium
ME
S9_vf_934
Caudoviricetes
Unclassified
[o]
[0}

d__Bacteria;p__Actinobacteriota;c__Coriobacteriia;o__Coriobacteriales;f__Coriobacteriaceae;g__Collinsella
ME
S5_vf_29332
Caudoviricetes
Unclassified



[o]
(o]
S7_vs_55526
na.
na.
na.
na.
Shared
S3_vf_99626
Caudoviricetes
Unclassified
[o]
[0}
S5_vf_137260
na.
Unclassified
[o]
[0}
SHHC
S12_vf_170614
Caudoviricetes
Salasmaviridae
[o]
[0}
S8_vf_142700
na.
Unclassified
[o]
(o]
d__Bacteria;p__Actinobacteriota;c__Coriobacteriia;o__Coriobacteriales;f__Eggerthellaceae;g__Adlercreutzia
Shared
$12_vf_173666
na.
na.
na.
na.
d__Bacteria;p__Actinobacteriota;c__Coriobacteriia;o__Coriobacteriales;f__Eggerthellaceae;g__Eggerthella
ME
S7_vf_67910
na.
na.
na.
na.
Shared
S2_vf_16829
Caudoviricetes
Unclassified
Unclassified
[0}

d__Bacteria;p__Actinobacteriota;c__Coriobacteriia;o__Coriobacteriales;f__Eggertt ;8__Gor
ME
S3_vs_50557
Caudoviricetes
Unclassified
[o]
(o]
SHHC
S8_vf_195032
Caudoviricetes
Unclassified



o}
(0]

d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__| Baci
ME
$11_vf_104033
Caudoviricetes
Unclassified
[o]
[0}
S11_vf_43997
Caudoviricetes
Unclassified
Unclassified
Unclassified
S11_vs_23188
na.
na.
na.
na.
S11_vs_84848
Caudoviricetes
Unclassified
Unclassified
Unclassified
S13_vf_66508
Caudoviricetes
Unclassified
[o]
(o]
S14_vf_117162
Caudoviricetes
Unclassified
Unclassified
[0}
S17_vs_116640
Caudoviricetes
Unclassified
[o]
[0}
$17_vs_160502
Caudoviricetes
Steigviridae
[o]
(o]
$17_vs_39515
Caudoviricetes
Intestiviridae
[o]
[0}
$3_vf_18080
na.
na.
na.
na.
S3_vf_18829
Caudoviricetes
Unclassified
[o]
(o]
$3_vf_73597



Caudoviricetes
Unclassified
[o]
[0}
S3_vs_23194
Caudoviricetes
Duneviridae
[o]
[0}
S3_vs_40939
na.
na.
na.
na.
S3_vs_45147
na.
na.
na.
na.
S5_vf_8965
Caudoviricetes
Unclassified
[o]
[0}
S5_vs_72532
Caudoviricetes
Unclassified
[o]
(o]
S7_vf_27309
Caudoviricetes
Unclassified
Unclassified
[0}
S7_vs_135828
Malgrandaviricetes
Microviridae
Unclassified
Unclassified
S7_vs_2599
na.
na.
na.
na.
S7_vs_557
Caudoviricetes
Unclassified
[o]
[0}
S7_vs_944
na.
na.
na.
na.
S9_vs_83108
na.
na.
na.
na.
Shared



$10_vs_14557
Caudoviricetes
Duneviridae
[o]
(o]
$10_vs_35854
Caudoviricetes
Unclassified
[o]
[0}
$10_vs_36598
na.
na.
na.
na.
$10_vs_58014
Caudoviricetes
Unclassified
Unclassified
Unclassified
$10_vs_62776
Caudoviricetes
Unclassified
[o]
[0}
$10_vs_71900
na.
na.
na.
na.
S11_vs_3277
Caudoviricetes
Unclassified
Unclassified
Unclassified
S11_vs_45658
Caudoviricetes
Unclassified
[o]
[0}
S11_vs_58930
Caudoviricetes
Unclassified
Unclassified
Unclassified
S12_vf_16374
Caudoviricetes
Unclassified
[o]
(o]
S12_vs_141337
Caudoviricetes
Unclassified
Unclassified
Unclassified
$12_vs_151292
Caudoviricetes
Unclassified
Unclassified
Unclassified



S12_vs_1980
Caudoviricetes
Unclassified
[o]
(o]
S12_vs_26336
na.
na.
na.
na.
$12_vs_99219
na.
na.
na.
na.
S14_vs_112345
na.
na.
na.
na.
S14_vs_11510
na.
na.
na.
na.
$14_vs_25852
na.
na.
na.
na.
S14_vs_32499
Caudoviricetes
Unclassified
[o]
(o]
S14_vs_66208
Caudoviricetes
Unclassified
[o]
[0}
S14_vs_70985
na.
na.
na.
na.
S14_vs_74067
na.
na.
na.
n.a.
S15_vf_2032
Caudoviricetes
Unclassified
[o]
[0}
S15_vf_75924
Caudoviricetes
Steigviridae
[o]
[0}



S15_vs_27510
na.
na.
na.
na.
S15_vs_35445
na.
na.
na.
na.
S15_vs_3868
Caudoviricetes
Unclassified
[o]
[0}
S15_vs_42043
na.
na.
na.
na.
S15_vs_43913
Caudoviricetes
Unclassified
[o]
[0}
S16_vs_127669
Caudoviricetes
Unclassified
Unclassified
Unclassified
S16_vs_127905
na.
na.
na.
na.
$16_vs_136935
na.
na.
na.
na.
S16_vs_80244
na.
na.
na.
na.
S17_vf_128147
Malgrandaviricetes
Microviridae
Unclassified
(o]
S17_vf_140653
Caudoviricetes
Unclassified
[o]
[0}
S17_vs_117507
na.
na.
na.
na.



$17_vs_2079
Caudoviricetes
Unclassified
Unclassified
Unclassified
S2_vs_10289
Caudoviricetes
Unclassified
Unclassified
Unclassified
S3_vf_127399
Caudoviricetes
Unclassified
[o]
[0}
$3_vs_119660
Caudoviricetes
Unclassified
Unclassified
Unclassified
S3_vs_39774
na.
na.
na.
na.
S3_vs_64424
na.
na.
na.
na.
S3_vs_70508
na.
na.
na.
na.
$3_vs_9158
na.
na.
na.
na.
S4_vs_VIRSorter_31975-circular-cat_1
Caudoviricetes
Unclassified
[o]
[0}
S5_vs_109527
na.
na.
na.
na.
S5_vs_129970
na.
na.
na.
na.
S5_vs_131510
Caudoviricetes
Unclassified
Unclassified
[0}



S5_vs_142195
na.
na.
na.
na.
S5_vs_80496
na.
na.
na.
na.
S6_vf_56486
Caudoviricetes
Unclassified
[o]
[0}
S6_vs_46039
na.
na.
na.
na.
S6_vs_9784
na.
na.
na.
na.
S7_vf_37279
Caudoviricetes
Unclassified
[o]
[0}
S7_vf_5801
Caudoviricetes
Unclassified
[o]
(o]
S7_vs_11081
Caudoviricetes
Unclassified
Unclassified
Unclassified
S8_vf_208120
Caudoviricetes
Unclassified
[o]
[0}
S8_vf_28956
na.
na.
na.
na.
S8_vs_147697
na.
na.
na.
na.
S8_vs_28311
Caudoviricetes
Duneviridae
[o]
[0}



S8 vs_72117
na.
na.
na.
na.
S8_vs_99362
Caudoviricetes
Unclassified
Unclassified
Unclassified
S9_vs_28197
Caudoviricetes
Unclassified
[o]
o
SHHC
$10_vf_43964
Caudoviricetes
Unclassified
[o]
o
$10_vs_106834
Caudoviricetes
Unclassified
[o]
(o]
S12_vf_60224
Caudoviricetes
Unclassified
[o]
[0}
S16_vf_87190
Caudoviricetes
Unclassified
[o]
[e]
d_Bacteriajp_Bacteroidotajc_Bacteroidiajo_Bacteroidalesif_Bacteroidaceaeig_Phocaeicola
ME
S14_vf_37500
Malgrandaviricetes
Microviridae
Unclassified
Unclassified
d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__B. i Bacteroi ;8__Prevotella
ME
S3_vf_127450
na.

na.
na.
n.a.
Shared
S11_vf_104035
Caudoviricetes
Suoliviridae
[o]
(o]
S13_vf_11246
Caudoviricetes
Suoliviridae
[o]



[0}
S13_vs_57267
Caudoviricetes
Unclassified
[o]
[0}
S5_vf_145579
Caudoviricetes
Steigviridae
[o]
(o]
s8_vf_117796
Caudoviricetes
Unclassified
Unclassified
Unclassified
S8_vf_122206
Caudoviricetes
Unclassified
[o]
[0}
S8_vf_166677
Caudoviricetes
Intestiviridae
Obtuvirinae
Fohxhuevirus
S8_vf_183045
Caudoviricetes
Unclassified
Unclassified
Unclassified
S8_vf_79769
na.
na.
na.
na.
S9_vf_13507
na.
na.
na.
na.
S9_vf_51656
Caudoviricetes
Intestiviridae
Obtuvirinae
Fohxhuevirus
S9_vf_76769
Caudoviricetes
Suoliviridae
Loutivirinae
Buchavirus
SHHC
S4_vf_18803
Caudoviricetes
Unclassified
Unclassified
Unclassified
S4_vf_20440
Caudoviricetes
Unclassified



[o]
(o]
S4_vf_31981
Caudoviricetes
Suoliviridae
Uncouvirinae
Besingivirus
S4_vf_4891
na.
na.
na.
na.
S8_vs_148389
Caudoviricetes
Unclassified
[o]
(0]
d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__| idales;f__| i _F [t ilia
SHHC
S12_vf_69136
Caudoviricetes
Unclassified
[o]
[0}

d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Barnesi Barnesiell
ME

S17_vf 35138
Caudoviricetes
Unclassified
[o]
[0}
S9_vs_21850
Caudoviricetes
Unclassified
Unclassified
Unclassified

Shared
S13_vs_90967
Malgrandaviricetes
Microviridae
[o]
[0}
S8_vs_4153
na.
na.
na.
na.
SHHC
S12_vf_188846
Malgrandaviricetes
Microviridae
[o]
(o]
S4_vf_12614
na.
na.
na.
na.
S8_vf_208115
Malgrandaviricetes



Microviridae
[o]
[0}
d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Coprobacteraceae;g__Coprobacter
ME

S7_vs_51332
na.
na.
na.
na.
SHHC
S15_vs_18274
na.
na.
na.
na.
d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__B. idales;f__Marinifil ;8__Butyricimonas
Shared
S12_vs_71525
na.
na.
na.
n.a.
S12_vs_74280
na.
na.
na.
na.
S3_vs_6604
Caudoviricetes
Duneviridae
[o]
[0}

d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Marinifilaceae;g__Odoribacter
ME
S14_vs_78164
Caudoviricetes
Winoviridae
[o]
[0}
S3_vs_97827
na.
na.
na.
na.
Shared
S3_vs_117894
na.
na.
na.
na.
S4_vs_VIRSorter_9913-cat_1
Caudoviricetes
Unclassified
Unclassified
Unclassified
d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__| idales;f__Muribacul ;8__UBA7173
SHHC
S12_vs_111286
na.




na.
na.
n.a.
d_Bacteriajp_Bacteroidotajc_Bacteroidiajo_Bacteroidalesf_P3ig_Phiiz
ME
S3_vs_127442
Malgrandaviricetes
Microviridae
Unclassified
Unclassified
d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__B. idales;f__Ril I g__Alistip
ME
S1_vf_159951
Caudoviricetes
Unclassified
[o]
o]
S11_vf_104071
Caudoviricetes
Unclassified
[o]
[0}
S11_vs_36748
na.

na.
na.
na.
S11_vs_98193
Caudoviricetes
Unclassified
Unclassified
Unclassified
S13_vf_56074
Caudoviricetes
Unclassified
Unclassified
Unclassified
S17_vs_177196
na.
na.
na.
na.
S3_vf_127406
Caudoviricetes
Unclassified
Unclassified
Unclassified
S3_vs_127413
Caudoviricetes
Unclassified
[o]
[0}
S3_vs_77156
Malgrandaviricetes
Microviridae
Unclassified
Unclassified
S5_vs_1338
na.
na.



na.
na.
S7_vs_54322
na.
na.
na.
na.
Shared
$10_vs_37694
Caudoviricetes
Duneviridae
[o]
[0}
S11_vf_70015
Caudoviricetes
Unclassified
[o]
[0}
S11_vs_1937
Caudoviricetes
Unclassified
[o]
(o]
S12_vf_174374
na.
na.
na.
na.
S12_vs_142625
Caudoviricetes
Unclassified
[o]
[0}
S13_vs_83447
na.
na.
na.
na.
S15_vs_71968
Caudoviricetes
Unclassified
[o]
[0}
S16_vf_9270
na.
na.
na.
na.
S16_vs_19968
na.
na.
na.
na.
S16_vs_32764
na.
na.
na.
na.
S16_vs_33281
na.



na.
na.
na.
$17_vs_157209
na.
na.
na.
na.
S3_vf_67828
Malgrandaviricetes
Microviridae
Unclassified
Unclassified
S3_vs_17168
Caudoviricetes
Unclassified
[o]
[0}
S3_vs_56292
Caudoviricetes
Unclassified
[o]
(o]
S3_vs_89485
na.
na.
na.
na.
S5_vf_18461
Caudoviricetes
Unclassified
[o]
[0}
S5_vs_123256
Caudoviricetes
Unclassified
Unclassified
Unclassified
S5_vs_20500
Caudoviricetes
Unclassified
[o]
[0}
S5_vs_76500
Caudoviricetes
Unclassified
Unclassified
Unclassified
S5_vs_79992
Caudoviricetes
Winoviridae
[o]
(o]
S5_vs_93839
Caudoviricetes
Unclassified
[o]
[0}
S7_vf_117697
na.



na.
na.
na.
S7_vs_119679
Caudoviricetes
Winoviridae
[o]
(o]
S7_vs_138173
Caudoviricetes
Unclassified
[o]
[0}
S8_vs_179208
na.
na.
na.
na.
S8_vs_40014
na.
na.
na.
n.a.
$8_vs_9987
Caudoviricetes
Unclassified
[o]
[0}
S9_vs_2799
na.
na.
na.
na.
S9_vs_48424
na.
na.
na.
n.a.
SHHC
$10_vs_67471
na.
na.
na.
n.a.
$12_vs_121913
na.
na.
na.
na.
$12_vs_23796
Caudoviricetes
Unclassified
Unclassified
Unclassified
S15_vf_20644
Caudoviricetes
Unclassified
Unclassified
Unclassified
$16_vs_51901



n.a.
n.a.
n.a.
n.a.
d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__B. idales;f__Ril I Alisti| A
ME
S7_vf_134023
na.

na.
na.
na.
Shared
S12_vf_145044
na.
na.
na.
na.
S16_vs_142561
Caudoviricetes
Unclassified
[o]
[0}
S6_vs_32886
na.
na.
na.
na.
S7_vs_50194
na.
na.
na.
na.
SHHC
S8 vs_9114
na.
na.
na.
na.
d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__B i f__ T Il __Marseille-P3160
Shared
S13_vf_87873
Caudoviricetes
Unclassified
Unclassified
Unclassified
S4_vs_VIRSorter_6022-circular-cat_1
Caudoviricetes
Unclassified
Unclassified
Unclassified
d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__B i f__ T {Il __Parabacteroides
ME
S11_vf_68693
na.

n.a.
n.a.
n.a.
S7_vs_55031
n.a.
n.a.



na.
na.
Shared
S10_vf_18671
Caudoviricetes
Unclassified
Unclassified
Unclassified
$10_vs_37379
na.
na.
na.
na.
$12_vs_138261
na.
na.
na.
na.
S13_vf_143422
Caudoviricetes
Suoliviridae
Boorivirinae
Canhaevirus
S13_vs_15645
Caudoviricetes
Unclassified
[o]
[0}
S14_vs_15228
Caudoviricetes
Unclassified
[o]
[0}
S17_vf_81232
Caudoviricetes
Suoliviridae
Boorivirinae
Canhaevirus
S17_vs_43307
na.
na.
na.
na.
S2_vs_7306
Caudoviricetes
Unclassified
Unclassified
Unclassified
$3_vs_80151
Caudoviricetes
Unclassified
[o]
(o]
S3_vs_82895
Caudoviricetes
Unclassified
[o]
[0}
S4_vf_4838
Caudoviricetes



Suoliviridae
Boorivirinae
Cohcovirus
S4_vs_VIRSorter_13190-cat_2
Caudoviricetes
Unclassified
[o]
o]
S5_vs_1572
Caudoviricetes
Unclassified
Unclassified
Unclassified
S6_vs_15390
Caudoviricetes
Unclassified
[o]
o
S7_vf_28429
Caudoviricetes
Unclassified
[o]
o]
S7_vs_137915
Caudoviricetes
Unclassified
[o]
(o]
S8_vf_158225
Caudoviricetes
Intestiviridae
Crudevirinae
Diorhovirus
S8_vs_182288
Caudoviricetes
Unclassified
[o]
o]
SHHC
S8_vf_16172
na.
na.
na.
na.
S8_vs_126582
Caudoviricetes
Unclassified

o
0
[d_Bacteria;p_Bacteroidotajc_Bacteroidiajo_Bacteroidalesif_UBAI1475;g_UBAL471 |
ME
S11_vs_79831
n.a.
n.a.

n.a.
n.a.

ME

S11_vs_104041
Caudoviricetes



Unclassified

o
o
ME

S11_vs_82331
Caudoviricetes
Unclassified
[o]
(o]
S3_vs_50924
na.
na.
na.

n.a.
1f,

d__Bacteria;p__Desulfobacterota;c__Desulfovibrionia;o__D

ME
$17_vs_177203
Caudoviricetes
Unclassified
[o]
(o]
Shared
$8_vf_208111
n.a.
n.a.
n.a.
n.a.
d__Bacteria;p__Desulfobacterota;c__Desulfovibrionia;o__D:

SHHC
S8_vs_208114
Caudoviricetes
Unclassified
[o]
o]

Ifovibri ;8__Mailhella
C: ib ium

d__Bacteria;p__Firmicutes;c__Bacilli;o__Erysipelotrict ;f__Erysi|

Shared
S8_vs_59736
Caudoviricetes
Unclassified

o
o
ME

S11_vs_68348
Caudoviricetes
Unclassified
[o]
(o]
S7_vs_13041
Caudoviricetes
Unclassified
[o]
o
S9_vs_46498
Caudoviricetes
Unclassified

o}
o]



ME
$17_vs_31654
Caudoviricetes
Unclassified
[o]
[0}
S3_vs_94577
Caudoviricetes
Unclassified
[o]
[¢]
d_Bacteriajp_Firmicutesjc_ Bacilli;o_Erysipelotrichales;f_Erysipelatoclostridiaceae;g_ Massiliomicrobiota
ME
S11_vs_55144
na.
na.
na.
na.
S7_vf_38697
Caudoviricetes
Unclassified
[o]
(o]
d__Bacteria;p__Firmicutes;c__Bacilli;o__Erysipelotrichales;f__Erysipelotrick ;8__Clostridium_AQ
ME
S5_vs_122618
na.

na.
na.
na.
S9_vs_90846
Caudoviricetes
Unclassified
[o]
(o]
Shared
S11_vf_92391
na.
na.
na.
n.a.
SHHC
S2_vf_20910
na.
na.
na.
n.a.
d__Bacteria;p__Firmicutes;c__Bacilli;o__Erysi i Erysi| i ;8__Hold
SHHC
S4_vf_10506
na.

na.
na.
na.
d__Bacteria;p__Firmicutes;c__Bacilli;o__Erysipelotrichales;f__Erysi ric ;8__H
ME
S11_vs_14882
na.

n.a.
n.a.



na.
S14_vf_72335
Caudoviricetes
Unclassified
[o]
o
S5_vs_51416
Caudoviricetes
Unclassified
[o]
o]
S9_vs_37437
Caudoviricetes
Unclassified
[o]
(o]
Shared
S6_vs_56485
Caudoviricetes
Unclassified

o
o

ME
S3_vf_106401
Caudoviricetes
Unclassified
[o]
o]
S5_vf_28061
na.
na.
na.
na.

ME
S14_vf_72953
Caudoviricetes
Unclassified
Unclassified
Unclassified

ME
$14_vf_106156
Caudoviricetes
Unclassified
Unclassified
Unclassified
S14_vf_78139
Caudoviricetes
Unclassified
Unclassified
Unclassified
S5_vs_6478
Caudoviricetes
Unclassified
Unclassified
(o]
d__Bacteria;p__Firmicutes;c__Bacilli;o__L
ME

b

illales;f__L bacill L




S7_vf_63894
Caudoviricetes
Unclassified
Mccleskeyvirinae
Unaquatrovirus
SHHC
S8_vf_129423
Caudoviricetes
Unclassified
Mccleskeyvirinae
Unaquatrovirus
d_Bacteriajp_Firmicutes;c_Bacilli;o_Lactobacillales f_Lactobacillaceae;g_Limosilactobacillus
ME
S5_vs_89540
Caudoviricetes
Unclassified
[o]
[0}
d__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Lactococcus
ME
S7_vf_68239
Caudoviricetes
Unclassified
[o]
[0}
Shared
S3_vf_23042
Caudoviricetes
Unclassified
[o]
[0}
S5_vf_25423
Caudoviricetes
Unclassified
Unclassified
Skunavirus
S5_vf_55687
Caudoviricetes
Unclassified
[o]
(o]
S7_vf_29941
Caudoviricetes
Unclassified
[o]
[0}
S7_vf_89197
Caudoviricetes
Unclassified
Unclassified
Ceduovirus
S8_vf_45776
Caudoviricetes
Unclassified
Unclassified
Skunavirus
d__Bacteria;p__Firmicutes;c__Bacilli;o__L
ME
S5_vs_60507
Caudoviricetes

b

illales;f__



Unclassified
Unclassified
[0}
S7_vf_138069
na.
na.
na.
na.
S7_vf_37293
Caudoviricetes
Unclassified
[o]
[0}
S7_vf_49007
Caudoviricetes
Unclassified
[o]
[0}
S9_vf_15012
Caudoviricetes
Unclassified
Unclassified
Unclassified
S9_vf_19284
na.
na.
na.
na.
S9_vf_4115
Caudoviricetes
Unclassified
Unclassified
Unclassified
S9_vf_90856
Caudoviricetes
Unclassified
Unclassified
(o]
S9_vf_90866
na.
Unclassified
Unclassified
Unclassified
Shared
S10_vf_64371
na.
na.
na.
na.
S11_vf_27845
na.
na.
na.
na.
S14_vf_117157
na.
na.
na.
na.
SHHC



S8_vf_134943
na.
na.
na.
na.
d__Bacteria;p__Firmicutes;c__Bacilli;o__ML615J-28;f _CAG-313;g_ CAG-313
Shared
$13_vs_30101
Caudoviricetes
Unclassified
[o]
o
S16_vs_141218
na.
na.
na.
na.
d__Bacteria;p__Firmicutes;c__Bacilli;o__RF39;f__UBA660;g__CAG-302
SHHC
S12_vs_123620
na.

na.
na.
na.
S16_vs_165662
Caudoviricetes
Unclassified
[o]
(o]
d__Bacteria;p__Firmicutes;c__Bacilli;o__RF39;f__UBA660;g__CAG-460
Shared
S13_vs_26756
na.
na.
na.
na.
S13_vs_67429
na.
na.
na.
na.
SHHC
S12_vf_105542
Caudoviricetes

Unclassified
[o]
(0]
d__Bacteria;p__Firmicutes;c__Bacilli;o__RF39;f__UBA660;g__CAG-877
SHHC
S12_vs_172379
na.
na.
na.
n.a.
d_Bacteriajp_Firmicutesic_Clostridiajo_Acetivibrionales;f_Acetivibrionaceae;g_Ruminiclostridium

ME
S14_vs_102698
Caudoviricetes
Unclassified
[o]



(o]
d__Bacteria;p__Firmicutes;c__Clostridia;o__Chri llales;f__Borkfalki ;8__QALSO1
SHHC
$10_vs_120489

d__Bacteria;p__Firmicutes;c__Clostridia;o__Christensenellales;f__CAG-138;g__ SFELO1
ME
S3_vs_73361

SHHC
$8_vs_176604

d__Bacteria;p__Firmicutes;c__Clostridia;o__Christensenellales;f__CAG-138;g__UBA1685
SHHC
$8_vf_93976

d__Bacteria;p__Firmicutes;c__Clostridia;o__Christensenellales;f__CAG-138;g__UBA5394
SHHC
S16_vs_4662
Caudoviricetes
Unclassified
Unclassified
Unclassified

ME
S5_vs_10428
Caudoviricetes
Unclassified

o
o

ME
S7_vs_129858

3
> @
B
ElY
3¢

ME
S5_vs_4737

3
s> w
gw
Y
3 °

ME
S5_vs_145605
Caudoviricetes



Unclassified
[o]
o
d__Bacteria;p__Firmicutes;c__Clostridia;o__Christensenellales;f__CAG-74;g__UBA11524
ME
S1_vf_158961
Caudoviricetes
Unclassified
[o]
[0}
S7_vs_30665
na.
na.
na.
na.
Shared
S12_vs_94042
na.
na.
na.
na.
S3_vs_90341
na.
na.
na.
n.a.
S8_vf_65522
na.
na.
na.
na.
SHHC
S12_vs_48045
Caudoviricetes
Unclassified
Unclassified
Unclassified
S16_vs_15093
Caudoviricetes
Unclassified
[o]
o
d__Bacteria;p__Firmicutes;c__Clostridia;o__Christensenellales;f__CAG-74;g__Ventricola
SHHC
S4_vf_31979
Caudoviricetes
Unclassified
Unclassified
[0}
d__Bacteria;p__Firmicutes;c__Clostridia;o__Christensenellales;f__CAG-917;g__CAG-475
SHHC
S12_vs_32669
na.
na.
na.
n.a.
d_Bacteriajp_Firmicutes;c_Clostridiajo__Christensenellales;f_Christensenellaceaeig_Christensenella
ME
S5_vs_145581
na.



n.a.
n.a.
n.a.

ME

S5_vs_145597
Caudoviricetes
Unclassified

[o]
(o]
d_Bacteriajp_Firmicutesic_Clostridiajo_Christensenellales;f_QANDOLg_UMGs197s
ME
S5_vs_46394
na.
na.
na.
na.
d__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridi: f__Clostridi ;8__Clostridium
ME
S11_vs_41107
Caudoviricetes
Unclassified
[o]
o
S14_vf_56130
Caudoviricetes
Unclassified
[o]
o]
S14_vf 85122
Caudoviricetes
Unclassified
Unclassified
(o]
S14_vs_632
Caudoviricetes
Unclassified
[o]
o
$3_vf_100440
Caudoviricetes
Unclassified
[o]
o]
S3_vs_98675
Caudoviricetes
Unclassified
[o]
(o]
S5_vf_145583
Caudoviricetes
Unclassified
Unclassified
o
S5_vs_137154
Caudoviricetes
Unclassified
[o]
o]
S9_vs_90851




Caudoviricetes
Unclassified
[o]
(o]
Shared
S16_vf_36146
Caudoviricetes
Unclassified
[o]
(o]
SHHC
$10_vf_62230
Caudoviricetes
Unclassified

o
0
ME
S5_vf_6506

Caudoviricetes
Unclassified

[o]
[¢]
d_Bacteriajp_Firmicutesjc_Clostridiajo_Eubacteriales;f_Eubacteriaceaeig_Eubacterium
ME
S11_vs_81775
Caudoviricetes
Unclassified
Unclassified
Unclassified
S14_vs_115455
Caudoviricetes
Unclassified
[o]
o]
d__Bacteria;p__Firmicutes;c__Clostridia;o__L
ME
S1_vs_145792
na.

f__Anaer

ignum

na.
na.
na.
S9_vs_90849
na.
na.
na.
na.
Shared
S16_vf_84462
na.
na.
na.
na.
S5_vf_60597
na.
na.
na.
na.
S8_vf_201695
na.



n.a.
n.a.
n.a.

ME
S7_vf_72493
n.a.
n.a.
n.a.
n.a.

ME
S9_vf 73311
Caudoviricetes
Unclassified
Unclassified
Unclassified

ME
S11_vf_34008
Caudoviricetes
Unclassified
[o]
o
S11_vs_6878
Caudoviricetes
Unclassified
[o]
o]
S5_vf_105728
Caudoviricetes
Unclassified

[o]

(o]
d__Bacteria;p__Firmicutes;c__Clostridia;o__Lact irales;f__Lack i ;8__Acetatifactor
SHHC

S16_vs_116956
na.

na.
na.
na.
S6_vs_29152
Caudoviricetes
Unclassified
[o]
(o]
d__Bacteria;p__Firmicutes;c__Clostridia;o__Lachnospirales;f__Lachnospiraceae;g__Agathobacter
ME
S3_vf_67333
Caudoviricetes
Unclassified
[o]
o]
Shared
S14_vs_66841
Caudoviricetes
Unclassified
[o]
o]
S3_vs_127421



Caudoviricetes
Unclassified
[o]
(o]
S7_vs_49426
Caudoviricetes
Unclassified
[o]
o
S8_vf_132697
Caudoviricetes
Unclassified
[o]
o]
S8_vs_173961
Caudoviricetes
Unclassified
[o]
(o]
d_Bacteriajp_Firmicutesjc_Clostridiajo_Lachnospirales;f_Lachnospiraceaeig_Anaerobutyricum
ME
S5_vs_145602
Caudoviricetes
Unclassified
[o]
o]
S7_vf_114476
Caudoviricetes
Unclassified
[o]
(o]
S7_vs_137611
Caudoviricetes
Unclassified
[o]
o
S7_vs_138109
Caudoviricetes
Unclassified
[o]
[¢]
d_Bacteriajp_Firmicutesc_Clostridiajo_Lachnospirales;f_Lachnospiraceaeig_Anaerostipes
ME
S14_vs_39797
Caudoviricetes
Unclassified
[o]
o
S5_vf_116300
na.
na.
na.
na.
S5_vs_139401
na.
na.
na.
na.
S5_vs_141621
Caudoviricetes



Unclassified
[o]
[0}
S7_vf_49485
Caudoviricetes
Unclassified
[o]
(o]

d__Bacteria;p__Firmicutes;c__Clostridia;o__L
ME
S11_vf_10907
Caudoviricetes
Unclassified
[o]
[0}
S7_vs_86377
Caudoviricetes
Unclassified
[o]
(o]

Lachnospir:

Shared
S9_vs_1966
Caudoviricetes
Unclassified
[o]
(o]
SHHC
S12_vs_98175
Caudoviricetes
Unclassified
[o]
(o]

d__Bacteria;p__Firmicutes;c__Clostridia;o__L
ME
S14_vs_115377
Caudoviricetes
Unclassified
[o]
[0}
S5_vs_95307
Caudoviricetes
Unclassified
Unclassified
(o]

Lachnospir:

Shared
S14_vs_96286
Caudoviricetes
Unclassified
[o]
(o]
S6_vs_54606
Caudoviricetes
Unclassified
[o]
[0}

;8__Bariatricus

;8__Blautia

d__Bacteria;p__Firmicutes;c__Clostridia;o__Lachnospirales;f__Lachnospiraceae;g__Blautia_A

ME
S11_vf_28645
n.a.
n.a.



na.
na.
S11_vs_34137
Caudoviricetes
Unclassified
[o]
[0}
S11_vs_82368
Caudoviricetes
Unclassified
[o]
[0}
S13_vs_121307
na.
na.
na.
na.
S3_vf_8058
Caudoviricetes
Unclassified
Unclassified
Eponavirus
S5_vs_68254
Caudoviricetes
Unclassified
[o]
[0}
S7_vs_101751
na.
na.
na.
na.
S7_vs_135679
na.
na.
na.
na.
S7_vs_48708
Caudoviricetes
Unclassified
[o]
[0}
S9_vs_90859
na.
Unclassified
[o]
(o]
Shared
S10_vf_80712
na.
na.
na.
na.
S11_vf 28515
Caudoviricetes
Unclassified
[o]
[0}
S16_vf_96483
na.



na.
na.
na.
S17_vf_46388
Caudoviricetes
Unclassified
[o]
(o]
S3_vf_11428
Caudoviricetes
Unclassified
[o]
[0}
S4_vf_13353
Caudoviricetes
Unclassified
[o]
o
S5_vf_145604
Caudoviricetes
Unclassified
[o]
(o]
S5_vs_97574
Caudoviricetes
Unclassified
[o]
[0}
S7_vs_137998
na.
na.
na.
na.
SHHC
S4_vs_VIRSorter_12831-circular-cat_2
Caudoviricetes
Unclassified
[o]
o
d__Bacteria;p__Firmicutes;c__Clostridia;o__Lact irales;f__Lachnospir: ;8__CAG-127
ME
S9_vs_75050
Caudoviricetes
Unclassified
[o]
[0}

SHHC
$16_vs_101072
Caudoviricetes

Unclassified
[o]
[0}
d__Bacteria;p__Firmicutes;c__Clostridia;o__Lachnospirales;f__Lachnospiraceae;g__CAG-317
Shared
S16_vs_140709
na.
n.a.
n.a.
n.a.



ME
S5_vs_145590
Caudoviricetes
Unclassified
[o]
[0}

d__Bacteria;p__Firmicutes;c__Clostridia;o__Lact

f__Lachnospir:

Shared
S14_vf_92240
Caudoviricetes
Unclassified
[o]
[0}
SHHC
$16_vs_173079
Caudoviricetes
Unclassified
[o]
[0}

;8__Coprococcus

d__Bacteria;p__Firmicutes;c__Clostridia;o__Lachnospirales;f__Lachnospiraceae;g__Dorea

ME
S9_vs_32588
Caudoviricetes
Unclassified
[o]
(o]
Shared
S12_vs_163990
Caudoviricetes
Unclassified
[o]
(o]

d__Bacteria;p__Firmicutes;c__Clostridia;o__L
ME
S11_vs_83666
Caudoviricetes
Unclassified
[o]
[0}
S14_vs_117153
Caudoviricetes
Unclassified
[o]
(o]
S5_vs_84946
Caudoviricetes
Unclassified
[o]
[0}
S7_vs_13799
Caudoviricetes
Unclassified
[o]
[0}
S9_vs_58086
Caudoviricetes
Unclassified
[o]
(o]
Shared

Lachnospir:

;g__Dorea_A



S5_vf_145588
Caudoviricetes
Unclassified
[o]
[¢]
d_Bacteriajp_Firmicutes;c_Clostridiajo_Lachnospirales;f_Lachnospiraceaeig_Eisenbergiella
ME
S9_vs_88286
na.
na.
na.
na.
d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac
ME
S11_vs_38860
na.

Lachnospir: ;8__Enter

na.
na.
na.
S11_vs_67573
na.
na.
na.
na.
S14_vs_100227
Caudoviricetes
Unclassified
[o]
(o]
S14_vs_30108
na.
na.
na.
na.
S5_vs_145578
Caudoviricetes
Unclassified
[o]
o
S9_vs_41371
Caudoviricetes
Unclassified
[o]
(o]
S9_vs_4343
na.
na.
na.
na.
S9_vs_55738
Caudoviricetes
Unclassified
[o]
o
Shared
S5_vf_145585
Caudoviricetes
Unclassified
Unclassified
Unclassified



S6_vs_39025
Caudoviricetes
Unclassified
[o]
o]
S7_vs_65719
Caudoviricetes
Unclassified
[o]
(o]
S9_vs_90848
Caudoviricetes
Unclassified
[o]
o
d__Bacteria;p__Firmicutes;c__Clostridia;o__Lact
ME
S7_vs_60775
Caudoviricetes
Unclassified
[o]
(o]

Lachnospir: ;8__Eubacterium_F

Shared
S14_vf_99344
na.
na.
na.
na.
SHHC
$8_vf_131009
Caudoviricetes
Unclassified
[o]
(o]
d__Bacteria;p__Firmicutes;c__Clostridia;o__Lachnospirales;f__Lachnospiraceae;g__Eubacterium_G
ME
S5_vs_8125
Caudoviricetes
Unclassified
[o]
o]
S7_vs_30640
Caudoviricetes
Unclassified
[o]
(o]
SHHC
$16_vs_118029
Caudoviricetes
Unclassified

o
0
|d_Bacteria;p_Firmicutesic_Clostridia;o__Lachnospiralesif_Lachnospiraceae;_Eubacterium_I |
ME
S11_vs_104042
n.a.
n.a.

n.a.
n.a.



ME
S5_vs_59798
Caudoviricetes
Unclassified
[o]
o
S7_vf_68546
Caudoviricetes
Unclassified

o
o
ME
S5_vs_58766

Caudoviricetes
Unclassified

[o]
[e]
d_Bacteriajp_Firmicutesic_Clostridiajo_lachnospirales;f_lachnospiraceaeig_Hungatella
ME
S5_vs_17520
na.
na.
na.
na.
S9_vs_48240
Caudoviricetes
Unclassified
Unclassified
o
d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac
ME
S14_vf_117150
Caudoviricetes
Unclassified
[o]
(o]
S3_vf_108959
na.

Lachnospir: ;8__Lac

na.
na.
na.
S3_vf_127405
Caudoviricetes
Unclassified
[o]
o]
S3_vs_127401
Caudoviricetes
Unclassified
[o]
(o]
Shared
S5_vs_120584
Caudoviricetes
Unclassified
[o]
(o]
SHHC
S12_vs_26847



na.
na.
na.
na.
$12_vs_99092
Caudoviricetes
Unclassified
[o]
[0}
S15_vf_2513
na.
na.
na.
na.
S16_vf_1037
na.
na.
na.
na.
S16_vf_5809
na.
na.
na.
na.
S4_vf_31978
na.
na.
na.
na.
d__Bacteria;p__Firmicutes;c__Clostridia;o__L
Shared
S6_vs_56496
Caudoviricetes
Unclassified
Unclassified
Eponavirus
d__Bacteria;p__Firmicutes;c__Clostridia;o__Lact
Shared
S8 vs_5211
na.

Lachnospir: ;8__Marvinbryantia

f__Lachnospir: ;8__Massilistercora

n.a.
n.a.
n.a.
d__Bacteria;p__Firmicutes;c__Clostridia;o__Lachnospirales;f__Lachnospiraceae;g__Mediterraneibacter
ME
S5_vs_28263
na.
n.a.
n.a.
n.a.
S7_vs_138116
n.a.
n.a.
n.a.
n.a.
Shared
S11_vs_68151
Caudoviricetes
Unclassified
[o]



[0}
S4_vs_VIRSorter_3006-cat_1
Caudoviricetes
Unclassified
[o]
[0}
S7_vs_41098
Caudoviricetes
Unclassified
[o]
(o]
SHHC
S4_vs_VIRSorter_19324-cat_2
Caudoviricetes
Unclassified
[o]
(o]
S4_vs_VIRSorter_31916-circular-cat_1
Caudoviricetes
Unclassified
[o]
[0}
d__Bacteria;p__Firmicutes;c__Clostridia;o__Lachnospirales;f__Lachnospiraceae;g__Muricomes
ME
S14_vf 93134
Caudoviricetes
Salasmaviridae
[o]
(o]
S14_vs_56251
Caudoviricetes
Unclassified
[o]
[0}
S14_vs_59347
Caudoviricetes
Unclassified
[o]
[0}
S17_vf_36452
Caudoviricetes
Salasmaviridae
[o]
(o]
S5_vs_80498
Caudoviricetes
Unclassified
[o]
[0}
Shared
S2_vf_17850
Caudoviricetes
Salasmaviridae
[o]
[0}
S6_vs_56498
Caudoviricetes
Unclassified
[o]
[0}



SHHC
S12_vf_61299
Caudoviricetes
Salasmaviridae
[o]
[0}
d__Bacteria;p__Firmicutes;c__Clostridia;o__Lact irales;f__Lach i ;8__OF09-33XD
SHHC
S12_vf_176437
Caudoviricetes
Salasmaviridae
[o]
[0}
d__Bacteria;p__Firmicutes;c__Clostridia;o__Lachnospirales;f__Lachnospiraceae;g__Roseburia
ME
S14_vf_58919
Caudoviricetes
Unclassified
Unclassified

Mushuvirus
S5_vs_120079
Caudoviricetes
Unclassified
Unclassified
Unclassified
S5_vs_122344
Caudoviricetes
Unclassified
Unclassified
[0}
S5_vs_145598
Caudoviricetes
Unclassified
[o]
(o]
Shared
S3_vs_16825
Caudoviricetes
Unclassified
[o]
(o]
S4_vs_VIRSorter_4746-cat_2
Caudoviricetes
Salasmaviridae
[o]
[0}
S6_vs_12945
Caudoviricetes
Unclassified
[o]
[0}
S8_vs_206526
Caudoviricetes
Unclassified
Unclassified
Unclassified
d_Bacteriajp_Firmicutesjc_Clostridiajo_Lachnospirales;f_lachnospiraceaeig_RUG11S
ME
S7_vs_38834
Caudoviricetes



Unclassified
[o]
[e]
d_Bacteriajp_Firmicutesic_Clostridiajo_Lachnospirales;f_Lachnospiraceaeig_Ruminococcus 8
ME
S14_vs_26320
Caudoviricetes
Unclassified
[o]
[0}
S7_vf_60968
Caudoviricetes
Unclassified
[o]
o
S9_vs_44331
Caudoviricetes
Unclassified
[o]
o]
d__Bacteria;p__Firmicutes;c__Clostridia;o__L
ME
S9_vs_34898
Caudoviricetes
Unclassified
[o]
o
S9_vs_62803
Caudoviricetes
Unclassified
[o]
o]
Shared
S6_vs_56491
Caudoviricetes
Unclassified
[o]
(0]
d__Bacteria;p__Firmicutes;c__Clostridia;o__Lact irales;f__Lach i ;8__UBA9502
SHHC
S10_vf_46328
Caudoviricetes
Unclassified
[o]
[e]
d_Bacteriajp_Firmicutesic_Clostridiajo_lachnospirales;f_lachnospiraceaeig_Ventrimonas
ME
S11_vs_26767
Caudoviricetes
Unclassified
[o]
[0}
d__Bacteria;p__Firmicutes;c__Clostridia;o__|
Shared
S3_vf_101611
Caudoviricetes
Unclassified
[o]
o]

Lachnospir: ;8__Sellimonas

M lohalecf M 1oh. o I 1ok

SHHC



S16_vs_38863
Caudoviricetes
Unclassified

o
o

ME
S3_vs_114271
n.a.
n.a.
n.a.
n.a.

ME
S11_vs_48109
Caudoviricetes
Unclassified

o
o

ME
S11_vf_104052
Caudoviricetes
Unclassified
[o]
o]
S7_vs_47050
Caudoviricetes
Unclassified

o
o

ME
S3_vs_122706
Caudoviricetes
Unclassified
[o]
o
S3_vs_18858
n.a.
na.

n.a.

n.a.
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Acutalib ;8__Euk ium_R
SHHC

S16_vs_120149
na.

n.a.
n.a.
n.a.

ME
S14_vs_88666
Caudoviricetes
Unclassified

o
o

ME
S7_vs_28733



Caudoviricetes
Unclassified
[o]
[0}
S7_vs_38113
Caudoviricetes
Unclassified
[o]
[0}
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Acutalibacteraceae;g__Pseudoruminococcus
Shared
$10_vs_77004
na.
na.
na.
na.
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Acutalibacteraceae;g__Ruminococcus_E
ME
S13_vf_28309
Caudoviricetes
Salasmaviridae
[o]
(o]
S14_vs_39266
Caudoviricetes
Unclassified
Unclassified
[0}
S3_vs_49835
na.
na.
na.
na.
S5_vs_20268
Caudoviricetes
Unclassified
Unclassified
Unclassified
S5_vs_40848
Caudoviricetes
Unclassified
[o]
[0}
S7_vs_72737
na.
na.
na.
na.
Shared
S14_vs_66139
Caudoviricetes
Unclassified
[o]
[0}
S16_vs_82116
Caudoviricetes
Unclassified
Unclassified
(o]
S4_vf_11308



Caudoviricetes
Unclassified
Unclassified
[0}
S7_vs_16344
Caudoviricetes
Unclassified
[o]
o
S8_vs_115958
Caudoviricetes
Unclassified
Unclassified
(o]
S9_vs_90727
Caudoviricetes
Unclassified
Unclassified
[0}
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Acutalibacteraceae;g__UBA1417
ME
S14_vs_61530
na.
na.
na.
na.
Shared
S12_vf_79666
na.
na.
na.
na.
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Acutalibacteraceae;g__UBA1691
ME
S5_vs_3501
Caudoviricetes
Unclassified
[o]
o
S7_vs_129271
na.
na.
na.
na.
SHHC
$10_vs_36407
na.
na.
na.
n.a.
d_Bacteriajp_Firmicutesic_Clostridiajo_Oscillospiralesif_Acutalibacteraceaeig_UBA737
ME
S3_vs_95574
na.
na.
na.
na.
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Acutalibacteraceae;g__UMGS1071
ME
S9_vs_26179



na.

na.

na.
na.
Shared
S6_vs_56490
Caudoviricetes
Unclassified

o
o

ME
S9_vs_90860
Caudoviricetes
Unclassified

o
o

ME
S11_vs_3006
Caudoviricetes
Unclassified
Unclassified

|

ME
S5_vs_140946
n.a.
na.
n.a.
n.a.
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Butyrici ;8__Agathob

ME
S14_vs_112068
na.
na.
na.
na.
S5_vs_43207
Caudoviricetes
Unclassified
[o]
(o]
S5_vs_84574
na.
na.
na.
na.
S7_vs_103530
na.
na.
na.
na.
S9_vs_19689
na.
na.
na.
na.
Shared
S6_vs_56492



na.
na.
na.
na.
d_Bacteriajp_Firmicutesic_Clostridiajo_Oscillospiralesf_CAG-272g_CAG-272
ME
S3_vf_127392
Caudoviricetes
Unclassified
[o]
(0]
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__CAG-272;g_ QALRO1
SHHC
$12_vs_188820
na.
na.
na.
na.
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospiraceae;g__
ME
S13_vs_148294
Caudoviricetes
Unclassified
[o]
(o]
Shared
S3_vs_54303
Caudoviricetes
Unclassified
Unclassified
Eponavirus
S7_vs_4956
Caudoviricetes
Unclassified
Unclassified
Eponavirus
d_Bacteriajp_Firmicutesic_Clostridiajo_Oscillospiralesif_Oscillospiraceaeig_An92
ME
S9_vs_14235
na.
na.
na.
na.
S9_vs_84046
Caudoviricetes
Unclassified
[o]
o
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospiraceae;g__CAG-103
ME
S5_vs_77593
Caudoviricetes
Unclassified
[o]
(o]
S7_vs_5236
Caudoviricetes
Unclassified
[o]
o



Shared
S7_vf_76463
na.
na.
na.
na.
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospiraceae;g__CAG-110
ME
S5_vs_107105
Caudoviricetes
Unclassified
[o]
[0}
SHHC
$10_vs_120541
na.
na.
na.
na.
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospiraceae;g__CAG-170
ME
S1_vf_136526
Caudoviricetes
Unclassified
Unclassified
(o]
S1_vs_117317
Caudoviricetes
Unclassified
Unclassified
[0}
Shared
S1_vf_6272
Caudoviricetes
Unclassified
Unclassified
[0}
S12_vf_173208
na.
na.
na.
na.
S3_vf_82571
Caudoviricetes
Unclassified
[o]
(o]
SHHC
S8_vs_51368
na.
na.
na.
n.a.
S8_vs_54183
Caudoviricetes
Unclassified
Unclassified
[0}
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospiraceae;g__CAG-83
ME



S11_vf 33117
na.
na.
na.
na.
S11_vf 99751
na.
na.
na.
na.
$13_vf_109235
na.
na.
na.
na.
S13_vs_13129
Caudoviricetes
Unclassified
[o]
(o]
S14_vs_97835
na.
na.
na.
na.
S5_vs_74199
na.
na.
na.
na.
Shared
$12_vs_164056
na.
na.
na.
na.
S13_vs_35816
Caudoviricetes
Unclassified
Unclassified
Lagaffevirus
$8_vf_170878
Caudoviricetes
Unclassified
Unclassified
Toutatisvirus
S8_vs_125717
na.
na.
na.
na.
S9_vf_64844
Caudoviricetes
Unclassified
Unclassified
Lagaffevirus

d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscill
ME
S11_vs_52577
Caudoviricetes



Unclassified
Unclassified
Mushuvirus
S7_vs_28150
na.
na.
na.
na.
S9_vs_69322
na.
na.
na.
na.
Shared
$10_vf_120738
na.
na.
na.
na.
S17_vs_127519
na.
na.
na.
na.
SHHC
S8_vs_50431
na.
na.
na.
n.a.
d_Bacteriajp_Firmicutesic_Clostridiajo_Oscillospiralesif_Oscillospiraceaeig_Enterenecus
ME
S5_vs_117417
na.
na.
na.
na.
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospiraceae;g__ER4
ME
S1_vf_22149
na.
na.
na.
n.a.
S1_vs_143929
na.
na.
na.
na.
S13_vf_150407
Faserviricetes
Inoviridae
Unclassified
Inovirus
S3_vs_127411
na.
na.
na.
n.a.
Shared



S1_vs_155183
Caudoviricetes
Unclassified
Unclassified
(o]
S11_vf_104034
Caudoviricetes
Unclassified
Unclassified
[0}
$12_vf_18902
Caudoviricetes
Unclassified
[o]
[0}
S16_vf_6102
Caudoviricetes
Unclassified
Unclassified
Toutatisvirus
S16_vf_97279
Caudoviricetes
Unclassified
Unclassified
Eponavirus
$17_vs_103009
na.
na.
na.
na.
S3_vf_127400
Caudoviricetes
Unclassified
Unclassified
(o]
S4_vs_VIRSorter_4959-cat_2
Caudoviricetes
Unclassified
[o]
[0}
S5_vf_136076
na.
na.
na.
na.
SHHC
S16_vs_78429
Caudoviricetes
Unclassified
Unclassified
[0}
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospiraceae;g__Evtepia
Shared
S14_vs_117166
na.
na.
na.
na.
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospiraceae;g__Flavonifractor
ME



S11_vf_95067
na.
na.
na.
na.
S13_vf_147589
na.
na.
na.
na.
S14_vf_115736
Caudoviricetes
Unclassified
Unclassified
[0}
S14_vs_3251
na.
na.
na.
na.
S14_vs_56410
Caudoviricetes
Unclassified
[o]
[0}
S5_vs_21778
na.
na.
na.
na.
S5_vs_65490
na.
na.
na.
na.
S5_vs_69980
Caudoviricetes
Unclassified
[o]
[0}
S7_vs_83100
Caudoviricetes
Unclassified
[o]
[0}
S7_vs_83474
Caudoviricetes
Unclassified
Unclassified
(o]
S7_vs_94738
Caudoviricetes
Unclassified
Unclassified
[0}
S9_vs_4558
Caudoviricetes
Unclassified
[o]
[0}



S9_vs_50439
na.
na.
na.
na.
Shared
S4_vs_VIRSorter_15837-cat_2
Caudoviricetes
Unclassified
[o]
(o]
S4_vs_VIRSorter_31196-circular-cat_2
na.
na.
na.
na.
S4_vs_VIRSorter_31560-circular-cat_2
Caudoviricetes
Unclassified
[o]
[0}
S5_vf_21869
Caudoviricetes
Unclassified
Unclassified
(o]
S6_vs_15813
na.
na.
na.
na.
s8_vf_111790
Caudoviricetes
Unclassified
[o]
[0}
S8_vf_166403
na.
na.
na.
na.
SHHC
S16_vf_173099
na.
na.
na.
na.

d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscill
ME
S7_vs_118295
na.
na.
na.
na.
S7_vs_69630
Caudoviricetes
Unclassified
[o]
(o]
S9_vs_5676

;8__Intest



Caudoviricetes
Unclassified
[o]
[0}
Shared
S12_vs_92868
Caudoviricetes
Unclassified
[o]
[0}
$14_vf_109545
na.
na.
na.
na.
S4_vs_VIRSorter_30222-cat_2
Caudoviricetes
Unclassified
[o]
(o]
S5_vs_124035
na.
na.
na.
na.
S7_vs_78507
na.
na.
na.
na.
S8_vf_208110
Caudoviricetes
Unclassified
[o]
(o]
S8_vf_55476
na.
na.
na.
na.

d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscill

p

ME
S11_vs_19892
Caudoviricetes
Unclassified
Unclassified
Eponavirus
S14_vs_67094
na.
na.
na.
na.
S14_vs_9676
Caudoviricetes
Unclassified
[o]
[0}
S17_vf_97671
Caudoviricetes
Unclassified



Unclassified
Mushuvirus
$7_vf_138019
na.
na.

na.

na.
Shared

s5_vf_103206
na.
na.
na.
na.
S8_vs_134805
Caudoviricetes
Unclassified

Unclassified

Mushuvirus
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospiraceae;g__UBA5446
Shared

S16_vs_75108
na.
na.

na.

n.a.
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospi ;8__UBA9475
SHHC

S8_vs_145173
Caudoviricetes

Unclassified
[o]
(o]
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospiraceae;g__UMGS1766
Shared

S16_vs_20060
Caudoviricetes
Unclassified
Unclassified
[0}
d_Bacteriajp_Firmicutesic_Clostridiajo__Oscillospiralesif_Ruminococcaceaejg_Anaerotruncus
ME
S5_vs_118168
na.
na.
na.
na.
S5_vs_130958
Caudoviricetes
Unclassified
[o]
[0}
S5_vs_32885
Caudoviricetes
Unclassified
[o]
(o]
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Ruminococcaceae;g__CAG-353
Shared
$12_vs_133070
Caudoviricetes



Unclassified
[o]
[0}
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Ruminococcaceae;g__D5
Shared
S3_vf_80287
Caudoviricetes
Unclassified
[o]
[0}
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Ruminococcaceae;g__Faecalibacterium
ME
S1_vs_23682
Caudoviricetes
Unclassified
[o]
(o]
S11_vs_11994
Caudoviricetes
Unclassified
[o]
[0}
S13_vf_54201
Caudoviricetes
Unclassified
[o]
[0}
S14_vs_90934
na.
na.
na.
n.a.
$17_vs_110666
Caudoviricetes
Unclassified
[o]
[0}
S3_vs_42569
Caudoviricetes
Unclassified
Unclassified
Toutatisvirus
S3_vs_68031
Caudoviricetes
Unclassified
[o]
(o]
S5_vs_117319
Caudoviricetes
Unclassified
Unclassified
[0}
S5_vs_124677
Caudoviricetes
Unclassified
Unclassified
[0}
S5_vs_30490
na.
na.



na.
na.
S7_vf_84974
Caudoviricetes
Unclassified
[o]
[0}
S7_vs_87279
Caudoviricetes
Unclassified
Unclassified
[0}
S7_vs_97737
na.
na.
na.
na.
Shared
S12_vs_87088
Caudoviricetes
Unclassified
[o]
(o]
S16_vf_108554
na.
na.
na.
na.
S16_vs_132979
Caudoviricetes
Unclassified
[o]
[0}
S16_vs_173141
na.
na.
na.
na.
S3_vf_127409
Caudoviricetes
Unclassified
[o]
[0}
S3_vf_99734
Caudoviricetes
Unclassified
Unclassified
Lagaffevirus
S3_vs_87728
na.
na.
na.
na.
S3_vs_90331
Caudoviricetes
Unclassified
Unclassified
[0}
S4_vs_VIRSorter_27316-cat_2
Caudoviricetes



Unclassified
[o]
[0}
S5_vf_134040
Caudoviricetes
Unclassified
Unclassified
Mushuvirus
S5_vs_130294
na.
na.
na.
na.
S6_vs_1146
Caudoviricetes
Unclassified
[o]
[0}
S6_vs_34453
Caudoviricetes
Unclassified
Unclassified
(o]
S7_vf_39724
Caudoviricetes
Unclassified
Unclassified
Mushuvirus
S7_vs_13370
na.
na.
na.
na.
S7_vs_135322
Caudoviricetes
Unclassified
Unclassified
(o]
S7_vs_26757
na.
na.
na.
na.
SHHC
S10_vf_24791
Caudoviricetes
Unclassified
Unclassified
Eponavirus
$10_vs_46819
Caudoviricetes
Unclassified
[o]
[0}
S12_vs_81729
Caudoviricetes
Unclassified
[o]
(o]
S16_vs_18440



Caudoviricetes
Unclassified
Unclassified
Toutatisvirus
S6_vs_53966
Caudoviricetes
Unclassified
[o]
[0}
S8_vf_101283
Caudoviricetes
Unclassified
Unclassified
Toutatisvirus
S8_vf_187742
Caudoviricetes
Unclassified
[o]
[0}
S8_vf_208119
Malgrandaviricetes
Microviridae
Gokushovirinae
Gokushovirus
S8_vs_179529
Caudoviricetes
Unclassified
Unclassified
(o]
S8_vs_63277
Caudoviricetes
Unclassified
[o]
[0}
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__R
ME
S1_vf_28398
na.
na.
na.
na.
S1_vs_133577
Caudoviricetes
Unclassified
[o]
[0}
S14_vf_117147
Caudoviricetes
Unclassified
[o]
[0}
$3_vs_119771
Caudoviricetes
Unclassified
[o]
(o]
S3_vs_127391
na.
na.
na.




na.
S3_vs_15450
Caudoviricetes
Unclassified
[o]
[0}
S7_vs_111831
Caudoviricetes
Unclassified
[o]
(o]
Shared
S4_vs_VIRSorter_31976-circular-cat_2
na.
na.
na.
na.
S7_vs_42563
na.
na.
na.
na.
SHHC
S16_vs_76823
na.
na.
na.
na.
S8_vf_151384
Caudoviricetes
Unclassified
Unclassified
Eponavirus
S8_vf_208126
Caudoviricetes
Unclassified
[o]
(o]
$8_vs_102608
na.
na.
na.
na.
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Ruminococcaceae;g__Massilimaliae
ME
S14_vs_73301
Caudoviricetes
Unclassified
[o]
(o]
Shared
S16_vs_17493
na.
na.
na.
n.a.
SHHC
S4_vs_VIRSorter_4839-cat_2
Caudoviricetes
Unclassified



[o]
[¢]
d_Bacteriajp_Firmicutesjc_Clostridiajo_Oscillospirales;f_Ruminococcaceaejg_Massilioclostridium
ME
S$11_vs_13652
Caudoviricetes
Unclassified
Unclassified
o
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__| i aceae;g__Negativibacillus
ME
S5_vs_128398
Caudoviricetes
Unclassified
[o]
[0}
S9_vs_48347
Caudoviricetes
Unclassified
Unclassified
o

Shared
S11_vs_104064
Caudoviricetes
Unclassified
[o]
o
S6_vs_46091
Caudoviricetes
Unclassified
Unclassified
[¢]
d_Bacteriajp_Firmicutesjc_Clostridiajo_Oscillospirales f_Ruminococcaceaejg_Phocea
ME
S5_vs_145611
Caudoviricetes

Unclassified
[o]
o
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Ruminococcaceae;g__QAMMO1
ME
S14_vs_101482
na.
na.
na.
na.
SHHC

S4_vs_VIRSorter_31171-circular-cat_2

Caudoviricetes

Unclassified
[o]
[0}
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__R
Shared

S7_vs_21521

na.

ridium_E

na.
na.
na.
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f i ; i C




ME
S3_vs_29077
Caudoviricetes
Unclassified
[o]
[0}
SHHC
S4_vs_VIRSorter_31972-circular-cat_2
Caudoviricetes
Unclassified
[o]
[0}

d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__| i aceae;g__|

ME
S14_vf_51134
Caudoviricetes
Unclassified
[o]
[0}
S3_vf_8164
Caudoviricetes
Unclassified
[o]
[0}
S7_vf_71527
na.
na.
na.
na.
S7_vf_8332
Caudoviricetes
Unclassified
[o]
[0}
Shared
$10_vs_120570
na.
na.
na.
na.
S16_vs_34021
na.
na.
na.
na.
S17_vf_174033
Caudoviricetes
Unclassified
[o]
(o]
$3_vf_111893
Caudoviricetes
Unclassified
[o]
[0}
S7_vf_13614
Caudoviricetes
Unclassified
[o]
[0}

_D



SHHC
S12_vf_181024
Caudoviricetes
Unclassified
[o]
[0}
S16_vs_107235
na.
na.
na.
na.
S16_vs_48714
na.
na.
na.
na.
S8_vf_161703
Caudoviricetes
Unclassified
[o]
[0}

d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__| i aceae;g__|

terium

ME
S14_vs_14737
Caudoviricetes
Unclassified
[o]
[0}
S14_vs_38905
na.
na.
na.
na.
S3_vs_25896
na.
na.
na.
n.a.
S5_vs_121411
na.
na.
na.
na.
S5_vs_13254
na.
na.
na.
na.
S9_vs_66877
Caudoviricetes
Unclassified
[o]
(o]
Shared
S11_vs_76784
Caudoviricetes
Unclassified
[o]
(o]
$16_vf_169895



Caudoviricetes
Salasmaviridae
[o]
[0}
S5_vs_85065
Caudoviricetes
Unclassified
[o]
[0}
SHHC
S16_vs_103726
na.
na.
na.
na.
S16_vs_81805
Caudoviricetes
Unclassified
[o]
(o]
S6_vs_33711
Caudoviricetes
Unclassified
Unclassified
Unclassified
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__| i ;8__UBA3818
SHHC
S6_vs_38250
Caudoviricetes
Unclassified
Unclassified
Unclassified
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__UMGS1783;g_ UMGS1783
ME
S7_vs_134391
na.

na.
na.
na.
SHHC
$12_vs_188828
na.
na.
na.
na.
d__Bacteria;p__Firmicutes;c__Clostridia;o__Pep! occales;f__A aceae;g__CAG-145
Shared
$10_vs_2538
Caudoviricetes
Unclassified
[o]
[0}
d__Bacteria;p__Firmicutes;c__Clostridia;o__Peptostreptococcales;f__Peptostreptococcaceae;g__GCA-900066495
Shared
S3_vf_56363
Caudoviricetes
Unclassified
[o]
(o]

SHHC



S4_vs_VIRSorter_15112-cat_2
na.
na.
na.
n.a.
d__Bacteria;p__Firmicutes;c__Clostridia;o_ TANB77;f__CAG-508;g__CAG-269
SHHC
S12_vs_6836
Caudoviricetes
Unclassified
[o]
o
S16_vf_90328
Caudoviricetes
Unclassified
[o]
(0]
d__Bacteria;p__Firmicutes;c__Clostridia;o_ TANB77;f__CAG-508;g__CAG-354
SHHC
$8_vf_13709
Caudoviricetes
Unclassified
[o]
o
S8_vf_13758
Caudoviricetes
Unclassified

[o]
[¢]
d_Bacteriajp_Firmicutesic_Clostridiajo_UBA1212f_UBA12SSg_Egerieisoma
ME
S5_vs_850
na.
na.
na.
n.a.
d__Bacteria;p__Firmii gativi i i i i P
SHHC
$8_vf_208146
Malgrandaviricetes
Microviridae
Gokushovirinae
Unclassified

ME
S7_vs_134784
Caudoviricetes
Unclassified
[o]
o]
S9_vs_67792
Caudoviricetes
Unclassified
[o]
[0}
d__Bacteria;p__Firmi H gativi __Veillonellales;f__| t ;8__Caecib
SHHC
S8_vs_147670
Caudoviricetes
Unclassified




o}

[¢]
d_Bacteriajp_Firmicutesc_Negativicutesio_Veillonellales f_Veillonellaceaejg_Veillonella
ME
S5_vf_8808
Caudoviricetes
Unclassified
[o]
o
d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA1006;g__01-FULL-36-10b
Shared
S4_vf_31973
na.
na.
na.
na.
d__Bacteria;p__Proteobacteria;c__Alphaproteobacteria;o__RF32;f__CAG-239;g__51-20
ME
S11_vs_84627
na.
na.
na.
n.a.
Shared

S13_vs_45488
Caudoviricetes
Unclassified
[o]
(o]
S6_vs_44070
na.
Unclassified
[o]
[0}
d__Bacteria;p__Proteobacteria;c__Alphaproteobacteria;o__RF32;f__CAG-239;g__CAG-267
Shared
S11_vs_6458
na.
na.
na.
n.a.
S13_vs_9438
na.
na.
na.
na.
S5_vs_9747
na.
na.
na.
na.
S6_vs_39065
na.
na.
na.
n.a.
d__Bacteria;p__Proteobacteria;c__Alphaproteobacteria;o__RF32;f__CAG-239;g__ CAG-495
ME
$17_vs_8690
na.



na.
na.
na.
SHHC
$12_vs_153780
Caudoviricetes
Unclassified
[o]
[0}
d__Bacteria;p__P
SHHC
S4_vs_VIRSorter_31980-circular-cat_2
Caudoviricetes
Unclassified
Unclassified
Unclassified
d__Bacteria;p__P k a;c__ k ia;o__Burkholderiales;f__Burkholderiaceae;g__Parasutterella
SHHC
S12_vs_93357
Caudoviricetes
Unclassified
[o]
(o]
S16_vs_120622
Caudoviricetes
Unclassified
[o]
[0}
d_Bacteriajp_Proteohacteriaic_ Gammaproteobacteriajo_Burkholderiales;f_Burkholderiaceaeig_Sutterella
ME
S14_vs_2870
Caudoviricetes
Unclassified
[o]
(o]
S3_vs_51931
Malgrandaviricetes
Microviridae
Gokushovirinae
[0}
S7_vs_48523
Caudoviricetes
Unclassified
[o]
[0}
d__Bacteria;p__Prt bacteria;c__ bacteria;o__Enterok teri ;8__Escherichia
ME
S5_vf_74661
Caudoviricetes
Unclassified
Unclassified
Unclassified
S5_vs_130032
Caudoviricetes
Unclassified
[o]
[0}

ia;o__Burkholderiales;f__Burkholderiaceae;g__Duodenibacillus

ia;c,

Shared
S13_vf_151045
Caudoviricetes



Unclassified
[o]
[e]
d_Bacteriajp_Proteobacteriaic_ Gammaproteobacteriajo_Enterobacterales;f_Enterobacteriaceaeig_Salmonella
ME
S11_vs_5077
Caudoviricetes
Peduoviridae
Unclassified
Quadragintavirus
d__Bacteria;p__P k a;c__ k ia;o__| k les;f__F It ;8__Gl 1[f
SHHC
S12_vf_10887
na.
na.

na.
na.
d__Bacteria;p__Spiroch __Spirochaetia;o__Sph h: les;f__Sphaeroch ;8__UBA9732
Shared
S3_vf_115304
Caudoviricetes
Suoliviridae
Uncouvirinae
Aurodevirus
d_Bacteriajp_Verrucomicrobiotaic_Lentisphaeriajo_Victivallalesif_Victivallaceaejg_Victivallis
ME
S7_vs_87439
na.

n.a.
n.a.
n.a.
d__Bacteria;p__Verr
ME
S13_vf_7670
na.
n.a.

;¢__Verr icrobiae;o__Verr Akker i ;8__Akkermansia

na.
na.
S5_vs_86562
Caudoviricetes
Unclassified
[o]
[0}
S7_vs_29595
Caudoviricetes
Unclassified
[o]
o
Shared
S16_vs_173096
Caudoviricetes
Unclassified
Unclassified
Unclassified
S6_vf_25710
na.
na.
na.
na.
SHHC



S12_vs_86928
Caudoviricetes
Unclassified
[o]
(o]



Table $9-6. WMS_Hosts_pivot
d . - -

ME
S17-wms-combined_186314
Caudoviricetes
Unclassified
o
o
S1-wms-combined_307323
Caudoviricetes
Unclassified
o
o
S1-wms-combined_331544
na.
na.
na.
na.
S1-wms-combined_85225
Caudoviricetes
Unclassified
o
o
S3-wms_94494
Caudoviricetes
Unclassified
o
o
S3-wms-combined_135428
Caudoviricetes
Unclassified
o
o
S$7-wms_157264
na.
Unclassified
Unclassified
Unclassified
S7-wms-combined_136642
na.
na.
na.
na.
S7-wms-combined_143218
na.
na.
na.
na.
S7-wms-combined_147158
Caudoviricetes
Unclassified
o
o
S7-wms-combined_167867
na.
na.
na.
na.
Shared
S4-wms-combined_17284
Caudoviricetes
Unclassified
Unclassified
Unclassified
S4-wms-combined_51079
na.
na.
na.
na.
S5-wms-combined_117213
Caudoviricetes
Unclassified
o
o
S5-wms-combined_39793

Host interactions witl

SHHC-viruses-only
Shared/communal viruses



na.
na.
na.
na.
S7-wms-combined_174935
Caudoviricetes
Unclassified
o
o
S9-wms-combined_76274
Caudoviricetes
Unclassified
o
o
SHHC
S4-wms_161443
na.
Unclassified
Unclassified
Unclassified
d_| ia;p__Acti iota;c__Cori iia;o__Cori ales;f__Cori i _Collinsella
ME
S5-wms_94965
Caudoviricetes
Unclassified
Unclassified
Unclassified
Shared
S7-wms-combined_189250
Caudoviricetes
Unclassified
Unclassified
Unclassified
S7-wms-combined_190281
na.

na.
na.
na.
SHHC
S4-wms-combined_22012
Caudoviricetes
Unclassified
o
o
I g q 3 (s = e o A
SHHC
$12-wms_184276
Caudoviricetes
Unclassified
o
o
d_| )| c C __CAG-1427
SHHC
S4-wms_107182
na.

na.
na.
na.
q_ iasp__ Acti otaic_ Cori jiazo__ Cor N . Egger
ME
S17-wms-combined_225356
na.

na.
na.
na.
S5-wms_62679
Caudoviricetes
Unclassified
o
o

SHHC
S2-wms_79304
Caudoviricetes
Unclassified
Unclassified
Dybvigvirus



ME
S11-wms_320555
Caudoviricetes
Unclassified
o
o
S11-wms-combined_195425
Caudoviricetes
Unclassified
Unclassified
Unclassified
S11-wms-combined_41367
na.

na.
na.
na.
$17-wms_124308
Caudoviricetes
Unclassified
o
o
S$17-wms-combined_158354
na.
na.
na.
na.
S17-wms-combined_16309
Caudoviricetes
Unclassified
o
o
S1-wms_208875
Caudoviricetes
Unclassified
o
o
S1-wms-combined_330329
Caudoviricetes
Unclassified
o
o
S7-wms_244866
Caudoviricetes
Unclassified
Unclassified
Unclassified
S7-wms-combined_135154
na.

na.
na.
na.
S7-wms-combined_3669
Malgrandaviricetes
Microviridae
o
o
S7-wms-combined_90393
Caudoviricetes
Unclassified
o
o
S7-wms-combined_90728
Caudoviricetes
Unclassified
o
o
S9-wms-combined_33229
Caudoviricetes
Unclassified
o
o
Shared
S11-wms-combined_217790
na.
na.



na.
na.
S11-wms-combined_321938
Caudoviricetes
Unclassified
o
o
S11-wms-combined_73204
na.
na.
na.
na.
S12-wms-combined_111524
na.
na.
na.
na.
$12-wms-combined_190114
Caudoviricetes
Unclassified
o
o
S$12-wms-combined_201125
Caudoviricetes
Unclassified
o
o
S$12-wms-combined_250551
Caudoviricetes
Unclassified
Unclassified
Unclassified
S12-wms-combined_297545
Caudoviricetes
Unclassified
o
o
S$12-wms-combined_320727
Caudoviricetes
Unclassified
o
o
S$12-wms-combined_368190
Caudoviricetes
Unclassified
o
o
$12-wms-combined_368562
Caudoviricetes
Unclassified
o
o
S$17-wms-combined_106940
Caudoviricetes
Unclassified
o
o
$17-wms-combined_146050
na.

na.
na.
na.
$17-wms-combined_179771
na.
na.
na.
na.
S17-wms-combined_233761
na.
na.
na.
na.
S17-wms-combined_70983
na.
na.
na.



na.
S1-wms_244836

na.

na.
na.
na.

S1-wms-combined_248622

n.

na.
na.
na.
S1-wms-combined_263562
na.
na.

na.
$2-wms_156439

Unclassified
o
o
S2-wms-combined_143737
Caudoviricetes
Duneviridae
o
o
S2-wms-combined_147065
Caudoviricetes
Unclassified
o
o
S2-wms-combined_210822
na.
na.
na.
na.
S2-wms-combined_229529
Caudoviricetes
Unclassified
o
o
S2-wms-combined_58121
na.
na.
na.
na.
S3-wms-combined_73262
Caudoviricetes
Unclassified
Unclassified
Unclassified
S4-wms-combined_83492
Caudoviricetes
Unclassified
o
o
S5-wms_85650
na.

na.
na.
na.
S5-wms-combined_207291
na.
na.
na.
na.
S5-wms-combined_59064
Caudoviricetes
Unclassified
Unclassified
Unclassified
S5-wms-combined_83370
Caudoviricetes
Unclassified
o
o



S5-wms-combined_98202
na.
na.
na.
na.
S6-wms-combined_135223
na.
na.
na.
na.
S6-wms-combined_82597
na.
na.
na.
na.
S7-wms-combined_104872
na.
na.
na.
na.
S7-wms-combined_107679_1
Caudoviricetes
Unclassified
o
o
S7-wms-combined_185016
Caudoviricetes
Unclassified
o
o
S7-wms-combined_239784
na.
na.
na.
na.
S7-wms-combined_43950
Caudoviricetes
Unclassified
Unclassified
Unclassified
S7-wms-combined_5625
Caudoviricetes
Unclassified
Unclassified
Unclassified
S7-wms-combined_62119
Caudoviricetes
Unclassified
Unclassified
o
S7-wms-combined_72070
na.

na.
na.
na.
S8-wms-combined_81597
Caudoviricetes
Unclassified
o
o
S9-wms-combined_33230
Caudoviricetes
Unclassified
o
o
S9-wms-combined_37587
Caudoviricetes
Unclassified
o
o
S9-wms-combined_44402
Caudoviricetes
Unclassified
o
o

SHHC



S12-wms-combined_91231
n.

na.
na.
na.
S2-wms_6424
Caudoviricetes
Pachyviridae
o
o
S2-wms-combined_132966
Faserviricetes
Inoviridae
Unclassified
Inovirus
S8-wms-combined_239791
Caudoviricetes
Aggregaviridae
o
o
S8-wms-combined_97848
Caudoviricetes
Unclassified
Unclassified
Unclassified
4_Bacteriajp_Bacteroidotaic_Bacteroidiajo_Bacteroidales;f_Bacteroidaceacig_Bacteroides 6 |
ME
$17-wms_254872
Malgrandaviricetes
Microviridae
Unclassified
Microvirus
d__| iaj|
Shared
S2-wms_128962
Caudoviricetes
Suoliviridae
o
o

SHHC
S4-wms_141607

Unclassified
Unclassified
Unclassified
S4-wms_45128

n.

na.
na.
na.
S4-wms_50475
Caudoviricetes
Unclassified
o
o
S4-wms-combined_47565
na.
na.
na.
na.
S4-wms-combined_57123
n.

na.
na.
na.
S6-wms_138342
Caudoviricetes
Suoliviridae
o
o
S8-wms-combined_74275
Caudoviricetes
Unclassified
o
o




Shared
$12-wms_12658
Caudoviricetes
Unclassified
o
o

d_| fajp__| i |
ME
S1-wms_153615
na.
na.
na.
na.
S1-wms-combined_153670
na.
na.
na.
na.
S1-wms-combined_357373
Malgrandaviricetes
Microviridae
Unclassified
Unclassified
Shared
S$12-wms-combined_260036
Caudoviricetes
Steigviridae
o
o
S12-wms-combined_351847
na.
na.
na.
na.
S9-wms-combined_31456
Caudoviricetes
Unclassified
Unclassified
Unclassified
SHHC
S$12-wms-combined_75733
Malgrandaviricetes
Microviridae
o
o
S$8-wms_270
Malgrandaviricetes
Microviridae
o
o

UBA7173

d_| iazp__| i |
SHHC
S$12-wms-combined_256299
na.
na.
na.
na.

__Alistipes

d i i |

ME
S11-wms_330479
na.
Unclassified
Unclassified
Unclassified
S11-wms-combined_172889
Caudoviricetes
Unclassified
o
o
S17-wms-combined_253499
na.
na.
na.
na.
S7-wms-combined_163980
na.



na.
na.
na.
S9-wms-combined_28805
Caudoviricetes
Winoviridae
o
o
Shared
S11-wms-combined_125176
Caudoviricetes
Unclassified
o
o
$11-wms-combined_215723
Caudoviricetes
Duneviridae
o
o
S11-wms-combined_226165

Caudoviricetes
Unclassified
o
o

S11-wms-combined_48246
Caudoviricetes
Unclassified
o
o
S11-wms-combined_63818
Caudoviricetes
Unclassified
o
o
S11-wms-combined_64392

Caudoviricetes
Unclassified
o
o

S11-wms-combined_83571
Caudoviricetes
Winoviridae
o
o
S11-wms-combined_92114
na.
na.
na.
na.
$12-wms_386692
na.
na.
na.
na.
S12-wms-combined_189323
Caudoviricetes
Unclassified
o
o
$12-wms-combined_25459
na.
na.
na.
na.
S$12-wms-combined_320262
na.
na.
na.
na.
S$12-wms-combined_328554
Caudoviricetes
Unclassified
o
o
S12-wms-combined_358797
Caudoviricetes



Unclassified
o
o
S17-wms-combined_199746
Caudoviricetes
Unclassified
o
o
S1-wms_394571
Caudoviricetes
Unclassified
o
o
S1-wms-combined_107766
na.

na.
na.
na.
S1-wms-combined_340558
Caudoviricetes
Unclassified
o
o
S2-wms-combined_113619
Caudoviricetes
Unclassified
o
o
S2-wms-combined_208559
na.
na.
na.
na.
S4-wms-combined_41490
Caudoviricetes
Unclassified
o
o
S5-wms-combined_178432
na.
na.
na.
na.
S5-wms-combined_210959
Caudoviricetes
Unclassified
o
o
S5-wms-combined_67650
Caudoviricetes
Unclassified
o
o
S5-wms-combined_90315
Caudoviricetes
Unclassified
o
o
S6-wms-combined_50721
Caudoviricetes
Winoviridae
o
o
S6-wms-combined_72228
na.

na.
na.
na.
S6-wms-combined_91039
na.
na.
na.
na.
S7-wms-combined_107679_0
Caudoviricetes
Winoviridae



o
o
S7-wms-combined_14267
na.
na.

na.
S7-wms-combined_26217
Caudoviricetes
Unclassified
o
o
S7-wms-combined_3697
na.
Unclassified
o
o
S8-wms_58515
na.

na.
na.
na.
S8-wms-combined_26087
Caudoviricetes
Unclassified
o
o
S8-wms-combined_270362
Caudoviricetes
Unclassified
o
o
S9-wms-combined_5526
Caudoviricetes
Unclassified
o
o
d__| ia;p__| i | idia;o__| i f__Ril __Alistipes_A
ME
S5-wms-combined_183113
na.

na.
na.
na.
S5-wms-combined_204782
na.
na.
na.
na.
Shared
S8-wms-combined_23583
na.
na.
na.
na.
q_ iasp_ | . - idiajo_ . R - Tid
Shared
S12-wms-combined_2450
Caudoviricetes
Winoviridae
o
o
d_| ia;p__| i idi i T: Marseille-P3160
SHHC
S4-wms-combined_14411
Caudoviricetes
Unclassified
Unclassified
Unclassified
S6-wms_54578
Caudoviricetes
Unclassified
Unclassified
Unclassified

ME



$17-wms-combined_171305
Caudoviricetes
Unclassified
o
o
S5-wms-combined_94482
na.
na.
na.
na.
S7-wms_123954
na.
na.
na.
na.
Shared
S1-wms-combined_32863
na.
na.
na.
na.
S1-wms-combined_394574
Caudoviricetes
Unclassified
Unclassified
Unclassified
S2-wms-combined_75144
na.
na.
na.
na.
SHHC
S4-wms_73990
Caudoviricetes
Suoliviridae
Boorivirinae
Cohcovirus
S4-wms-combined_10758
Caudoviricetes
Unclassified
o
o
S8-wms-combined_180957
Caudoviricetes
Unclassified
o
o
d_| ia;p_| i | idiajo__| i _UBA11471;g__UBA11471
ME
S1-wms-combined_246923
Caudoviricetes
Unclassified
o
o
Shared
S$12-wms-combined_371541
na.

na.
na.
na.
S$12-wms-combined_375343
na.
na.
na.
n.a.
4_Bacteriaip_Campylobacterotajc_ Campylobacteriajo_Campylobacterales;f_Campylobacteraceaeig_Campylobacter 0 |
ME
S5-wms-combined_106597
na.
na.
na.
n.a.
d_Bacteriaip_Cyanobacteriaic_Vampirovibrioniajo_Gastranaerophilales;f__Gastranaerophilaceaeig_QAMIOL |
ME
S5-wms-combined_199135
na.



na.
na.
na.

d i ibrioni ibri ibri _ Bilophila

ME
S1-wms-combined_143459
Caudoviricetes
Unclassified
o
o
S1-wms-combined_159544
Caudoviricetes
Peduoviridae
Unclassified
Phitrevirus
S1-wms-combined_19031
Caudoviricetes
Unclassified
Unclassified
Unclassified
S1-wms-combined_231411
na.
na.
na.
na.
Shared
S1-wms-combined_360285
Caudoviricetes
Unclassified
o
o
SHHC
S6-wms-combined_119017
Caudoviricetes
Peduoviridae
Unclassified
Phitrevirus

d_| __| | __| __|

ME
S11-wms-combined_268967
Caudoviricetes
Unclassified
Unclassified
Unclassified
S11-wms-combined_84326
Caudoviricetes
Unclassified
o
o
Shared
$11-wms-combined_112733
Caudoviricetes
Unclassified

2
m
o
(o)

S7-wms-combined_169375
na.

S5-wms-combined_156329
Caudoviricetes
Unclassified
o
o
S5-wms-combined_197186



$5-wms_212596
na.
na.
na.

ME
S$9-wms_19025
Caudoviricetes
Unclassified
o
o
S9-wms-combined_20485
Caudoviricetes
Unclassified
Unclassified
o
d iazp__Firmi cl

SHHC
S$12-wms-combined_147628
Caudoviricetes
Unclassified
o
o
S8-wms-combined_164289
na.
na.
na.
na.
S8-wms-combined_264711
na.
na.
na.
na.

__CAG-138;g_ SFELO1

d_| _Firmi a
SHHC
$8-wms_57121
na.
na.
na.
na.
S8-wms-combined_146562
Caudoviricetes
Unclassified
o
o
S8-wms-combined_211119
na.
na.
na.
na.
S8-wms-combined_219796
Caudoviricetes
Unclassified
Unclassified
o

f__CAG-138;g__UBA1685

ME
S11-wms-combined_267993
Caudoviricetes
Unclassified
o
o
d ia;p__Firmi cl

Shared
S8-wms-combined_185611
na.
na.
na.
na.
d {asp___Firmi q

_CAG-74;g_Li

Shared
S$12-wms-combined_299293
na.
na.
na.

__CAG-74;g__SFFHO1



na.
d_| ia;p__Firmi -__Clostridia;o__Chri: f__CAG-74;5__UBA11524
Shared
S$12-wms-combined_151843
Caudoviricetes
Unclassified
o
o
$12-wms-combined_293354
Caudoviricetes
Unclassified
o
o
S1-wms_223620
Caudoviricetes
Unclassified
o
o
S1-wms-combined_302166
Caudoviricetes
Unclassified
o
o
S7-wms-combined_134452
na.

na.
na.
na.
S7-wms-combined_14529
Caudoviricetes
Unclassified
o
o
S8-wms-combined_215102
na.
na.
na.
na.
d_| ia;p__Firmicutes;c__Clostridia;o__Chri F_CAG-74;g__Ventricola
Shared
S2-wms-combined_25727
Caudoviricetes

Unclassified
o
o
d_| )__| -_dl __Ch __CAG-917;g__
SHHC
$12-wms-combined_117447
na.
na.
na.
na.
d_| iazp__Firmi ._Clostridia;o__Chri _CAG-917;g__CAG-475
SHHC
S$12-wms-combined_164656
na.
na.
na.
n.a.
4_Bacteriajp_Firmicutesic_Clostridiajo_Christensenellales;{_Christensenellaceacig_Christensenella |
ME
S5-wms-combined_66017
na.
na.
na.
na.
d_| ia;p__Firmi __Clostridia;o__Clostridi F_Clostridi _
Shared

S17-wms-combined_258087
Caudoviricetes
Unclassified
Unclassified
o
S2-wms-combined_58563
Caudoviricetes
Unclassified



Unclassified
o
d4_Bacteriajp_Firmicutesic_Clostridiajo_Eubacteriales;f_Eubacteriaceaejg_Eubacteriom |
ME
S5-wms-combined_83412
Caudoviricetes
Unclassified
Unclassified
Unclassified
d_| ia;p__Firmi __Clostridia;o__L ) .
ME
S9-wms-combined_3461
na.

na.
na.
na.
Shared
S2-wms-combined_116221
Caudoviricetes
Unclassified
o
o
S2-wms-combined_191613
na.
na.
na.
n.a.
d__| cl L L
SHHC
S2-wms-combined_126440
Caudoviricetes
Unclassified
o
o
S6-wms-combined_117756
Caudoviricetes
Unclassified
Unclassified
Eponavirus
d_| )| -_d L L L A
SHHC
S2-wms-combined_31084
Caudoviricetes
Unclassified
o
o
q_ {asp___Firmi . Clostridiajo_L . x »
ME
S7-wms-combined_235165
Caudoviricetes
Unclassified
Unclassified
Unclassified

Shared
S2-wms-combined_5791
Caudoviricetes
Unclassified
o
o
SHHC
S2-wms-combined_207000
Caudoviricetes
Unclassified
Unclassified
o
S2-wms-combined_222535
na.
na.
na.
na.
d4_Bacteriajp_Firmicutesic_Clostridiajo_Lachnospirales;f_Lachnospiraceaeig_Anaerobutyricum ]
ME
S1-wms-combined_212892
Caudoviricetes
Unclassified
o



o
S$7-wms_151112

Caudoviricetes
Unclassified
o
o

S7-wms-combined_20921
Caudoviricetes
Unclassified
o
o

a

o —— d

SHHC
S2-wms-combined_48661
na.
na.
na.
n.a.

ME
S9-wms-combined_105462
Caudoviricetes
Unclassified

o
()

ME
S7-wms-combined_69024
Caudoviricetes
Unclassified

a
k)
o

S11-wms-combined_200084
Caudoviricetes
Unclassified
o
o
S7-wms-combined_156351
na.
na.
na.
na.
Shared
$2-wms_140933
Caudoviricetes
Unclassified
Unclassified
Unclassified
S5-wms-combined_26061
Caudoviricetes
Unclassified
Unclassified
o
S9-wms-combined_10990
na.
na.
na.
na.
SHHC
S2-wms-combined_176376
Caudoviricetes
Unclassified
o
o
S4-wms_62635
Caudoviricetes
Unclassified
Unclassified
Unclassified

a
a

_Blautia_A

SHHC
S2-wms-combined_85381
Caudoviricetes
Unclassified

__CAG-81



Unclassified
Eponavirus
d_| ia;p__Firmi Clostridi L i L il __COE1
SHHC
S$12-wms-combined_31761
Caudoviricetes
Unclassified
Unclassified
o
d_| ia;p__Firmil -__Clostridia;o__L i L i __Dorea_A
ME
S5-wms-combined_73301
Caudoviricetes
Unclassified
o
o

Shared
S7-wms-combined_106253
Caudoviricetes
Unclassified
o
o
SHHC
S4-wms-combined_64632
Caudoviricetes
Unclassified
Unclassified
Unclassified
d N - Clostridi . . L

ME
S9-wms-combined_2042
na.
na.
na.
na.
S9-wms-combined_97755
Caudoviricetes
Unclassified
Unclassified
o

Shared
S2-wms-combined_200390
Caudoviricetes

Unclassified
o
o
q_ {asp___Firmi . Clostridiajo_L . x u
ME
S17-wms-combined_223748
na.
na.
na.
na.

S9-wms-combined_105822
Caudoviricetes
Unclassified
Unclassified
o
Shared
S2-wms-combined_158821
Caudoviricetes
Unclassified
Unclassified
o
S6-wms-combined_119138
Caudoviricetes
Unclassified
o
o
S9-wms_64472
na.
na.
na.
na.
SHHC
S$12-wms-combined_223043



d

Caudoviricetes
Unclassified
o
o
S6-wms_140743
Caudoviricetes
Unclassified
o
o

SHHC
S2-wms_192667
Caudoviricetes
Unclassified
Unclassified
o

d ia;p_Firmi c

SHHC
S2-wms-combined_73327
na.
na.
na.
na.

d ;p__Firmicutes;c__C

d

Shared
S7-wms-combined_123085
na.
na.
na.
n.a.

SHHC
$2-wms-combined_204225
na.
na.
na.
na.
S2-wms-combined_74387
Caudoviricetes
Unclassified
o
o
S2-wms-combined_95987
na.

na.
na.
na.

d iasp Firmicutesic  Cl

ME
S1-wms-combined_100430
Caudoviricetes
Unclassified
Unclassified
o
Shared
S$12-wms-combined_120133
Caudoviricetes
Unclassified
o
o
$2-wms_161986
Caudoviricetes
Unclassified
Unclassified
o
S7-wms-combined_157260
Caudoviricetes

Unclassified
Unclassified
o
SHHC

$12-wms-combined_302876
Caudoviricetes
Unclassified
o
o



ME
$11-wms-combined_282227
Caudoviricetes
Unclassified
o
o
S9-wms-combined_26410
Caudoviricetes
Unclassified
o
o

Shared
S4-wms-combined_121978
Caudoviricetes
Unclassified
o
o
S7-wms-combined_157434
na.
na.
na.
na.
d_ {asp__ Firmi . dostridi L . x . u
Shared
S$12-wms-combined_259783
Caudoviricetes
Unclassified
Unclassified
Unclassified
$2-wms_246296
na.

na.
na.
na.
S2-wms-combined_157934
Caudoviricetes
Unclassified
Unclassified
o
S2-wms-combined_218002
Caudoviricetes
Unclassified
o
o
S6-wms-combined_32530
Caudoviricetes
Unclassified
o
o

SHHC
S2-wms-combined_165833
Caudoviricetes
Unclassified
Unclassified
Mushuvirus
S4-wms-combined_24659
na.
na.
na.
na.
S8-wms-combined_217866
Caudoviricetes

Unclassified
Unclassified
Eponavirus
d_ a;p_Firmi . Clostridia;o_L i L i __UBA9502
Shared
S11-wms-combined_179605
na.
na.
na.
na.
4_Bacteriajp_Firmicutesic_Clostridiajo_Oscilospiralesf__Acutalibacteraceaeg_Acutalibacter ]

ME
S9-wms-combined_27311



na.
na.
na.
na.
q_ {asp___Firmi Clostridi Oscillosoi, " . CAG-180
Shared
S7-wms-combined_218379
Caudoviricetes
Unclassified
o
o
d_ {asp__Firmi . dostridi Oscillosoil Acutali ;8 CAG-217
Shared
S$12-wms-combined_117628
Caudoviricetes
Unclassified
Unclassified
o
S2-wms-combined_225908
na.
Unclassified

ME
S7-wms-combined_28138
Caudoviricetes
Unclassified
o
o
Shared
$2-wms_130687
Caudoviricetes
Unclassified
Unclassified
Unclassified
S$5-wms_49310
Caudoviricetes
Unclassified
Unclassified
Unclassified
S5-wms-combined_108794
Caudoviricetes
Unclassified
Unclassified
o
S5-wms-combined_7292
Caudoviricetes
Unclassified
Unclassified
Unclassified
S9-wms-combined_9931
Caudoviricetes
Unclassified
Unclassified
o
d_| ia;p__Firmi ;c__Clostridi Oscillospil Acutali ;g__UBA1417
Shared
S5-wms-combined_117095
na.

SHHC
S$12-wms-combined_263377
Caudoviricetes

Unclassified
o
o
S12-wms-combined_264425
na.
na.
na.
na.
d g w— P —— Ao s

SHHC



S2-wms-combined_199384
Caudoviricetes
Unclassified
o

I tasp_Firmi P —— Ao Ao

SHHC

S2-wms-combined_64692
Caudoviricetes
Unclassified
Unclassified

d i irmi d idi; Oscil i Oscil i __An92
ME
S11-wms-combined_119215
Caudoviricetes
Unclassified
o
o
S$17-wms-combined_79709
Caudoviricetes
Unclassified
o
o
Shared
S2-wms-combined_137119
Caudoviricetes
Unclassified
Unclassified
o
$8-wms_82880
Caudoviricetes
Unclassified
Unclassified
Brigitvirus
iasp  Firmi . dostridi Oscillosoil Oscillosoii . CAG-103

d_|
Shared
S7-wms-combined_139683
Caudoviricetes
Unclassified
o
o
S8-wms-combined_40666
na.

na.
na.
na.
d_ {asp__ Firmi «c_ Clostridiajo_ Oscillospi :_Oscillospi . CAG-110
ME
S1-wms-combined_227003
na.

Shared
S$12-wms-combined_264845
na.
na.
na.
na.
d_| ia;p__Firmi __Clostridia;o__Oscillospil F_Oscillospil __CAG-170
ME
S1-wms_130214
Caudoviricetes
Unclassified
o
o
Shared
S1-wms_185046
na.

na.
na.
na.
S2-wms-combined_238929
Caudoviricetes
Unclassified



o
o
$3-wms_23958
Caudoviricetes

Unclassified
o
o
d_| {asp___Firmi . Clostridiajo_Oscillospi :_Oscillospi _ cAG-83
ME
S$11-wms_14390
na.
na.
na.
na.
S1-wms-combined_72167
Caudoviricetes
Unclassified
o
o
Shared

S11-wms-combined_3507
Caudoviricetes
Unclassified
o
o
$12-wms_373775
na.
na.
na.
na.
S12-wms-combined_148741
na.
na.
na.
na.
$12-wms-combined_23517
Caudoviricetes
Unclassified
o
o
S$12-wms-combined_270839
na.

na.
na.
na.
S$12-wms-combined_334806
na.
na.
na.
na.
$12-wms-combined_63649
na.
na.
na.
na.
S1-wms-combined_169788
na.
na.
na.
na.
S1-wms-combined_373308
na.
na.
na.
na.
S1-wms-combined_57370
Caudoviricetes
Unclassified
o
o
S1-wms-combined_94988
na.

na.
na.
na.
S2-wms-combined_159670



na.
na.
na.
na.
S5-wms-combined_134381
Caudoviricetes
Unclassified
Unclassified
Lagaffevirus
S5-wms-combined_179241
n.

na.
na.
na.
S8-wms_30498
Caudoviricetes
Unclassified
Unclassified
Mushuvirus
S8-wms_48935

Unclassified
Unclassified
Toutatisvirus
S8-wms-combined_169835

n.

na.
na.
na.
SHHC
S12-wms-combined_157167

S11-wms-combined_283220
Caudor
Unclassified
Unclassified
Mushuvirus
S11-wms-combined_49632
Caudoviricetes
Unclassified
o
o

Shared
S11-wms-combined_116589

$12-wms-combined_184338
Caudoviricetes
Unclassified
o
o
S$12-wms-combined_329242
na.
na.
na.
na.
S1-wms_102342
Caudoviricetes
Unclassified
o
o
S5-wms-combined_205046
na.
na.
na.
na.
S6-wms-combined_118427
Caudoviricetes
Unclassified




Unclassified

o
| ia;p__Fi - c
ME

S1-wms-combined_185336
na.
na.
na.
na.

S1-wms-combined_186878
n.

na.
na.
na.
S1-wms-combined_353757
Caudoviricetes
Unclassified
o
o
S1-wms-combined_40115
na.
na.
na.
na.
S1-wms-combined_41369
Caudoviricetes
Unclassified
o
o
Shared
S$12-wms-combined_129799
Caudoviricetes
Unclassified
Unclassified
o
$12-wms-combined_210942
na.
na.
na.
na.
S$12-wms-combined_393703
na.
na.
na.
na.
S12-wms-combined_48648
n.

na.
na.
na.
S1-wms_236105
Caudoviricetes
Unclassified
o
o
S1-wms_296850

Unclassified
Unclassified
Toutatisvirus
S1-wms-combined_132934
Caudoviricetes
Unclassified
o
o
S1-wms-combined_156637
na.
na.
na.
na.
S1-wms-combined_164485
na.
na.
na.
na.
S1-wms-combined_17651

__ER4



na.
na.
na.
na.
S1-wms-combined_331896
na.
na.
na.
na.
S1-wms-combined_351889
Caudoviricetes
Unclassified
Unclassified
o
S2-wms-combined_140996
Caudoviricetes

Unclassified
Unclassified
o

S2-wms-combined_93845
Caudoviricetes
Unclassified
o
o
SHHC
$12-wms_235125
na.
na.
na.
na.
S8-wms-combined_134098
na.
na.
na.
na.
S8-wms-combined_246389
Caudoviricetes
Unclassified
Unclassified
()

ME
S17-wms-combined_136622
na.
na.
na.
na.

d_ {asp__ Firmi S
Shared
S2-wms-combined_52568
na.
na.
na.
na.
S8-wms-combined_68780
na.
na.
na.
na.
SHHC
S$12-wms-combined_129554
Caudoviricetes

__F23-802

__Faecousia

Unclassified
Unclassified
Eponavirus
d_ {asp__Firmi o
Shared
S11-wms-combined_329493
na.
na.
na.
na.
d_| ia;p__Firmi e
ME

$17-wms-combined_146850
na.



na.
na.
na.
S17-wms-combined_157468

S17-wms-combined_175924
Caudoviricetes
Unclassified
Unclassified
Mushuvirus
S17-wms-combined_260343
Caudoviricetes
Unclassified
Unclassified
Toutatisvirus
S17-wms-combined_39687
n.

na.
na.
na.
S17-wms-combined_66123
Caudoviricetes
Unclassified
Unclassified
o
S1-wms-combined_374219
na.
na.
na.
na.
S5-wms-combined_163165
n.

na.
na.
na.
Shared
S11-wms-combined_120257
Caudoviricetes
Unclassified
Unclassified
o
S17-wms-combined_185239
na.
na.
na.
na.
S17-wms-combined_247494
Caudoviricetes
Unclassified
o
o
S2-wms-combined_6605
n.

na.
na.
na.
S5-wms-combined_145067
Caudoviricetes
Unclassified
o
o
S9-wms-combined_122742
na.
na.
na.
na.
S9-wms-combined_124857
n.

na.
na.
na.

ME



S17-wms-combined_75892
Caudoviricetes

Unclassified
Unclassified
o
d_| ia;p_Fi e
ME
S11-wms-combined_299954
na.
na.
na.
na.
Shared

S2-wms-combined_122457
Caudoviricetes
Unclassified
Unclassified
o
S2-wms-combined_196783
Caudoviricetes
Unclassified
o
o
$2-wms-combined_24549
Caudoviricetes
Unclassified
o
o
S2-wms-combined_72725
na.

na.
na.
na.
$5-wms_52566

Shared
S17-wms-combined_259811
Caudor
Unclassified
o
o
S1-wms_4277
Caudoviricetes
Unclassified
Unclassified
Mushuvirus
S2-wms-combined_126134
na.

na.
na.
na.
S5-wms_10783
na.
na.
na.
na.
S7-wms-combined_31068
n.

na.
na.

Shared
S6-wms-combined_41246
na.

na.

__Marseille-P3106



na.
na.
S7-wms-combined_84688
na.
na.
na.
na.
d_Bacteriajp_Firmicutesic_Clostridiajo_Oscilospiralesf__Oscilospiraceaeig_Pseudoflavonifractor |
ME
S$11-wms_32691
na.
na.
na.
na.
d_| ia;p__Firmi ;c__Clostridia;o__Oscillospi Oscillospil __UBA738
Shared
S1-wms-combined_136097
na.

na.
na.
n.a.
d_| )__| -_dl )__O: F__O: UBA9475
SHHC
S8-wms-combined_25607
Caudoviricetes
Unclassified
o
o
q_ N _—_ Clostridi o
ME
S17-wms-combined_90378
Caudoviricetes
Unclassified
Unclassified
Lughvirus
S1-wms_29288
Caudoviricetes
Unclassified
o
o
S1-wms-combined_131270
Caudoviricetes
Unclassified
o
o
S1-wms-combined_164894
Caudoviricetes
Unclassified
o
o
S1-wms-combined_68998
Caudoviricetes
Unclassified
Unclassified
Taranisvirus

Shared
S11-wms_3116
Caudoviricetes
Unclassified
Unclassified
Mushuvirus
S11-wms-combined_140009
Caudoviricetes
Unclassified
Unclassified
Lughvirus
S11-wms-combined_236214
Caudoviricetes
Unclassified
o
o
S17-wms-combined_193958
Caudoviricetes
Unclassified
Unclassified
Mushuvirus



S17-wms-combined_56006
Caudoviricetes

Unclassified
o
o
S17-wms-combined_56061
na.
na.
na.
na.
S1-wms-combined_118167
Caudoviricetes
Unclassified
o
o

S1-wms-combined_23248
Caudoviricetes
Unclassified
Unclassified
Lughvirus
S1-wms-combined_285012
Caudoviricetes
Unclassified
Unclassified
o
S1-wms-combined_304377
Caudoviricetes
Unclassified
Unclassified
Oengusvirus
S1-wms-combined_52708

S2-wms_124416
Caudoviricetes
Unclassified
o
o
S2-wms-combined_13246
Caudoviricetes
Unclassified
Unclassified
o
S2-wms-combined_166665
Caudoviricetes
Unclassified
o

o
S2-wms-combined_181849
na.
na.
na.
na.
S2-wms-combined_57293
na.
Unclassified
o
o
S3-wms_22744
Caudoviricetes
Unclassified
Unclassified
Lagaffevirus
S4-wms-combined_42647
Caudoviricetes
Unclassified
Unclassified
Lughvirus
S6-wms_132588
Caudoviricetes
Unclassified
o

o
S6-wms-combined_110950



na.
na.
na.
na.
S6-wms-combined_126236
Caudoviricetes
Unclassified
Unclassified
Toutatisvirus
S6-wms-combined_138710
n.

na.
na.
na.
S6-wms-combined_56464
Caudoviricetes
Unclassified
o
o
S$7-wms_113137

Unclassified
Unclassified
Mushuvirus
S7-wms-combined_111004
Caudoviricetes
Unclassified
Unclassified
Taranisvirus
S7-wms-combined_137858
na.
na.

SHHC
S12-wms_193565
Caudoviricetes
Unclassified
Unclassified
Mushuvirus
S$12-wms-combined_264077

Caudoviricetes
Unclassified
o
o

S12-wms-combined_345948
Caudoviricetes
Unclassified
Unclassified
Lughvirus
$12-wms-combined_71235
Caudoviricetes
Unclassified
Unclassified
Lughvirus
S2-wms-combined_127080
na.
na.
na.
na.
S6-wms-combined_140731
n.

na.
na.
na.
S6-wms-combined_49909
Caudoviricetes
Unclassified
o
o
S8-wms_152831
Caudoviricetes
Unclassified
Unclassified
Toutatisvirus
$8-wms_190781




Caudoviricetes
Unclassified
o
o
S8-wms-combined_225114
Caudoviricetes
Unclassified
o
o
d i irmi cl

ME
S17-wms-combined_72837
Caudoviricetes
Unclassified
o
o
S1-wms-combined_166392
Caudoviricetes
Unclassified
o
o
S1-wms-combined_220022
na.
na.
na.
na.
S1-wms-combined_227917
Caudoviricetes
Unclassified
o
o
Shared
S11-wms-combined_264050
Caudoviricetes
Unclassified
Unclassified
o
S11-wms-combined_46816
na.
na.
na.
na.
S1-wms-combined_279492
Caudoviricetes
Unclassified
o
o
S2-wms-combined_62839
Caudoviricetes
Unclassified
o
o
S$3-wms-combined_45305
Caudoviricetes
Unclassified
o
o
S4-wms-combined_113721
na.
na.
na.
na.
S7-wms-combined_134458
Caudoviricetes
Unclassified
Unclassified
Toutatisvirus
S8-wms-combined_49369
na.
na.
na.
na.
SHHC
S$12-wms-combined_323943
Caudoviricetes
Unclassified



Unclassified
o
S8-wms_20528
Caudoviricetes
Unclassified
Unclassified
o
d N _—_ a

ME
S9-wms-combined_36459
Caudoviricetes
Unclassified
o
o
Shared
S7-wms-combined_238231
na.
na.
na.
na.

d iasp Firmicutesic  Cl

ME
S7-wms_80255
Caudoviricetes
Unclassified
o
o

Shared
S11-wms-combined_168048
Caudoviricetes
Unclassified
o
o
d ia;p__Firmi cl

Shared
S2-wms-combined_101826
Caudoviricetes
Unclassified
Unclassified
Unclassified
S$7-wms_127801
Caudoviricetes
Unclassified
o
o
S7-wms-combined_224523
Caudoviricetes
Unclassified
o
o
S7-wms-combined_71592
Caudoviricetes
Unclassified
o
o

SHHC
S12-wms_223235
na.
na.
na.
na.
S2-wms-combined_30750
na.
na.
na.
na.

d__| __Firmi e
ME
$9-wms_104169
Faserviricetes
Inoviridae
Unclassified
Inovirus
Shared
S5-wms-combined_66662
na.



Unclassified
Unclassified
o
S5-wms-combined_72410
Caudoviricetes
Unclassified
Unclassified
o
d_| ia;p__Firmi :__Clostridia;o__Oscil i i __UBA3818
SHHC
S$12-wms-combined_52101
Caudoviricetes
Unclassified
Unclassified
o
d_| ia;p__Firmi __Clostridia;o__Oscillospil i ;8__UMGS363
Shared
$12-wms_336780
na.

na.
na.
na.

d

SHHC
S4-wms-combined_118531
Caudoviricetes
Unclassified
o
o
S4-wms-combined_57963
Caudoviricetes
Unclassified
Unclassified
o
d faip___Firmi s

SHHC
S2-wms-combined_197577
Caudoviricetes
Unclassified
Unclassified
Unclassified
d_ {asp__Firmi
Shared
S$17-wms-combined_95360
Caudoviricetes
Unclassified
o
o
S2-wms-combined_135014
Caudoviricetes
Unclassified
Unclassified
o
$2-wms-combined_135154
na.

_Dial _Dialister

na.
na.
na.
S2-wms-combined_185494
Caudoviricetes
Autographiviridae
o
o
S7-wms-combined_74829
Caudoviricetes
Unclassified
o
o
S9-wms-combined_53991
Caudoviricetes
Unclassified
o
o
SHHC
S6-wms-combined_65225
na.



na.
na.
na.

ME
$9-wms_114971
Caudoviricetes
Unclassified
o
o
d T q q q q q 0

SHHC
$12-wms_401372
Caudoviricetes

Unclassified
Unclassified
Unclassified

ME
S1-wms-combined_92523
na.
Unclassified
o
o

o

ME
$11-wms-combined_204522
Caudoviricetes
Unclassified
o
o
Shared
S11-wms-combined_193148
na.
na.
na.
na.
SHHC
S6-wms-combined_745
na.
na.
na.
na.

.

Shared
S11-wms-combined_101337
Caudoviricetes
Unclassified
o
o
SHHC
S$12-wms-combined_313953
Caudoviricetes
Unclassified

S5-wms-combined_3201
Caudoviricetes
Unclassified
o
o

d

MWCKO1

_RF32;f _CAG-239;__CAG-267

__RF32;f__CAG-239;g__CAG-495

Shared
S2-wms-combined_84608
Caudoviricetes
Unclassified
o
o

d

ME
S5-wms-combined_18356
Caudoviricetes
Peduoviridae
Unclassified



Evevirus
S9-wms-combined_64277
Caudoviricetes
Unclassified
Unclassified
Bcepmuvirus
SHHC
S2-wms_128831
Caudoviricetes
Unclassified
Unclassified
Unclassified

ME
S9-wms-combined_93232
Caudoviricetes
Unclassified
o
()
d_Bacteriajp_Proteobacteriaic_Gammaproteobacterizjo_Enterobacterales;f__Enterobacteriaceaejg_Salmonella |
ME
S11-wms-combined_154845
Caudoviricetes
Peduoviridae
Unclassified
Quadragintavirus

d_| __| - | __/ __
ME
S7-wms-combined_217226
Caudoviricetes
Unclassified
o
o
Shared
S$12-wms-combined_168259
Caudoviricetes
Unclassified
o
o
S12-wms-combined_282594
Caudoviricetes
Unclassified
o
o
S1-wms-combined_308848
na.

na.
na.
na.
S2-wms-combined_135139
na.
na.
na.
na.
S2-wms-combined_201205
Caudoviricetes
Unclassified
Unclassified
o
S2-wms-combined_7756
Caudoviricetes
Unclassified
o
o
S5-wms-combined_52741
Caudoviricetes
Unclassified
o
o
S8-wms-combined_246185
Caudoviricetes
Unclassified
o
o



Table §9-7. VLP and WMS: host_comparisons

Shared_hosts_seen_in_both_datasets Unique_hosts_in_VLP Unique_hosts_in_WMS
d__Bacteria;p__Actinobacteriota;c__Actinomycetia;o__Actinomycetales;f__Bifidobacteriaceae;g__Bifidobacterium d__Bacteria;p__Actinobacteriota;c__Actinomycetia;o__Actinomycetales;f__Acti __ Acti d__| ia;p__Acti iota;c__Corit iia;o__Cori i __Egger __CAG-1427
d__Bacteria;p__Actinobacteriota;c__Coriobacteriia;o__Coriobacteriales;f__Coriobacteriaceae;g__Collinsella d__Bacteria;p__Actinobacteriota;c__Actinomycetia;o__Acti y les;f__Acti ;g__Pauljenseni.
d__Bacteria;p__Actinobacteriota;c__Coriobacteriia;o__Coriobacteriales;f__Eggerthellaceae;g__Adlercreutzia d__Bacteria;p__/ Actlnobacterlota,c Actlnomycetla,o Actinomycetales;f__Micrococcaceae;g__Rothia d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Rikenellaceae;g__Tidjanibacter
d__Bacteria;p__Actinobacteriota;c, Conobactema 0__( Conobactena\es __Eggerthellaceae;g__Eggerthella d__Bacteria;p__Actil - A )__| iales;f__| iaceae;g__| i
d__Bacteria;p__| i __Bac f__Bacteroidaceae;g__Bacteroides Actinobacteriota oriobacteriia;o__Cori iales;f__Egger donibacter d__Bacteria;p__Ds ota;c__De ibrionia;o__Desulfovibri; D iibri eae;g__Ds ibrio
d__Bacteria;p__| Bacleroldotac Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__Prevotella d__Bacteria;p__Firmi :_Clostridia; CAG-74;g__SFFHO1
d__Bacteria;, p_Bac(erondota c__| Bactermdla o__| Bacterowda\es f Bacterondaceae,g_PrevoteIIamassnlla d__Bacteria;| p_Bactermdota c__| Bactermdla Bacterondalesf __Coprobacteraceae;g__Coprobacter d__| i i -__Cl CAG-917;8__
d__| Bacterla ;p__Ba ;C__| __Bac f__Barr ;g__Barnesiella d__Bacteria;p__| -__Bac )__Bact ;f__Marinifilaceae;g__Butyricimonas || -__Cl L i __/ ivibrio_A
d_| ;p__Bacteroif idi i __Muribacul ;8__UBA7173 d__Bacteria;p__Bacteroidota;c__Bacteroidia;o__Bacteroidales;f__Marinifilaceae;g__Odoribacter d el F__L
d__Bacteria;p__| Bac(erondota c__| Bactermdla o__| Bacterowda\es f__Rikenellaceae;g__Alistipes d__| -__Cl __| F__L CAG-81
d__Bacteria;p__| % __Bac F__Riker __Alistipes_A d_| )| -l L L COE1
d__Bacteria;p__| Bacleroldotac Bacteroidia;o__Bacteroidales;f__Tannerellaceae;g__Marseille-P3160 d__Bacteria;p__Desulfob: il a;0__Dx ibri __Mailhella d__Bacteria;p__Firmit sc_C idia;o__Lac L __Fusi
d__Bacteria;p__Bacteroidota;c__| Bactermdla o__Bacteroidales;f__Tannerellaceae;g__Parabacteroides d__Bacteria;p__Firmicutes;c__Bacilli;o__Erysipelotrichales;f__Erysi; idi i ium d__| ia;p__| i -__Cl L F__L L
d__Bacteria;p__Bac i ;C__| )| i f__UBA11471;g__UBA11471 d__Bacteria;p__Firmicutes;c__ Clostndla 0, Osclllosplralesf Osclllosplraceae,g F23-B02

d__Bacteria;p__Firmi i « - .g__Faecousia

d__Bacteria;p__Desulfobacterota;c__Desulfovibrioni: ibri ibri ;&__Bilophila d__Bacteria;p__Fil _t
d__Bacteria;p__Firmicutes; Bacllll,o Eryslpelotrlchalesf Erysipelotrichaceae;g__Holdemania d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__Oscillospiraceae;g__Marseille-P3106

d__Bacteria;p. i -_Bacilli;o__Erysipelotri ipelotri __Clostridium_AQ.

d__Bacteria;p__Firmicutes;c__Clostridia;o_ Osallosplralesf 05cn||osp|raceaeg UBA738
d__Bacteria;p__Firmicutes;c__| Bacllllo Lactobacillales;f__Streptococcaceae;g__Streptococcus d__Bacteria;p__Firmicutes;c__Bacilli;o__L i ;f__Lactobacillaceae;g__Leuconostoc d__Bacteria;p__Firmicutes;c__| Clostndlao Oscil caceae;g__UMGS363

d__Bacteria;p__Firmit -__Cl ;0__Chri __CAG-138;g__SFELO1 ;__PI ium_A
d__Bacteria;p__Firmicutes;c__Clostridia;o__Christensenellales;f__CAG-138;g__UBA1685 d__Bacteria;p__Firmicutes; __| ¢ |

d__Bacteria;p__Firmicutes;c__Bacilli;o__ML615J-28;f__CAG-313;g__CAG-313 MWCKO1
d__Bacteria;p__Firmit -__d idia;o__Chri: __CAG-74;g__Limi d__Bacteria;p__Firmicutes;

__RF39;f__UBA660;g__CAG-302
d__Bacteria;p__Firmicutes;c__Clostridia;o__Christensenellales;f__CAG-74;g__UBA11524 d__Bacteria;p__Firmicutes; ;i
d__Bacteria;p__Firmicutes;c__Clostridia;o__Christensenellales;f__CAG-74;g__Ventricola d__Bacteria;p__Firmicutes;c__|
d__Bacteria;p__Firmicutes;c__Clostridia;o__Christensenellales;f__CAG-917;g__CAG-475

d__Bacteria;p__Firmi HO __Chri i __QALSO1
d__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiaceae;g__Clostridium d__Bacteria;p__Firmicutes;c__( __Chri: CAG -138;5__UBA5394 Hosts interact with SHHC-vOTUs uniquely: 10/25 (40%)
Hosts interact with common viruses (vOTUs) shared in both ME and SHHC: 9/25 (36%)

d__Bacteria;p__Firmi Clostridia;o__Lac i i __Anaerotignum
i e " Clostridiajo_L . 0 ; w .

d__Bacteria;p_Fi

d__Bacteria;p__Firmicutes;c__Clostridia;o__Lac i 1 i ;g__Bariatricus

d__Bacteria;p__Firmi ;c__Clostridia;o__L i S L i ;g__Blautia_A

d__Bacteria;p__Firmicutes;c__Clostridia;o__Lachnospirales;f__| Lachnosplraceae,g Dorea A d__Bacteria;p__Firmicutes;c__Clostri )__| i L iraceae;g__Blautia

d__Bacteria;p__Firmit -__d idia;o__Lac i L d__Bacteria;p__Firmicutes;c__Clostridia; __Lachnospiraceae;g__CAG-127

d__Bacteria;p__Firmi ;c__Clostridia;o__L S L i ¥ Enterocloster d__Bacteria;p__Firmicutes;c__Clostridia;o__Lachnospirales;f__Lachnospiraceae;g__CAG-317
d__Bacteria;p__Firmicutes;c__Clostridia Lachnosplralesf Lachnosplraceae,g Eubacterlum | —
d__Bacteria;p__Firmit c_C idia;o__Lac L __F. d__Bacteria;p__Firmicutes;c__Clostridia; i __Lachnospiraceae;g__Coprococcus

d__Bacteria;p__Firmi ;c__Clostridia;o__L 5f__ i __Anaerotignum d__Bacteria;p__Firmicutes;c__Clostridia;o__Lachnospirales;f__Lachnospiraceae;g__Dorea
d__Bacteria;p__Firmicutes;c__Clostridia L L __Mediter d__Bacteria;p__Firmicutes;c__( __Lac i L iraceae;g__Eubacterium_F
d__Bacteria;p__Firmit c_C idia;o__Lac i L i ;g__Roseburia d__Bacteria;p__Firmicutes;c__( i __Lachnospiraceae;g__Eubacterium_G

d__Bacteria;p__Firmicutes;c__Clostridia;o__Lachnospirales;f__Lachnospiraceae;g__UBA9502

d__Bacteria;p__Fi -__d __ O __ __CAG-180 d__Bacteria;p__Firmicutes;c__( idi i Lachncsplraceae,g Marvlnbryantla
d__Bacteria;p__Firmi ;c__Clostridia;o__Oscil i A lib ;8__CAG-217 d__Bacteria;p__Firmicutes;c__( idi i _Lachi iraceae;g__| ora
d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i F__Acutalibac __Rumi us_E d__| Bactena p7F|rm|rHrn sC__ __Lac i L i eae,gir\/lurlcomes
d__Bacteria;p__Firmi ;c__Clostridia;o__Oscillospi ) i .g_ UBA1417 chnospirales;f__Lachnospiraceae;;
d__Bacteria;p__Firmi ;c__Clostridia;o__Oscil i __Butyrici ;8__Agathobacul

d__Bacteria;p__Firmicutes;c__Clostridia Osclllosplrales f Osclllosplraceae,g

d__Bacteria;p__Firmit c_C idia;o__O: i __O. i ;6__An92 d__Bacteria;p__Firm __Lachnospiraceae;g__Sellimonas
d__Bacteria;p__Firmi ;c__Clostridia;o__Oscil i _Oscil i ;8__CAG-103

disacteria;piFirmicutes,ciclostndla Osclllosplralesf Osclllosplraceae,g CAG-110 d Bacterlap Firmicutes;c__(

d__Bacteria;p__Firmit c_C idia;o__O: __( ;6__CAG-170

d__Bacteria;p__Firmi ;c__Clostridia;o__Oscil i _r‘ i i ;8__CAG-83 d Bacteria;p__Firmicutes;c.

d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i F__Oscil i ;8__ D bacter

d__Bacteria;p__Firmi ;c__Clostridia;o__Oscillospi - Oscillospi .g_ER4

d__Bacteria;p__Firmi ;c__Clostridia;o__Oscil i F__Oscil i ;8__Evtepia d__Bacteria;p__Firmicutes;c__( aceae;g__Pseudor
d__Bacteria;p__Firmicutes;c__Clostridia Osclllosplralesf Oscl|Iosp|raceae,g7Flavon|fractor d__Bacteria;p__Firmicute: eae;g__UBA1691
d__Bacteria;p__Firmi . Clostridia;o__O¢ i 0. |

d__Bacteria;p__Firmicutes;c__Clostridia;o__ O 0 L i d__Bacteria;p__Firmicutes;c_ ( aceae;g__UMGS1071
0 ] . Clostridia:o__Osclllospl " Oscillospi . UBA94TS

d__Bacteria;p__Firmi ;c__Clostridia;o__O: - Rumii _F i ium

d__Bacteria;p__Firmi ;c__Clostridia;o__O: _R _ i

d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscil i i caceae;g__|




d__Bacteria;p__Firmi ;c__Clostridia;o__Oscillospi Rumil iniclostridium_E d__Bacteria;p__Firmicutes;c__Clostridia;o__Oscillospirales;f__CAG-272;g_ QALRO1

d__Bacteria;p__Firmicutes;c__Clostridia;o__Osci! | caceae;g__| i us_D
d__Bacteria;p__Firmit __Clostridia;o__Oscil i R | d__Bacteria;p__Firmi ;c__Clostridia;o__Oscil i f__Osci i ;8__UBA5446
d ia;p__Firmicutes;c__Clostridia;o__Oscillospi i .g_ UBA3818 d__Bacteria;p__Firmi - Clostridia;o__Oscillospi F_Oscillospi __UMGS1766

d__Bacteria;p__Firmicutes;c__Negativicutes;o__Veillonellales;f__Dialisteraceae;g__Dialister

d__Bacteria;p__Fir ;c__Clostridia;o__O: __| ;6__CAG-353
d__Bacteria;p__Pr b: (EH ia;o__RF32;f__CAG-239;g__51-20 d__Bacteria;p__F | D5
d__Bacteria;p__Pre bacteria;c__/ teria;o__RF32;f__CAG-239;g__CAG-267 d__Bacteria;p__Firl f__Ruminococcaceae;g__Massilimaliae
d__Bacteria;p__P ia;c__/ ia;o__RF32;f__CAG-239;g__CAG-495
d__Bacteria;p__Pr b: ia;c__( ia;o__Burkholderiales;f__Burkholderiaceae;g__Sutterella
d__Bacteria;p__Pr bacteria;c__( teria;o__| terales;f__Enterobacteriaceae;g__Escherichia d__Bacteria;p__Fin f__Ruminococcaceae;g_ QAMMO1
d__Bacteria;p__Fir __| i ;8__Rumii _C
d__Bacteria;p__Verrucomicrobiota;c__Verrucomicrobiae;o__Verrucomicrobiales;f__Akkermansiaceae;g__Akkermansia d__Bacteria;p__F __UMGS1783;g__UMGS1783
d__Bacteria;p__Fir cales;f__/ aceae;g__CAG-145

Stats: d__Bacteria;p__Firmi ;c__Clostridia;o, ;8__GCA-900066495

_Pept F_Pep!
;0__TANB77;f__CAG-508;g__CAG-269

d__Bacteria;p__Firmicutes;c__Clostri

Hosts interact with SHHC-vOTUs uniquely: 6/81 (7.4%) d__Bacteria;p__Firmicutes;c__Clostridia;o__TANB77;f__CAG-508;g__CAG-354

Hosts interact with communal viruses shared in both ME and SHHC: 64/81 (79%)
d__Bacteria;p__Firmi | v )__Acif i F__Acif i __Phascolar
d__Bacteria;p__Firmi .| ivi __Veil | G
d__Bacteria;p__Patescibacteria;c__Paceibacteria;o_ UBA9983_A;f__UBA1006;g__01-FULL-36-10b
d__Bacteria;p__| iajc__( i | i D

__Parasutterella

d__Bacteria;p__| (EH
d__Bacteria;p__| ia;c_ iajo__| b les;f__| ;8__Gl. 11
d__Bacteria;p__Spiroch -__Spirochaetia;o__Sphaer __Sphaeroch: ;8__UBA9732




