
Table S9. Prediction of MetaCyc pathways for streptorubin B biosynthesis (PWY1A0-6120), 

methylerythritol phosphate pathway II (PWY-7560), and 4,4'-diapolycopenedioate biosynthesis (PWY-6767) 

in P. distincta* and P. arctica A 37-1-2T 
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* - related to the P. distincta 2-2A-13 genome (GenBank: JANIHL010000000); ** - duplicated key genes; *** - related to 

MetaCyc Reaction ID: RXN-12225 (PWY-6767).  

 

 


