Table S2 Quality of sequencing data (n=3)

Genes Ratio-R SNoRN kn_own no_vel miRNA  target g
Sample  Num-R NA total rRNA SNRNA A tRNA mirna mirna _numbe ene_nu
NA num num r mber
841909
Con  S7300% 0920 o575 67251 237849 114543 23850+
3 338 615446 15847 8 424343 721465 2 13
725271
viTes DrezaE 0920 49838 650045 226541 108244 23819+
2 01 703477 159418 25 408471 674434 5 79
773402
VTS0 D709 09230 o053 gB17M 275347 504410 123845 23961+
1 612 754459 198431 2 9 734478 3 70
720409
MT100 68633+ 0.934. 56674 ge5042 268141 691410 110548 23822+

-M 873 01
1 77 756432 150+3 51 414137 0 4 69




