
Table S2 Quality of sequencing data (n=3) 

Sample 

Genes 

Num-R

NA 

Ratio-R

NA 
total rRNA snRNA 

snoRN

A 
tRNA 

known 

mirna 

num 

novel 

mirna 

num 

miRNA

_numbe

r 

target_g

ene_nu

mber 

Con 
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