Supplementary Table S1: The list of most significant genes (p<0.05) using ANOVA across all possible

conditions (i.e., Control, P3, P8, P10, p2, P11).

Entrez fv X.lo
HUGO.gene.sy Gene.| alu p.va gl0.
probe PublicGenelDs mbol D e lue p. FDR Fisher.s.LSD
27 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0700006913.hg. 34. 6.66 17.1 1.66 P10; P3 - P10; P8 - P10; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 -
1 TC0700006913.hg.1 NM_001005340 GPNMB 10457 4 E-18 76 E-14 P8; P3-P8
10 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
TC1100006995.hg. 95. 1.60 14.7 2.00 P2; P10-P3; P8 - P10; P11-P2; P3-P11; P8 - P11; P3 - P2; P8 -
1 TC1100006995.hg.1 NM_000331 SAAL 6288 1 E-15 96 E-12 P2, P8-P3
99
TC1600007235.hg. 2.6 2.88 14.5 2.09 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1600007235.hg.1 NM_005030 PLK1 5347 8 E-15 41 E-12 P3; P8-P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
96
TC1900009443.hg. 8.2 3.34 14.4 2.09 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P3 -
1 TC1900009443.hg.1 NM_000064 Cc3 718 4 E-15 76 E-12 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
chlorid
e
transpo
rter), ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
TC1500010739.hg. membe 87 6.02 14.2 3.01 P10; P8 - P10; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1500010739.hg.1 NM_000338 SLC12A1 rl 7.5 E-15 21 E-12 P8
71
TC1200009834.hg. 0.8 2.12 13.6 7.72 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1200009834.hg.1 NM_001297709 MFAPS5 8076 6 E-14 74 E-12 P2; P2-P11; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
68
TC0900008847.hg. 8.8 2.56 13.5 7.72 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0900008847.hg.1 NM_005564 LCN2 3934 5 E-14 92 E-12 P3; P11-P2; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
68 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0200007418.hg. 6.8 2.60 13.5 7.72 P10; P10 - P3; P10 - P8; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 -
1 TC0200007418.hg.1 NM_000341 SLC3A1 6519 7 E-14 85 E-12 P8; P8-P3
67
TC0300012768.hg. 9.2 2.78 13.5 7.72 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P2 -
1 TC0300012768.hg.1 NM_000096 CP 1356 8 E-14 56 E-12 P11; P3-P11; P8 - P11; P3-P2; P8 - P2; P8 - P3
64 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0400011180.hg. 0.5 3.95 13.4 9.86 P10; P3 - P10; P8 - P10; P11 - P2; P11 - P3; P11 - P8; P3 - P2; P3 -
1 TC0400011180.hg.1 NM_001037582 SCD5 79966 7 E-14 04 E-12 P8
56 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0700012754.hg. 9.4 7.97 13.0 1.81 P10; P3 - P10; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0700012754.hg.1 NM_020632 ATP6VOA4 50617 6 E-14 99 E-11 P8
55
TC0500012470.hg. 1.4 9.65 13.0 2.01 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P3 -
1 TC0500012470.hg.1 NM_001025158 CD74 972 7 E-14 15 E-11 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
49
TC0600014273.hg. 8.8 1.76 12.7 3.38 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 -
1 TC0600014273.hg.1 NM_001243965 HLA-DRB1 3123 2 E-13 55 E-11 P11; P8 - P2; P8 - P3
46 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0200009067.hg. 9.6 2.52 125 4.49 P10; P10 - P3; P10 - P8; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 -
1 TC0200009067.hg.1 NM_183240 TMEM37 140738 3 E-13 99 E-11 P8; P8-P3
45
TC1100013152.hg. 6.7 2.97 125 4.95 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1100013152.hg.1 NM_001127380 SAA2 6289 9 E-13 27 E-11 P2; P10 - P3; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC0100017084.hg. 44 3.35 124 5.23 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0100017084.hg.1 NM_001910 CTSE 1510 7.6 E-13 75 E-11 P2; P10 - P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
ctrl - P10; ctrl - P11; P2 - ctrl; P3 - ctrl; ctrl - P8; P10 - P11; P2 -
TC0900010106.hg. 44 3.65 12.4 5.37 P10; P3 - P10; P10 - P8; P2 - P11; P3 - P11; P8 - P11; P2 - P3; P2 -
1 TC0900010106.hg.1 NA NA NA 1.2 E-13 37 E-11 P8; P3-P8
43
TC1500006925.hg. 53 3.96 12.4 5.49 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1500006925.hg.1 NM_003246 THBS1 7057 4 E-13 03 E-11 P2; P3-P10; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
42 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0100017310.hg. 3.8 4.64 123 6.10 P10; P10 - P3; P10 - P8; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 -
1 TC0100017310.hg.1 NM_001134285 ESRRG 2104 3 E-13 34 E-11 P8
41
TC1200006730.hg. 25 5.45 12.2 6.81 P10 - ctrl; ctrl - P11; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1200006730.hg.1 NM_001297776 RIMKLB 57494 6 E-13 64 E-11 P3; P10-P8; P2 - P11; P3 - P11; P8 - P11; P2 - P3; P2 - P8; P8 - P3
40 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0200010627.hg. 5.6 6.03 12.2 7.17 P10; P3 - P10; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0200010627.hg.1 NM_001309516 PTH2R 5746 1 E-13 2 E-11 P8
39
TC1700006999.hg. 1.1 7.49 121 8.08 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 TC1700006999.hg.1 NM_000676 ADORA2B 136 2 E-13 26 E-11 P10; P11-P2; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
38
TC2000009058.hg. 9.6 7.65 121 8.08 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 TC2000009058.hg.1 NM_004613 TGM2 7052 6 E-13 16 E-11 P10; P11-P2; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
TC0200013861.hg. 38 7.76 121 8.08 P10; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 -
1 TC0200013861.hg.1 NM_005434 MALL 7851 8.8 E-13 1 E-11 P3
TC0100014988.hg. 38 8.35 12.0 8.35 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 -
1 TC0100014988.hg.1 NM_001178096 F3 2152 4 E-13 78 E-11 P10; P11-P2; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC0800007888.hg. 37 9.41 12.0 9.04 P10 - ctrl; ctrl - P11; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0800007888.hg.1 NM_001195639 C8orf34 116328 6.4 E-13 27 E-11 P2; P10-P3;P2-P11;P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC1900011967.hg. 37 1.01 11.9 9.12 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1900011967.hg.1 NM_001301707 PSG9 5678 1.9 E-12 95 E-11 P2; P11-P2; P3-P11; P8 - P11; P3 - P2; P8 - P2
TC1200008675.hg. 36 1.07 11.9 9.12 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1200008675.hg.1 NM_001093771 TXNRD1 7296 8.3 E-12 7 E-11 P2; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC2100006834.hg. 36 1.08 11.9 9.12 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC2100006834.hg.1 NR_126010 LOC284825 284825 8 E-12 68 E-11 P2;P10-P3;P2-P11;P3-P11; P8 - P11; P2 - P3; P8 - P2; P8 - P3
36
TC0700010348.hg. 6.9 1.09 11.9 9.12 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC0700010348.hg.1 NM_015464 SOSTDC1 25928 4 E-12 61 E-11 P3; P11-P2; P11 -P3;P11-P8; P2-P3; P2 - P§; P8 - P3




TC1100007111.hg. 9.6 1.23 11.9 9.94 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1100007111.hg.1 NM_003986 BBOX1 8424 9 E-12 09 E-11 P10; P11-P2; P11 - P3; P11 - P§; P2 - P3; P2 - P8

35
TC0800007040.hg. 5.9 131 11.8 1.02 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0800007040.hg.1 NM_001304351 ADAM28 10863 8 E-12 82 E-10 P3; P2-P11;P3-P11; P8 - P11; P2 - P3; P8 - P2; P8 - P3
TC1400010618.hg. 35 1.39 11.8 1.05 P10 - ctrl; ctrl - P11; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 TC1400010618.hg.1 NR_039985 FLI22447 400221 2.6 E-12 58 E-10 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

33 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC1600011514.hg. 7.0 1.81 11.7 1.33 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1600011514.hg.1 NR_002473 SMG1P2 440354 9 E-12 41 E-10 P8

33 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
TC1100007899.hg. 3.9 1.92 11.7 1.37 P2; P3-P10; P8 - P10; P11-P2; P3 - P11; P8 - P11; P3 - P2; P8 -
1 TC1100007899.hg.1 NM_004585 RARRES3 5920 4 E-12 17 E-10 P2;P3-P8

33
TC0400011015.hg. 1.5 2.00 11.6 1.39 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0400011015.hg.1 NM_002090 CXCL3 2921 9 E-12 99 E-10 P2; P10 - P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -

TC1600007205.hg. fusny.aAug10- 32 2.09 11.6 1.41 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1600007205.hg.1 unspliced fusny NA 9.1 E-12 79 E-10 P8

32 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0400007799.hg. 6.1 2.21 11.6 1.45 P10; P10 - P3; P10 - P8; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 -
1 TC0400007799.hg.1 NM_001098484 SLC4A4 8671 7 E-12 56 E-10 P8; P3-P8

31
TC2200008370.hg. 4.7 2.73 11.5 1.75 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC2200008370.hg.1 NM_001079539 XBP1 7494 1 E-12 64 E-10 P3; P10 - P8; P11 - P2; P11 - P3; P8 - P11; P3 - P2; P8 - P2; P8 - P3

31
TC1900011742.hg. 1.0 2.93 115 1.83 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P8 -
1 TC1900011742.hg.1 NM_002483 CEACAM6 4680 1 E-12 33 E-10 P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

30
TC0600007650.hg. 8.2 3.09 11.5 1.88 P10 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 - P11; P8 -
1 TC0600007650.hg.1 NM_019111 HLA-DRA 3122 5 E-12 1 E-10 P2, P8-P3

30 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0100012444.hg. 6.0 3.22 114 1.89 P10; P3 - P10; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0100012444.hg.1 NA NA NA 9 E-12 92 E-10 P8

30
TC1500009355.hg. 4.9 3.29 11.4 1.89 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1500009355.hg.1 NM_203349 SHC4 399694 2 E-12 82 E-10 P2; P10 - P3; P3- P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

30
TC0600014083.hg. 4.4 3.32 11.4 1.89 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0600014083.hg.1 NM_021064 HIST1IH2AG 8969 7 E-12 79 E-10 P3; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

30
TC1600006658.hg. 17 3.51 114 191 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1600006658.hg.1 NM_001012631 1L32 9235 1 E-12 55 E-10 P3; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

29 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC1600011505.hg. 9.1 3.69 114 191 P10; P3 - P10; P8 - P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1600011505.hg.1 NM_001310148 NPIPB4 440345 1 E-12 33 E-10 P8

29
TC0700006890.hg. 7.7 3.79 11.4 1.91 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0700006890.hg.1 NM_000600 IL6 3569 8 E-12 21 E-10 P2; P10 - P3; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC2000009216.hg. 29 3.82 11.4 191 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC2000009216.hg.1 NM_003064 SLPI 6590 7.4 E-12 18 E-10 P8; P11-P2; P3-P11; P8 - P11; P3 - P2; P8 - P2

29
TC0700006468.hg. 6.3 3.90 11.4 191 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0700006468.hg.1 NA NA NA 8 E-12 09 E-10 P10; P3 - P10; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

29
TC0800011064.hg. 53 3.98 191 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 -
1 TC0800011064.hg.1 NM_004929 CALB1 793 9 E-12 11.4 E-10 P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

29
TC2100007792.hg. ENST00000419694. 4.8 4.02 113 191 P10 - ctrl; ctrl - P11; P3 - ctrl; P8 - ctrl; P10 - P11; P3 - P10; P8 -
1 TC2100007792.hg.1 1 AP000221.1 5 E-12 96 E-10 P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

29
TC1100012786.hg. 3.9 4.10 113 191 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1100012786.hg.1 NM_000220 KCNJ1 3758 3 E-12 88 E-10 P10; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8

29
TSUnmapped00000 TSUnmapped00000 3.8 4.10 11.3 191 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P3 -
976.hg.1 976.hg.1 NA NA NA 3 E-12 87 E-10 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC1400008705.hg. 29 4.12 11.3 191 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P10 - P2; P11 -
1 TC1400008705.hg.1 NM_001267036 SLC7A8 23428 3.6 E-12 85 E-10 P2; P11-P3;P11-P8

29
TC1700011813.hg. 23 4.23 11.3 191 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1700011813.hg.1 NM_001289107 ST6GALNAC1 55808 8 E-12 74 E-10 P2; P10-P3; P11 - P2; P11-P3; P8 - P11; P3 - P2; P8 - P2; P8 - P3

29
TC0300006677.hg. 0.9 4.35 11.3 191 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0300006677.hg.1 NM_001134367 SLC6A6 6533 2 E-12 61 E-10 P2; P10-P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

29 P10 - ctrl; P11 - ctrl; ctrl - P2; ctrl - P3; P8 - ctrl; P10 - P11; P10 -
TC1200010023.hg. 0.2 4.42 11.3 191 P2; P10-P3; P10 - P8; P11-P2; P11 - P3; P11-P8; P3 - P2; P8 -
1 TC1200010023.hg.1 NM_001300784 ERP27 121506 3 E-12 55 E-10 P2, P8-P3

29 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0200016202.hg. 0.0 4.43 11.3 191 P10; P10 - P3; P10 - P8; P11 - P2; P11 - P3; P11- P8; P2 - P3; P2 -
1 TC0200016202.hg.1 NM_022449 RAB17 64284 3 E-12 53 E-10 P8

28
TC0100013445.hg. 4.9 4.93 11.3 2.09 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P11 -
1 TC0100013445.hg.1 NM_002038 IFI6 2537 2 E-12 07 E-10 P2, P3-P11; P8-P11; P3 - P2; P8 - P2

28 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0800008263.hg. 33 5.09 11.2 2.12 P10; P3-P10; P11 - P2; P11- P3; P11 - P8; P3-P2; P2- P8; P3 -
1 TC0800008263.hg.1 NM_001034915 ESRP1 54845 7 E-12 93 E-10 P8

28
TC1900008286.hg. 2.5 5.17 11.2 2.12 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P10 -
1 TC1900008286.hg.1 NM_001013257 BCAM 4059 9 E-12 86 E-10 P3; P11-P2; P11 -P3;P11-P8; P2-P3; P8-P2; P8 -P3

28 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0100009542.hg. flyreebo.aAug10- 0.0 5.45 11.2 2.20 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 -
1 TC0100009542.hg.1 unspliced flyreebo NA 9 E-12 63 E-10 P8; P3-P8

27
TC1900006814.hg. 8.1 5.68 11.2 2.25 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1900006814.hg.1 NA NA NA 8 E-12 46 E-10 P3; P10-P8; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3




ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -

TC1000011186.hg. 7.2 5.79 11.2 2.26 P10; P3 - P10; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1000011186.hg.1 NA NA NA 9 E-12 37 E-10 P8

26
TC2200007204.hg. 7.1 7.22 111 2.74 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P10 -
1 TC2200007204.hg.1 NM_002133 HMOX1 3162 6 E-12 41 E-10 P8; P3-P11; P8 - P11; P3 - P2; P8 - P2

26
TC0200008436.hg. 6.9 7.25 11.1 2.74 ctrl - P10; ctrl - P11; P2 - ctrl; P3 - ctrl; ctrl - P8; P2 - P10; P3 -
1 TC0200008436.hg.1 NA NA NA 8 E-12 4 E-10 P10; P2 -P11; P3 - P11; P8 - P11; P2 - P3; P2 - P§; P3 - P8

25 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
TC0400007857.hg. 9.8 8.52 11.0 3.18 P10; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 -
1 TC0400007857.hg.1 NM_001657 AREG 374 2 E-12 7 E-10 P3

25
TC1500007699.hg. 7.0 9.07 11.0 3.30 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1500007699.hg.1 NM_001281301 KIF23 9493 7 E-12 42 E-10 P3; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

25
TC0200009068.hg. miniyo.aAug10- 6.2 9.24 11.0 3.30 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0200009068.hg.1 unspliced miniyo NA 9 E-12 34 E-10 P10; P10 - P3; P10 - P8; P11 - P3; P11 - P8; P2 - P3; P2 - P8

25
TC0100018286.hg. 1.01E+ 6.2 9.25 11.0 3.30 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0100018286.hg.1 ENST00000369227 NBPF19 08 4 E-12 34 E-10 P10; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P§; P3 - P8

25
TC0200016099.hg. 33 9.88 11.0 3.47 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0200016099.hg.1 NM_001282962 HJURP 55355 9 E-12 05 E-10 P3; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

25 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0200015616.hg. 29 9.99 3.47 P10; P10 - P3; P10 - P8; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 -
1 TC0200015616.hg.1 NM_001042599 ERBB4 2066 3 E-12 11 E-10 P8; P8 - P3

25
TC1600009958.hg. 11 1.04 10.9 3.56 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1600009958.hg.1 ENST00000520915 NPIPB4 440345 8 E-11 82 E-10 P10; P3-P10; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

25 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
TC1500010618.hg. 0.6 1.05 10.9 3.56 P10; P10 - P8; P2 - P11; P11- P3; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1500010618.hg.1 dazee.aAugl0 dazee 4 E-11 77 E-10 P8

24 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
TC0400007840.hg. 9.0 1.09 10.9 3.65 P2; P10-P3; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 -
1 TC0400007840.hg.1 NM_001511 CXCL1 2919 9 E-11 61 E-10 P2; P8 -P3

24
TC0500011705.hg. 8.0 112 10.9 3.67 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0500011705.hg.1 NM_001142474 NREP 9315 7 E-11 5 E-10 P10; P8 - P10; P11 - P2; P11 - P3; P11 - P8; P2 - P§; P3 - P8

24 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
TC0300013520.hg. 7.7 113 10.9 3.67 P2; P10-P3; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 -
1 TC0300013520.hg.1 NM_021101 CLDN1 9076 2 E-11 47 E-10 P2; P8-P3

24
TC1600010375.hg. 5.8 1.18 10.9 3.79 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC1600010375.hg.1 NM_001308963 CRNDE 643911 4 E-11 27 E-10 P3; P2-P11; P11 -P3;P11-P8; P2 - P3; P2 - P§; P8 - P3

24
TC1500007067.hg. 5.2 1.20 10.9 3.79 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1500007067.hg.1 NM_001015001 CKMT1A 548596 8 E-11 21 E-10 P3; P11-P2;P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

24
TC0100015155.hg. 37 1.24 10.9 3.89 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC0100015155.hg.1 NM_001079874 VAV3 10451 3 E-11 05 E-10 P3; P10-P8; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8

24 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0400012829.hg. 3.0 1.27 10.8 391 P10; P10 - P3; P10 - P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 -
1 TC0400012829.hg.1 NM_001242729 ARHGEF38 54848 2 E-11 97 E-10 P8; P3-P8

24 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
TC1700008719.hg. 1.9 1.30 10.8 3.93 P2; P10-P3; P8-P10; P11-P2; P3-P11; P8 - P11; P3 - P2; P8 -
1 TC1700008719.hg.1 NM_002266 KPNA2 3838 6 E-11 86 E-10 P2; P8-P3

24
TC0600014277.hg. 1.6 131 10.8 3.93 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0600014277.hg.1 NM_006120 HLA-DMA 3108 2 E-11 83 E-10 P3; P11-P2;P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

24 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC1600006946.hg. wupa.aAugl0- 1.2 1.32 10.8 3.93 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 -
1 TC1600006946.hg.1 unspliced wupa NA 7 E-11 79 E-10 P8; P3-P8

23
TC0500010553.hg. 9.6 1.37 10.8 4.04 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0500010553.hg.1 NM_001243093 FYB 2533 9 E-11 62 E-10 P10; P3 - P10; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 - P8

23 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0700008182.hg. kleysmeebu.aAug10 8.8 1.40 10.8 4.07 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0700008182.hg.1 -unspliced kleysmeebu NA 8 E-11 53 E-10 P8

23 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
TC1100008018.hg. 7.8 1.44 10.8 4.13 P10; P10- P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1100008018.hg.1 NR_028272 NEAT1 283131 8 E-11 42 E-10 P8

23
TC0400012621.hg. 6.2 1.50 10.8 4.25 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P10 -
1 TC0400012621.hg.1 NM_001286708 ACSL1 2180 3 E-11 24 E-10 P3; P10-P8; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8

23
TC0300008123.hg. ENST00000473756. 5.2 1.54 10.8 431 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0300008123.hg.1 1 LINC00973 4 E-11 14 E-10 P2; P3-P10; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

23 ctrl - P10; ctrl - P2; P3 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
TC0100015868.hg. 43 1.57 10.8 4.35 P10; P8 - P10; P11 - P2; P3 - P11; P11 - P8; P3 - P2; P2 - P8; P3 -
1 TC0100015868.hg.1 NM_005978 S100A2 6273 9 E-11 04 E-10 P8

23
TC0100010798.hg. 4.0 1.58 4.35 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0100010798.hg.1 NM_001004128 QSOX1 5768 2 E-11 10.8 E-10 P3; P11-P2;P3-P11; P8 -P11; P3-P2; P8-P2; P8 - P3

23
TC0200015624.hg. zoyklu.aAug10- 33 1.61 10.7 4.37 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC0200015624.hg.1 unspliced zoyklu NA 8 E-11 93 E-10 P3; P10-P8; P2 - P11; P11-P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8

23
TC1600008890.hg. 0.1 1.75 10.7 4.68 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P10 - P11; P2 - P10; P3 -
1 TC1600008890.hg.1 NA NA NA 3 E-11 57 E-10 P10; P2 - P11; P3 - P11; P8 - P11; P2 - P3; P2 - P§; P3 - P8

22
TC0200007261.hg. 9.8 1.76 10.7 4.68 ctrl - P10; ctrl - P2; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P11 -
1 TC0200007261.hg.1 NM_012413 QPCT 25797 6 E-11 54 E-10 P2, P11-P8; P3-P2;P2-P8; P3-P8

22
TC2100007208.hg. 7.9 1.85 10.7 4.87 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC2100007208.hg.1 NM_001144925 MX1 4599 4 E-11 33 E-10 P2; P10-P3; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3




TC0400011014.hg. 6.3 1.93 10.7 5.02 ctrl - P10; ctrl - P2; P3 - ctrl; ctrl - P8; P11 - P10; P3 - P10; P8 -
1 TC0400011014.hg.1 NM_002994 CXCL5 6374 9 E-11 15 E-10 P10; P11-P2; P3 - P11; P11 - P§; P3 - P2; P8 - P2; P3 - P8

22
TC1000012235.hg. 4.6 2.02 10.6 5.20 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1000012235.hg.1 NM_001145966 MKI67 4288 3 E-11 95 E-10 P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

22
TC1900009559.hg. 4.1 2.04 10.6 5.21 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 -
1 TC1900009559.hg.1 NM_024690 MUC16 94025 8 E-11 9 E-10 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

22
TC2000009604.hg. 3.6 2.07 10.6 5.22 P10 - ctrl; ctrl - P11; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC2000009604.hg.1 NM_001255976 PMEPA1 56937 8 E-11 84 E-10 P3; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

22 ctrl - P10; ctrl - P11; P2 - ctrl; P3 - ctrl; ctrl - P8; P10 - P11; P2 -
TC0500007974.hg. spoyployby.aAug10- 22 2.15 10.6 5.37 P10; P3 - P10; P10 - P8; P2 - P11; P3 - P11; P2 - P3; P2 - P8; P3 -
1 TC0500007974.hg.1 unspliced spoyployby NA 8 E-11 68 E-10 P8

22
TCOX00006799.hg. TCOX00006799.hg. 1.9 2.17 10.6 5.37 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 1 NM_002970 SAT1 Xp22.1 3 E-11 64 E-10 P2;P3-P11;P8-P11; P3 - P2; P8 - P2

22
TC0700013427.hg. STAG3L5P- 1.02E+ 0.3 2.26 10.6 5.55 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0700013427.hg.1 NR_036569 PVRIG2P-PILRB 08 3 E-11 45 E-10 P10; P3 - P10; P2 - P11; P11 - P§; P2 - P3; P2 - P§; P3 - P8

21
TC0200010980.hg. 8.9 2.35 10.6 5.70 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0200010980.hg.1 NM_001130046 CCL20 6364 8 E-11 29 E-10 P2; P10 -P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

21 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
TC0100009364.hg. 73 2.45 10.6 5.87 P2; P3-P10; P8 - P10; P11-P2; P3 - P11; P8 - P11; P3 - P2; P8 -
1 TC0100009364.hg.1 NM_000757 CSF1 1435 8 E-11 11 E-10 P2; P8-P3

21 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0300009853.hg. 7.1 2.47 10.6 5.87 P10; P3 - P10; P11 - P2; P11 - P3; P11 - P8; P3-P2; P2 - P8; P3 -
1 TC0300009853.hg.1 NM_006580 CLDN16 10686 7 E-11 08 E-10 P8

21 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0800007715.hg. 5.2 2.60 10.5 6.09 P10; P3 - P10; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0800007715.hg.1 NR_038235_2 LINCO01606 6 E-11 85 E-10 P8

21 P10 - ctrl; P11 - ctrl; ctrl - P2; ctrl - P3; P8 - ctrl; P10 - P11; P10 -
TC0100014193.hg. 5.1 2.61 10.5 6.09 P2; P10-P3; P10 - P8; P11-P2; P11 - P3; P8 - P11; P3 - P2; P8 -
1 TC0100014193.hg.1 NM_015913 TXNDC12 51060 6 E-11 84 E-10 P2; P8 -P3

21
TC1500010407.hg. 37 2.71 10.5 6.27 ctrl - P10; ctrl - P11; ctrl - P2; P3 - ctrl; ctrl - P8; P11 - P10; P2 -
1 TC1500010407.hg.1 NM_001150 ANPEP 290 1 E-11 67 E-10 P10; P3 - P10; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P3 - P8
TC0600011938.hg. 21 2.83 10.5 6.48 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 TC0600011938.hg.1 NM_001114086 CLIC5 53405 2.2 E-11 49 E-10 P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

21
TC0300009139.hg. 1.7 2.86 10.5 6.51 P10 - ctrl; ctrl - P11; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0300009139.hg.1 NM_004617 TM4SF4 7104 5 E-11 43 E-10 P2; P10-P8; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P3 - P8

20
TC1600010168.hg. 9.0 3.09 10.5 6.95 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1600010168.hg.1 NM_024745 SHCBP1 79801 5 E-11 1 E-10 P3; P8-P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

20
TC0900011072.hg. 8.5 3.13 10.5 6.99 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0900011072.hg.1 NM_005502 ABCAL 19 5 E-11 04 E-10 P2; P10 - P3; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

20 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
TC0300012236.hg. 8.2 3.16 10.5 6.99 P2; P10-P3; P10 - P8; P11-P2; P3- P11; P8 - P11; P3 - P2; P8 -
1 TC0300012236.hg.1 NM_033049 MUC13 56667 7 E-11 01 E-10 P2;P8-P3
TC1400008677.hg. 20 3.23 10.4 7.08 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1400008677.hg.1 NM_001126105 SLC7A7 9056 7.5 E-11 91 E-10 P2; P10 - P3; P3- P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC1700010618.hg. 20 3.39 10.4 7.37 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1700010618.hg.1 NM_001067 TOP2A 7153 5.8 E-11 7 E-10 P2; P10-P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

20 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0400008137.hg. 4.8 3.49 10.4 7.51 P10; P3 - P10; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0400008137.hg.1 NM_001145065 CCSER1 401145 1 E-11 58 E-10 P8

20
TC2000008316.hg. 2.7 371 10.4 7.87 ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC2000008316.hg.1 NM_152611 LRRN4 164312 1 E-11 31 E-10 P10; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2

20
TC0100015641.hg. 2.6 3.72 10.4 7.87 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0100015641.hg.1 NR_111936 PDZK1P1 1E+08 2 E-11 3 E-10 P10; P10 - P3; P10 - P8; P11 - P3; P11 - P8; P2 - P3; P2 - P8

20
TC0400010242.hg. 0.3 3.97 10.4 8.34 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC0400010242.hg.1 NM_013261 PPARGC1A 10891 6 E-11 01 E-10 P3; P10-P8; P11 - P2; P11 - P3; P11- P8; P2 - P3; P2 - P8; P8 - P3

19
TC1200010145.hg. 8.1 4.24 10.3 8.81 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 -
1 TC1200010145.hg.1 NM_001178091 BCAT1 586 4 E-11 72 E-10 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

19
TC1500008370.hg. 7.9 4.27 10.3 8.81 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1500008370.hg.1 NM_006011 ST8SIA2 8128 4 E-11 7 E-10 P3; P8-P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

19 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0200016769.hg. 71 4.37 10.3 8.92 P10; P3-P10; P11 - P2; P11- P3; P11 - P8; P2-P3; P2- P8; P3 -
1 TC0200016769.hg.1 NA NA NA 4 E-11 59 E-10 P8

19
TC1500007409.hg. 6.9 4.39 10.3 8.92 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1500007409.hg.1 NM_004751 GCNT3 9245 9 E-11 58 E-10 P2; P11-P2;P3-P11; P8 -P11; P3-P2; P8-P2; P8 - P3

19
TC1500006999.hg. 6.3 4.47 10.3 9.02 P10 - ctrl; ctrl - P11; ctrl - P2; ctrl - P3; P8 - ctrl; P10 - P11; P10 -
1 TC1500006999.hg.1 NM_001243142 NUSAP1 51203 6 E-11 49 E-10 P2; P10-P3; P8 - P10; P8 - P11; P3 - P2; P8 - P2; P8 - P3

19 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC1900007808.hg. 5.5 4.59 10.3 9.17 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1900007808.hg.1 NA NA NA 5 E-11 39 E-10 P8

19
TC1200012748.hg. 3.9 4.81 10.3 9.54 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1200012748.hg.1 NM_001297650 CD163L1 283316 8 E-11 18 E-10 P2; P8-P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

19 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC1000010567.hg. charsho.aAug10- 33 4.90 10.3 9.64 P10; P3-P10; P2 - P11; P3 - P11; P11 - P8; P2-P3; P2- P8; P3 -
1 TC1000010567.hg.1 unspliced charsho NA 8 E-11 1 E-10 P8

19
TC1100011375.hg. 2.6 5.01 9.79 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1100011375.hg.1 NM_001300913 Cllorf24 53838 1 E-11 10.3 E-10 P3; P8-P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3




TC0800007491.hg. 1.8 5.14 10.2 9.95 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P2 - P10; P3 - P10; P8 -
1 TC0800007491.hg.1 NA NA NA 1 E-11 89 E-10 P10; P2 -P11; P3 - P11; P8 - P11; P2 - P3; P2 - P§; P3 - P8
19
TC1200012768.hg. 15 5.18 10.2 9.95 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1200012768.hg.1 NM_001190726 RERG 85004 7 E-11 86 E-10 P10; P11-P2; P11 - P3; P11 - P8; P2 - P3; P2 - P§; P3 - P8
19 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
TC0700010965.hg. 13 5.21 10.2 9.95 P2;P10-P3; P8 -P10; P11-P2; P11 - P3; P8 - P11; P3 - P2; P8 -
1 TC0700010965.hg.1 NM_000598 IGFBP3 3486 4 E-11 83 E-10 P2; P8 -P3
19 P10 - ctrl; P11 - ctrl; ctrl - P2; ctrl - P3; P8 - ctrl; P10 - P11; P10 -
TC1600010006.hg. 0.7 531 10.2 1.00 P2;P10-P3; P10 -P8; P11-P2; P11-P3; P8 - P11; P2 - P3; P8 -
1 TC1600010006.hg.1 NM_002773 PRSS8 5652 7 E-11 75 E-09 P2; P8 -P3
19
TC0800009970.hg. 0.6 533 10.2 1.00 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0800009970.hg.1 NM_001278945 PBK 55872 2 E-11 73 E-09 P2; P10 -P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
rorbor.aAug10- 19 5.44 10.2 1.01 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
TCOY00006486.hg.1 TCOY00006486.hg.1 unspliced rorbor NA 0 E-11 65 E-09 P8
TC1500009504.hg. 18 5.45 10.2 1.01 P10 - ctrl; ctrl - P11; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1500009504.hg.1 NM_015617 PYGO1 26108 9.9 E-11 63 E-09 P3; P2-P11; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
18
TC0400007836.hg. 9.5 5.51 10.2 1.01 P10 - ctrl; ctrl - P11; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 TC0400007836.hg.1 NM_000584 CXCL8 3576 4 E-11 59 E-09 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
18
TC1200009829.hg. 6.7 6.02 10.2 1.09 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1200009829.hg.1 NM_014358 CLEC4E 26253 7 E-11 21 E-09 P3; P2-P11; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
18
TC0700010604.hg. 6.4 6.08 10.2 1.09 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0700010604.hg.1 NM_019029 CPVL 54504 5 E-11 16 E-09 P10; P10 - P8; P11 - P2; P11 - P3; P11 - P8; P2 - P8; P3 - P8
18 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0300013076.hg. skorsweyby.aAug10 64 608 102  1.09  P10; P10- P8; P2 - P11; P11- P3; P11 - PS; P2 - P3; P2 - P8; P3 -
1 TC0300013076.hg.1 -unspliced skorsweyby NA 1 E-11 16 E-09 P8
18
TC0400006889.hg. 5.5 6.25 10.2 111 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P10 -
1 TC0400006889.hg.1 NA NA NA 9 E-11 04 E-09 P8; P3-P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8
18 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC1600009929.hg. 5.1 6.34 10.1 1.12 P10; P3 - P10; P8 - P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1600009929.hg.1 uc021tgb.2 RP11-231C14.4 3 E-11 98 E-09 P8
18
TC0500011596.hg. 5.0 6.36 10.1 1.12 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P10 -
1 TC0500011596.hg.1 NM_180991 SLCO4C1 353189 2 E-11 97 E-09 P3; P10 - P8; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8
18 P10 - ctrl; ctrl - P11; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
TC0700013394.hg. 43 6.49 10.1 1.13 P2; P10 - P3; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 -
1 TC0700013394.hg.1 NM_020879 CCDC146 57639 9 E-11 88 E-09 P2, P8-P3
18
TC1300009580.hg. 3.7 6.62 10.1 1.15 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1300009580.hg.1 NM_005073 SLC15A1 6564 9 E-11 79 E-09 P3; P10-P8; P2 - P11; P3 - P11; P8 - P11; P2 - P3; P8 - P2; P8 - P3
18 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P10 - P11; P2 -
TC1300008013.hg. 29 6.80 10.1 117 P10; P10 - P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1300008013.hg.1 NA NA NA 3 E-11 67 E-09 P8
18
TC1000007471.hg. 2.7 6.84 10.1 1.17 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1000007471.hg.1 NM_000698 ALOXS 240 6 E-11 65 E-09 P3; P11-P2; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
18 P10 - ctrl; ctrl - P11; ctrl - P2; ctrl - P3; P8 - ctrl; P10 - P11; P10 -
TC0500008777.hg. 2.4 6.91 10.1 1.18 P2; P10-P3; P8 - P10; P11 - P2; P3- P11; P8 - P11; P3 - P2; P8 -
1 TC0500008777.hg.1 NM_005733 KIF20A 10112 3 E-11 6 E-09 P2, P8-P3
18
TC1800006484.hg. 1.8 7.04 10.1 1.19 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1800006484.hg.1 NM_006101 NDC80 10403 4 E-11 52 E-09 P3; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
18
TC0100018480.hg. 12 7.17 10.1 1.20 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0100018480.hg.1 NM_015383 NBPF14 25832 9 E-11 44 E-09 P10; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8
18
TC1600011512.hg. 11 7.21 10.1 1.20 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1600011512.hg.1 NA NA NA 1 E-11 42 E-09 P10; P3 - P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8
17 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC1500007143.hg. 8.5 7.85 10.1 1.30 P10; P3 - P10; P11 - P2; P11- P3; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1500007143.hg.1 NM_001198999 SEMA6D 80031 3 E-11 05 E-09 P8
17
TC1000011400.hg. 8.4 7.88 10.1 1.30 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 - P10; P3 -
1 TC1000011400.hg.1 NM_014391 ANKRD1 27063 1 E-11 03 E-09 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC1900011233.hg. 17 8.12 10.0 1.32 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 TC1900011233.hg.1 NM_001077500 KLK10 5655 7.5 E-11 9 E-09 P10; P11- P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
17
TC1900006671.hg. 7.4 8.15 10.0 132 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1900006671.hg.1 NA NA NA 2 E-11 89 E-09 P10; P3 - P10; P2 - P11; P11 - P§; P2 - P3; P2 - P§; P3 - P8
17
TC0500012294.hg. 6.6 8.35 10.0 135 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P11 -
1 TC0500012294.hg.1 NM_001278613 PCDH1 5097 6 E-11 78 E-09 P2;P3-P11;P8-P11; P3 - P2; P8 - P2
17
TC0800007382.hg. 5.8 8.59 10.0 137 P10 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 - P10; P3 -
1 TC0800007382.hg.1 NM_002164 IDO1 3620 2 E-11 66 E-09 P11; P8 -P11; P8 - P2; P8 - P3
17 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
TC1900011741.hg. 5.6 8.64 10.0 137 P10; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P3 -
1 TC1900011741.hg.1 NM_001291484 CEACAMS 1048 6 E-11 63 E-09 P8
17 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
TCOX00010155.hg. TCOX00010155.hg. 5.6 8.65 10.0 137 P10; P8 - P10; P11 - P2; P11 - P3; P11 - P8; P3 - P2; P2 - P8; P3 -
1 1 NM_001171581 ITM2A 9452 4 E-11 63 E-09 P8
17
TC1300008095.hg. 5.1 8.79 10.0 1.38 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC1300008095.hg.1 NA NA NA 4 E-11 56 E-09 P8; P2-P11; P11 -P3;P11-P8; P2-P3;P2-P§; P3 - P8
ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
TC1200007012.hg. cheenar.aAug10- 17 8.92 10.0 1.39 P10; P10- P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1200007012.hg.1 unspliced cheenar NA 4.7 E-11 49 E-09 P8
17
TC0400011013.hg. 4.3 9.04 10.0 1.40 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 -
1 TC0400011013.hg.1 NM_002704 PPBP 5473 2 E-11 44 E-09 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3




TC0500010639.hg. 1.4 9.97 10.0 1.54 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0500010639.hg.1 NM_001301873 CCL28 56477 6 E-11 02 E-09 P3; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

16
TC1900010807.hg. 8.7 1.10 9.96 1.66 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC1900010807.hg.1 NM_001024912 CEACAM1 634 4 E-10 05 E-09 P10; P11-P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8
TC1700012274.hg. 16 1.10 9.95 1.66 P10 - ctrl; ctrl - P11; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 TC1700012274.hg.1 NM_000212 ITGB3 3690 8.7 E-10 99 E-09 P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2
TC0500007044.hg. 16 1.10 9.95 1.66 P10 - ctrl; ctrl - P11; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC0500007044.hg.1 NM_004932 CDH6 1004 8.7 E-10 99 E-09 P10; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2

16 ctrl - P10; ctrl - P11; P2 - ctrl; P3 - ctrl; ctrl - P8; P10 - P11; P2 -
TC1800008210.hg. OTTHUMTO00000443 7.8 1.13 9.94 1.70 P10; P3 - P10; P10 - P8; P2 - P11; P3 - P11; P8 - P11; P2 - P3; P2 -
1 TC1800008210.hg.1 414 BNIP3P3 1 E-10 63 E-09 P8; P3 - P8

16
TC0600014106.hg. 7.7 113 9.94 1.70 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P3 -
1 TC0600014106.hg.1 NM_001710 CFB 629 6 E-10 56 E-09 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

16
TC1700007135.hg. 73 1.15 9.93 1.71 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 TC1700007135.hg.1 NM_001037330 TRIM16L 147166 5 E-10 94 E-09 P10; P11-P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

16 1.16 9.93 1.72 P10 - ctrl; ctrl - P11; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
TCOY00007337.hg.1 TCOY00007337.hg.1 moybu.aAugl10 moybu NA 7 E-10 39 E-09 P2;P10-P3;P2-P11;P3-P11; P8 - P11; P8 - P2; P8 - P3

16 P10 - ctrl; ctrl - P11; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
TC1900007465.hg. 6.6 1.18 9.92 1.73 P2; P10-P3; P10 - P8; P2 - P11; P3-P11; P8 - P11; P3 - P2; P8 -
1 TC1900007465.hg.1 NM_052852 ZNF486 90649 3 E-10 83 E-09 P2; P8 -P3

16
TC0200006677.hg. 6.4 1.19 9.92 1.74 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0200006677.hg.1 NM_001034 RRM2 6241 4 E-10 54 E-09 P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

16
TC1000008891.hg. 5.9 121 9.91 1.75 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1000008891.hg.1 NM_004419 DUSP5 1847 9 E-10 85 E-09 P2; P11-P2;P3-P11; P8 - P11; P3 - P2; P8 - P2

16 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC1600009916.hg. 5.4 1.23 1.77 P10; P3 - P10; P8 - P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1600009916.hg.1 NM_001310137 NPIPB11 728888 4 E-10 9.91 E-09 P8

16
TC0300007915.hg. ENST00000461528. RP11- 5.4 1.23 9.90 1.77 P10 - ctrl; ctrl - P11; P2 - ctrl; ctrl - P3; P10 - P11; P2 - P10; P10 -
1 TC0300007915.hg.1 1 314M24.1 3 E-10 97 E-09 P3; P10-P8; P2 - P11; P11 - P3; P8 - P11; P2 - P3; P2 - P8; P8 - P3

16
TC0700011809.hg. 4.7 1.26 9.89 1.80 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 TC0700011809.hg.1 NM_001271003 TFPI2 7980 7 E-10 96 E-09 P10; P11-P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

16 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0500011064.hg. 32 133 9.87 1.89 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0500011064.hg.1 NA NA NA 7 E-10 61 E-09 P8

16
TC0500013301.hg. 23 1.38 9.86 1.93 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0500013301.hg.1 NM_001244871 DAB2 1601 5 E-10 17 E-09 P10; P11-P2; P11 - P3; P11 - P§; P2 - P8; P3 - P8

16
TC0100015586.hg. 23 1.38 9.86 1.93 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC0100015586.hg.1 NM_001201325 PDZK1 5174 4 E-10 15 E-09 P8; P2-P11; P11 -P3; P11-P8; P2 - P3; P2 - P8

16
TC1600011501.hg. 15 1.42 9.84 1.98 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1600011501.hg.1 NM_130464 NPIPB3 23117 4 E-10 88 E-09 P10; P3-P10; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

16
TC0800010002.hg. 1.2 1.43 9.84 1.98 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P11 - P2; P3 -
1 TC0800010002.hg.1 NM_001394 DUSP4 1846 3 E-10 4 E-09 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

ctrl - P10; ctrl - P11; P2 - ctrl; P3 - ctrl; ctrl - P8; P10 - P11; P2 -

TC0800007673.hg. 16 1.43 9.84 1.98 P10; P3 - P10; P10 - P8; P2 - P11; P3 - P11; P11- P8; P2 - P3; P2 -
1 TC0800007673.hg.1 NA NA NA 1.2 E-10 34 E-09 P8; P3-P8

16
TC1800006897.hg. 1.0 1.44 9.84 1.98 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC1800006897.hg.1 NM_000227 LAMA3 3909 3 E-10 08 E-09 P10; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2

16
TC0500007665.hg. 0.9 1.45 9.83 1.98 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0500007665.hg.1 NM_031966 CCNB1 891 2 E-10 9 E-09 P2; P10-P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

16
TC0600011945.hg. 0.7 1.46 9.83 1.98 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0600011945.hg.1 NM_001251973 RCAN2 10231 2 E-10 59 E-09 P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

16 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC1500008889.hg. 0.0 1.50 9.82 2.01 P10; P3-P10; P2 - P11; P3 - P11; P11 - P8; P2-P3; P2 - P8; P3 -
1 TC1500008889.hg.1 NA NA NA 6 E-10 53 E-09 P8

15
TC0100008812.hg. 9.8 1.51 9.82 2.01 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0100008812.hg.1 NM_000959 PTGFR 5737 6 E-10 21 E-09 P10; P3 - P10; P11 - P2; P11 - P3; P11 - P8; P2 - P§; P3 - P8

15
TC0400006538.hg. 9.8 1.51 9.82 2.01 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0400006538.hg.1 NM_006342 TACC3 10460 5 E-10 19 E-09 P3; P8-P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

15
TC0900007667.hg. 8.7 1.57 9.80 2.07 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0900007667.hg.1 NM_021154 PSAT1 29968 6 E-10 45 E-09 P3; P11-P2;P3-P11; P8 -P11; P3-P2; P8-P2; P8 -P3

15
TC0500007738.hg. 8.7 1.57 9.80 2.07 P10 - ctrl; ctrl - P11; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0500007738.hg.1 NM_005909 MAP1B 4131 6 E-10 44 E-09 P2, P10-P3; P2-P11; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

15
TC0300011978.hg. 8.5 1.58 9.80 2.07 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0300011978.hg.1 ENST00000462510 RP11-615J4.4 NA 9 E-10 16 E-09 P3; P11-P2;P3-P11; P8 -P11; P3-P2; P8-P2; P8 - P3
TC0800007119.hg. 15 1.58 9.80 2.07 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0800007119.hg.1 NM_001017420 ESCO2 157570 8.5 E-10 03 E-09 P3; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

15
TC0600013205.hg. 8.4 1.59 9.79 2.07 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0600013205.hg.1 NM_001242350 VNN2 8875 2 E-10 9 E-09 P3; P10-P8; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

15
TC1000008628.hg. 7.9 1.62 9.79 2.09 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC1000008628.hg.1 NM_000392 ABCC2 1244 6 E-10 14 E-09 P10; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

15
TC0300014082.hg. 7.8 1.63 9.78 2.09 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P8 -
1 TC0300014082.hg.1 NM_004454 ETVS 2119 1 E-10 91 E-09 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8




TC1900007242.hg. 7.1 1.66 9.77 2.13 P10 - ctrl; ctrl - P11; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC1900007242.hg.1 NR_015379 UCA1 652995 9 E-10 89 E-09 P11; P8 - P11; P3 - P2; P8 - P2

15 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
TC0500012017.hg. 6.6 1.70 9.77 2.16 P2;P10-P3; P8-P10; P11-P2; P3-P11; P8 - P11; P3 - P2; P8 -
1 TC0500012017.hg.1 NM_002198 IRF1 3659 7 E-10 05 E-09 P2; P8 -P3

15 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0900009520.hg. 6.3 1.72 9.76 2.18 P10; P3 - P10; P11 - P2; P11 - P3; P11 - P8; P3 - P2; P2 - P8; P3 -
1 TC0900009520.hg.1 NM_001040712 PTPRD 5789 4 E-10 5 E-09 P8

15
TC0800008759.hg. 5.8 1.75 9.75 2.21 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0800008759.hg.1 NM_001039112 FER1L6 654463 2 E-10 66 E-09 P2; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

15 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P10 - P11; P2 -
TC1700007319.hg. 43 1.85 9.73 231 P10; P10 - P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1700007319.hg.1 NM_015626 WSB1 26118 8 E-10 29 E-09 P8

15
TC0400008483.hg. 43 1.85 9.73 231 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC0400008483.hg.1 NM_001128174 UGT8 7368 4 E-10 22 E-09 P8; P11-P2; P11 -P3; P11-P8; P2 - P3; P2 - P§; P3 - P8

15
TC0900007552.hg. 4.2 1.86 9.73 231 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0900007552.hg.1 NM_001242505 GDA 9615 9 E-10 14 E-09 P3; P10-P8; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC1_KI270706v1_r TC1_KI270706v1_r 15 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P2 -
andom00006439.h andom00006439.h ENST00000413897. 4.0 1.87 9.72 231 P10; P3 - P10; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P3 -
gl gl 2 RP11-782C8.2 3 E-10 71 E-09 P8

15
TC0600008539.hg. 3.9 1.88 9.72 231 P10 - ctrl; ctrl - P11; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0600008539.hg.1 NM_001159587 CD109 135228 6 E-10 58 E-09 P3; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

15
TC0100007295.hg. 3.0 1.95 9.71 2.36 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0100007295.hg.1 NM_001309192 EPHB2 2048 7 E-10 11 E-09 P2; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

15
TC0100013223.hg. 29 1.96 9.70 2.36 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P10 -
1 TC0100013223.hg.1 NM_001145657 RAP1GAP 5909 3 E-10 88 E-09 P2; P10-P3; P10 - P8; P11-P2; P11 - P3; P11-P8

15
TC0100016649.hg. 2.8 1.97 9.70 2.36 ctrl - P10; P11 - ctrl; ctrl - P2; P3 - ctrl; ctrl - P8; P11 - P10; P3 -
1 TC0100016649.hg.1 NM_015039 NMNAT2 23057 1 E-10 66 E-09 P10; P8 - P10; P11 - P2; P11 - P§; P3 - P2; P3 - P8

15
TC0300008544.hg. 2.7 1.97 9.70 2.36 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P8 -
1 TC0300008544.hg.1 NM_000388 CASR 846 3 E-10 54 E-09 P10; P11-P2; P11 - P3; P11 - P§; P2 - P3; P2 - P8

15
TC0800011611.hg. 2.6 1.98 9.70 2.36 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0800011611.hg.1 NM_002546 TNFRSF11B 4982 4 E-10 39 E-09 P2, P10-P3; P2-P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

15
TC1100009453.hg. 2.6 1.98 9.70 2.36 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1100009453.hg.1 NM_001254757 ST3GAL4 6484 3 E-10 37 E-09 P10; P10 - P3; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 - P8

15
TC0200014819.hg. 25 1.98 9.70 2.36 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0200014819.hg.1 NM_002977 SCN9A 6335 9 E-10 31 E-09 P10; P3 - P10; P11 - P3; P11 - P8; P2 - P3; P2 - P§; P3 - P8

15
TC2000008217.hg. 23 2.00 9.69 2.37 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC2000008217.hg.1 NM_001174089 SLC4A11 83959 1 E-10 84 E-09 P2; P10-P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

15
TC0800010887.hg. 21 2.02 9.69 2.38 P10 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 - P11; P8 -
1 TC0800010887.hg.1 NA NA NA 3 E-10 52 E-09 P2; P8-P3

15
TC0100011402.hg. 1.9 2.03 9.69 2.38 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P10 -
1 TC0100011402.hg.1 NM_000715 C4BPA 722 6 E-10 25 E-09 P8; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TCOX00007130.hg. TCOX00007130.hg. sperfor.aAug10- 15 2.07 9.68 2.42 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 1 unspliced sperfor NA 1.4 E-10 31 E-09 P10; P3 - P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

15
TC1200011991.hg. 11 209 9.67 243  P10-ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 TC1200011991.hg.1 NM_138451 1QCD 115811 7 E-10 92 E-09 P10; P11- P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
HTA2-pos- 15 2.10 9.67 243 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
PSR02023981.hg.1 23151074 NA NA NA 1.1 E-10 79 E-09 P10; P3 - P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

15
TC1600011507.hg. 06 214 9.67 246  ctrl-P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P10 -
1 TC1600011507.hg.1 NPIPL3.iAug10 NPIPL3 NA 6 E-10 04 E-09 P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8

15
TC0100009770.hg. 0.4 2.15 9.66 2.46 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0100009770.hg.1 NM_001278141 NBPF12 149013 8 E-10 74 E-09 P10; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8

15
TC0300012924.hg. 04 215 9.66  2.46  ctrl-P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0300012924.hg.1 NM_001167911 VEPH1 79674 6 E-10 72 E-09 P10; P11 - P2; P11 - P3; P11 - P8; P2 - P8; P3 - P8

14
TC1400007740.hg. ENST00000553613. 9.5 2.23 9.65 2.54 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P8 -
1 TC1400007740.hg.1 1 RP11-7F17.7 3 E-10 12 E-09 P10; P11-P2; P3-P11; P8 - P11; P3 - P2; P8 - P2

14
TC0700012230.hg. 9.3 2.25 9.64 2.55 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0700012230.hg.1 NM_001037132 NRCAM 4897 2 E-10 76 E-09 P2; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

14 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P2 - P10; P3 -
TC2100008391.hg. 9.1 2.26 9.64 2.55 P10; P10-P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC2100008391.hg.1 NA NA NA 6 E-10 5 E-09 P8

14 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0600010626.hg. ENST00000566733. 83 2.34 9.63 2.62 P10; P10 - P3; P10 - P8; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 -
1 TC0600010626.hg.1 1 RP1-140K8.5 6 E-10 12 E-09 P8

14
TC0400006994.hg. 8.2 2.35 9.62 2.62 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0400006994.hg.1 NM_022346 NCAPG 64151 3 E-10 89 E-09 P3; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

14
TC1900009744.hg. 19p13. 7.7 2.39 9.62 2.65 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC1900009744.hg.1 NR_002751 SNORD41 2 8 E-10 12 E-09 P11; P11-P3; P11 -P8; P2-P3; P2-P8

14
TC1000012050.hg. 73 2.44 9.61 2.65 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC1000012050.hg.1 NM_000141 FGFR2 2263 3 E-10 33 E-09 P3; P11-P2; P11 -P3;P11-P8; P2-P3; P2 - P§; P8 - P3

14
TC0300011815.hg. 6.6 2.50 9.60 2.65 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0300011815.hg.1 NM_080927 DCBLD2 131566 8 E-10 21 E-09 P2; P3-P10; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2




14 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
TC0300011005.hg. syfeybo.aAug10- 6.3 2.53 9.59 2.65 P10; P10-P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0300011005.hg.1 unspliced syfeybo NA 9 E-10 7 E-09 P8

14 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC1300007845.hg. 6.1 2.55 9.59 2.65 P10; P10 - P3; P10 - P8; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 -
1 TC1300007845.hg.1 NM_206808 CLYBL 171425 7 E-10 32 E-09 P8

14 P10 - ctrl; ctrl - P11; ctrl - P2; ctrl - P3; P8 - ctrl; P10 - P11; P10 -
TC0600013228.hg. 6.1 2.55 9.59 2.65 P2;P10-P3; P8-P10; P11-P2; P3-P11; P8 - P11; P3 - P2; P8 -
1 TC0600013228.hg.1 NM_145176 SLC2A12 154091 4 E-10 27 E-09 P2; P8 -P3

14
TC0200009537.hg. 6.1 2.56 9.59 2.65 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P3 -
1 TC0200009537.hg.1 NM_001032998 KYNU 8942 2 E-10 23 E-09 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

14 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
TC0400010125.hg. 5.9 2.57 2.65 P2; P3-P10; P8 - P10; P11-P2; P3 - P11; P8 - P11; P3 - P2; P8 -
1 TC0400010125.hg.1 NM_005130 FGFBP1 9982 9 E-10 9.59 E-09 P2; P8 -P3

14
TC1700010767.hg. 5.8 2.58 9.58 2.65 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P11 - P10; P2 -
1 TC1700010767.hg.1 NR_002716 RNU2-1 6066 7 E-10 79 E-09 P10; P3 - P10; P2 - P11; P3 - P11; P11 - P8; P2 - P§; P3 - P8

14
TC1700010768.hg. 5.8 2.58 9.58 2.65 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P11 - P10; P2 -
1 TC1700010768.hg.1 NR_002716_2 RNU2-1 7 E-10 79 E-09 P10; P3 - P10; P2 - P11; P3 - P11; P11 - P8; P2 - P§; P3 - P8

14
TC1700010769.hg. 5.8 2.58 9.58 2.65 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P11 - P10; P2 -
1 TC1700010769.hg.1 NR_002716_3 RNU2-1 7 E-10 79 E-09 P10; P3 - P10; P2 - P11; P3 - P11; P11 - P8; P2 - P§; P3 - P8

14
TC1700010770.hg. 5.8 2.58 9.58 2.65 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P11 - P10; P2 -
1 TC1700010770.hg.1 NR_002716_4 RNU2-1 7 E-10 79 E-09 P10; P3 - P10; P2 - P11; P3 - P11; P11 - P8; P2 - P§; P3 - P8

14
TC1700010771.hg. 5.8 2.58 9.58 2.65 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P11 - P10; P2 -
1 TC1700010771.hg.1 NR_002716_5 RNU2-1 7 E-10 79 E-09 P10; P3-P10; P2 - P11; P3 - P11; P11 - P8; P2 - P§; P3 - P8

14
TC1700010772.hg. 5.8 2.58 9.58 2.65 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P11 - P10; P2 -
1 TC1700010772.hg.1 NR_002716_6 RNU2-1 7 E-10 79 E-09 P10; P3 - P10; P2 - P11; P3 - P11; P11 - P8; P2 - P§; P3 - P8

14
TC1700010773.hg. 5.8 2.58 9.58 2.65 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P11 - P10; P2 -
1 TC1700010773.hg.1 uc060ftg.1 u2 NA 7 E-10 79 E-09 P10; P3-P10; P2 - P11; P3 - P11; P11 - P8; P2 - P§; P3 - P8

14
TC1700010774.hg. 5.8 2.58 9.58 2.65 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P11 - P10; P2 -
1 TC1700010774.hg.1 uc032fjc.2 u2 NA 7 E-10 79 E-09 P10; P3-P10; P2 - P11; P3 - P11; P11 - P8; P2 - P§; P3 - P8

14
TC1700010775.hg. 5.8 2.58 9.58 2.65 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P11 - P10; P2 -
1 TC1700010775.hg.1 NR_002716_7 RNU2-1 7 E-10 79 E-09 P10; P3 - P10; P2 - P11; P3 - P11; P11 - P8; P2 - P§; P3 - P8

14
TC1700010776.hg. 5.8 2.58 9.58 2.65 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P11 - P10; P2 -
1 TC1700010776.hg.1 NR_002716_8 RNU2-1 7 E-10 79 E-09 P10; P3-P10; P2 - P11; P3 - P11; P11 - P8; P2 - P§; P3 - P8

14
TC1700010778.hg. 5.8 2.58 9.58 2.65 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P11 - P10; P2 -
1 TC1700010778.hg.1 NR_002716_9 RNU2-1 7 E-10 79 E-09 P10; P3 - P10; P2 - P11; P3 - P11; P11 - P8; P2 - P§; P3 - P8

14
TC1700010779.hg. 5.8 2.58 9.58 2.65 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P11 - P10; P2 -
1 TC1700010779.hg.1 NR_002716_10 RNU2-1 7 E-10 79 E-09 P10; P3-P10; P2 - P11; P3 - P11; P11 - P8; P2 - P§; P3 - P8

14
TC1500007062.hg. 4.8 2.70 9.56 2.75 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1500007062.hg.1 NM_020990 CKMT1B 1159 1 E-10 93 E-09 P2; P10-P3; P11 - P2; P8 - P11; P3 - P2; P8 - P2; P8 - P3

14 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
TC1400008106.hg. 1.01E+ 43 2.74 9.56 2.79 P2; P10-P3; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 -
1 TC1400008106.hg.1 NR_038861 TUNAR 08 8 E-10 17 E-09 P2; P8-P3

14
TC0200011138.hg. 4.1 2.77 9.55 2.81 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0200011138.hg.1 NM_000463 UGT1A1 54658 1 E-10 69 E-09 P2; P10-P3; P11 - P2; P8 - P11; P3 - P2; P8 - P2; P8 - P3

14
TC1400008382.hg. 3.9 2.80 9.55 2.82 P10 - ctrl; ctrl - P11; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1400008382.hg.1 NM_006291 TNFAIP2 7127 1 E-10 33 E-09 P3; P8-P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

14
TC0500009211.hg. 3.4 2.85 9.54 2.86 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P11 -
1 TC0500009211.hg.1 NM_001037333 CYFIP2 26999 1 E-10 45 E-09 P2; P11-P3; P11 -P8

14
TC0600011232.hg. 33 2.86 9.54 2.86 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P3 -
1 TC0600011232.hg.1 NM_005322 HIST1H1B 3009 3 E-10 3 E-09 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

14
TC1600009959.hg. 1.9 3.03 9.51 3.01 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1600009959.hg.1 NR_002453 SMG1P5 595101 9 E-10 9 E-09 P10; P10- P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8

14 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
TC0800012462.hg. 1.03E+ 1.7 3.05 9.51 3.03 P10; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P3 -
1 TC0800012462.hg.1 NR_120364 CASC19 08 8 E-10 53 E-09 P8

13
TC1600011364.hg. 9.9 3.30 9.48 3.26 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1600011364.hg.1 NM_001135865 NPIPBS 1E+08 1 E-10 15 E-09 P10; P3-P10; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

13
TC0100015234.hg. 9.7 3.32 9.47 3.27 ctrl - P10; ctrl - P2; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P11 -
1 TC0100015234.hg.1 NM_001201546 SLC16A4 9122 7 E-10 89 E-09 P2, P11-P8; P3-P2;P2-P8; P3-P8

13
TC0700013623.hg. 9.5 3.36 9.47 3.29 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0700013623.hg.1 NM_001135914 KCP 7932.1 1 E-10 41 E-09 P10; P10 - P3; P10 - P8; P11 - P3; P11 - P8; P2 - P3; P2 - P8

13
TC1700008231.hg. OTTHUMTO00000473 9.3 3.38 9.47 3.30 P10 - ctrl; ctrl - P11; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC1700008231.hg.1 570 RP5-875H18.9 4 E-10 09 E-09 P10; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2

13 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
TC1700008228.hg. 8.9 3.43 9.46 334 P10; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P3 -
1 TC1700008228.hg.1 NM_002204 ITGA3 3675 8 E-10 43 E-09 P8

13
TC1700012285.hg. 8.6 3.48 9.45 3.36 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1700012285.hg.1 NM_018304 PRR11 55771 8 E-10 89 E-09 P2; P8-P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

13 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
TC0700007434.hg. 8.6 3.48 9.45 3.36 P2; P10-P3; P8-P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 -
1 TC0700007434.hg.1 NM_000596 IGFBP1 3484 6 E-10 85 E-09 P2; P8-P3




ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -

TC0100013349.hg. 1p36.1 8.5 3.50 9.45 3.36 P10; P10 - P3; P10 - P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 -
1 TC0100013349.hg.1 NM_020317 RSRP1 3-p35.1 4 E-10 63 E-09 P8

13 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0100018059.hg. 83 3.52 9.45 3.36 P10; P3 - P10; P10 - P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 -
1 TC0100018059.hg.1 NA NA NA 7 E-10 31 E-09 P8; P3-P8

13 ctrl - P10; ctrl - P11; P2 - ctrl; P3 - ctrl; ctrl - P8; P10 - P11; P2 -
TC0900010261.hg. vuvybu.aAug10- 83 3.52 9.45 3.36 P10; P3 - P10; P10 - P8; P2 - P11; P3 - P11; P8 - P11; P2 - P3; P2 -
1 TC0900010261.hg.1 unspliced vuvybu NA 7 E-10 31 E-09 P8; P3- P8

13
TC0300009774.hg. 7.7 3.61 9.44 3.43 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P11 -
1 TC0300009774.hg.1 NM_000412 HRG 3273 8 E-10 23 E-09 P2; P11-P3;P11-P8

13
TC1500008988.hg. 7.7 3.62 9.44 3.43 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1500008988.hg.1 NM_181077 GOLGA8A 23015 2 E-10 11 E-09 P10; P3 - P10; P2 - P11; P11 - P§; P2 - P3; P2 - P§; P3 - P8

13 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
TC1500008888.hg. 7.6 3.63 9.43 3.43 P10; P10-P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1500008888.hg.1 NA NA NA 4 E-10 97 E-09 P8

13
TC0200007976.hg. 7.5 3.65 9.43 3.43 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P11 -
1 TC0200007976.hg.1 NM_001692 ATP6V1B1 2p13.1 4 E-10 77 E-09 P2; P11-P3; P11 -P8; P3 - P2

13
TC0900008150.hg. 7.0 3.73 9.42 3.49 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 - P10; P3 -
1 TC0900008150.hg.1 NM_001166116 TMOD1 7111 5 E-10 86 E-09 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

13
TC0700013388.hg. 6.8 3.76 9.42 3.50 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0700013388.hg.1 NR_040583 STAG3L1 54441 5 E-10 51 E-09 P10; P3-P10; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

13
TC1800007471.hg. 6.7 3.78 9.42 3.51 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1800007471.hg.1 NM_021127 PMAIP1 5366 4 E-10 29 E-09 P2; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

13
TC0600014255.hg. 6.6 3.80 9.42 3.51 P10 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 - P10; P8 -
1 TC0600014255.hg.1 ENST00000377050 UBD 10537 1 E-10 05 E-09 P11; P8 - P2; P8 - P3

13 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0600011173.hg. 6.5 3.81 9.41 3.52 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 -
1 TC0600011173.hg.1 NR_003504 GUSBP2 387036 2 E-10 88 E-09 P8; P3-P8

13
TCOX00010989.hg. TCOX00010989.hg. 6.2 3.85 9.41 3.54 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P3 - P10; P11 -
1 1 NM_012317 LDOC1 23641 9 E-10 45 E-09 P2; P11-P3; P11 -P8; P3-P2; P3-P8

13
TC0900008891.hg. 6.1 3.87 9.41 3.54 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC0900008891.hg.1 NM_001127244 LRRC8A 56262 7 E-10 23 E-09 P10; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2

13
TC1200006896.hg. 6.1 3.88 9.41 3.54 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P11 -
1 TC1200006896.hg.1 NM_003979 GPRC5A 9052 3 E-10 16 E-09 P2; P3-P11; P8-P11; P3 - P2; P8 - P2; P8 - P3

13
TC0100008057.hg. 5.8 3.92 9.40 3.55 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0100008057.hg.1 NM_001255 CDC20 991 8 E-10 68 E-09 P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

13 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
TC2200007356.hg. 5.8 3.92 9.40 3.55 P2; P3-P10; P8 - P10; P11 -P2; P3 - P11; P8 - P11; P3 - P2; P8 -
1 TC2200007356.hg.1 NM_006855 KDELR3 11015 7 E-10 67 E-09 P2
TC0500012138.hg. 13 3.98 9.39 3.59 ctrl - P10; ctrl - P2; P3 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0500012138.hg.1 NM_004598 SPOCK1 5931.2 5.5 E-10 97 E-09 P10; P11 - P2; P3 - P11; P11 - P8; P3 - P2; P2 - P8; P3 - P8

13 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0400011738.hg. 5.4 3.99 9.39 3.59 P10; P3 - P10; P8 - P10; P11 - P2; P11 - P3; P11 - P8; P3 - P2; P2 -
1 TC0400011738.hg.1 NM_198179 QRFPR 84109 4 E-10 85 E-09 P8; P3-P8

13 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
TC1800006592.hg. leeterbu.aAug10- 53 4.01 9.39 3.59 P10; P10 - P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1800006592.hg.1 unspliced leeterbu NA 7 E-10 72 E-09 P8

13 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P2 - P10; P3 -
TC2100007543.hg. 5.0 4.07 9.39 3.63 P10; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P2 - P8; P3 -
1 TC2100007543.hg.1 ENST00000624041 bP-21264C1.1 NA 3 E-10 08 E-09 P8

13
TC1700010994.hg. skozy.aAug10- 4.7 4.11 9.38 3.66 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1700010994.hg.1 unspliced skozy NA 8 E-10 61 E-09 P10; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8

13
TC0800010716.hg. 4.2 4.21 9.37 3.73 P10 - ctrl; ctrl - P11; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0800010716.hg.1 NR_038877 C8orf34-AS1 286189 4 E-10 59 E-09 P2; P10-P3; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

13
TC1100011602.hg. 4.0 4.24 9.37 3.74 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1100011602.hg.1 NM_003355 ucpP2 7351 9 E-10 3 E-09 P2; P10-P3; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

13 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC1600009917.hg. 37 431 9.36 3.79 P10; P3 - P10; P8 - P10; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 -
1 TC1600009917.hg.1 NA NA NA 1 E-10 58 E-09 P8; P3-P8

13
TC0900007815.hg. warteyby.aAug10- 3.5 4.33 9.36 3.80 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0900007815.hg.1 unspliced warteyby NA 9 E-10 35 E-09 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

13
TC0500009603.hg. 2.6 4.51 9.34 3.94 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0500009603.hg.1 NM_133369 UNCSA 90249 5 E-10 55 E-09 P3; P8-P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

13
TC1200008921.hg. 2.5 4.53 9.34 3.94 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1200008921.hg.1 NM_001032731 0AS2 4939 9 E-10 44 E-09 P3; P11-P2;P3-P11; P8 -P11; P3-P2; P8-P2; P8 - P3

13
TC0300008839.hg. 2.3 4.57 9.34 3.96 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0300008839.hg.1 NM_001099 ACPP 55 7 E-10 01 E-09 P10; P11-P2; P11 - P3; P11 - P8; P2 - P3; P2 - P§; P3 - P8

13
TC0200013912.hg. 2.3 4.58 9.33 3.96 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0200013912.hg.1 NM_001304361 CKAP2L 150468 2 E-10 91 E-09 P3; P8-P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

13
TSUnmr 100000 TSUnr d00000 15 4.73 9.32 4.07 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 - P10; P3 -
784.hg.1 784.hg.1 ENST00000631074 PADI1 29943 8 E-10 49 E-09 P11; P8-P11; P3 - P2; P8 - P2

13
TC1800008349.hg. 15 4.74 9.32 4.07 ctrl - P10; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P8 - P10; P11 -
1 TC1800008349.hg.1 NM_001256316 CHST9 83539 4 E-10 4 E-09 P8; P2-P8; P3-P8

13
TC0800010397.hg. 11 4.82 9.31 4.12 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P3 -
1 TC0800010397.hg.1 ENST00000518968 PSAT1P1 NA 8 E-10 72 E-09 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3




ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -

TC0300007191.hg. 0.3 5.00 9.30 4.26 P10; P10-P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0300007191.hg.1 ENST00000462240 RN7SL517P 7 E-10 13 E-09 P8

13
TC0600007847.hg. 0.2 5.02 9.29 4.27 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P2; P11 - P2; P3 - P2;
1 TC0600007847.hg.1 NM_000389 CDKN1A 1026 6 E-10 9 E-09 P8 - P2

13
TC0100014081.hg. 0.1 5.04 9.29 4.27 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0100014081.hg.1 NM_005764 PDZK1IP1 10158 6 E-10 73 E-09 P3; P11-P2;P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC0800010382.hg. 13 5.06 9.29 4.27 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P3 -
1 TC0800010382.hg.1 NM_003068 SNAI2 6591 0.1 E-10 6 E-09 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

12
TC0200012163.hg. 9.7 5.13 9.28 431 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P11; P8 -
1 TC0200012163.hg.1 NM_000379 XDH 7498 9 E-10 99 E-09 P11; P3-P2; P8 - P2

12
TC1600011375.hg. 9.7 5.15 9.28 431 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1600011375.hg.1 NM_014298 QPRT 23475 2 E-10 86 E-09 P10; P8 - P10; P11 - P2; P11 - P8; P3 - P2; P3 - P8

12 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0500011528.hg. 9.6 5.17 9.28 431 P10; P3 - P10; P8 - P10; P11 - P2; P11 - P3; P11 - P8; P3 - P2; P2 -
1 TC0500011528.hg.1 NM_153234 LIX1 167410 2 E-10 66 E-09 P8; P3-P8
TC0400011748.hg. 12 5.17 9.28 431 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0400011748.hg.1 NM_001237 CCNA2 890 9.6 E-10 62 E-09 P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

12
TC1800008094.hg. ENST00000609238. 9.3 5.23 9.28 4.34 P10 - ctrl; ctrl - P11; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1800008094.hg.1 1 RP11-78A19.4 7 E-10 17 E-09 P3; P2-P11;P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

12
TC0700011953.hg. 83 5.47 9.26 4.52 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P8 -
1 TC0700011953.hg.1 NM_000777 CYP3A5 1577 9 E-10 22 E-09 P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8
TC1500010369.hg. 12 5.59 9.25 4.61 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1500010369.hg.1 NM_001114614 MFGE8 4240 7.9 E-10 26 E-09 P2; P10-P3; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

12
TC1400009248.hg. 7.2 5.75 9.24 4.70 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1400009248.hg.1 NM_001146015 DLGAPS 9787 8 E-10 02 E-09 P3; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

12 ctrl - P10; ctrl - P11; ctrl - P2; P3 - ctrl; ctrl - P8; P11 - P10; P2 -
TC0900011305.hg. 7.1 5.78 9.23 4.70 P10; P3 - P10; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P3 -
1 TC0900011305.hg.1 NM_002160 TNC 3371 9 E-10 84 E-09 P8

12
TC0500013189.hg. ENST00000427584. 7.1 5.78 9.23 4.70 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0500013189.hg.1 2 RP11-60A8.1 9 E-10 84 E-09 P10; P11-P2; P11 - P3; P11 - P§; P2 - P3; P2 - P8

12 P10 - ctrl; ctrl - P11; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
TC0600006967.hg. 7.1 5.78 9.23 4.70 P2; P10-P3; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 -
1 TC0600006967.hg.1 NM_001168319 EDN1 1906 8 E-10 81 E-09 P2; P8-P3
TC0100017541.hg. 12 5.80 9.23 4.71 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0100017541.hg.1 NA NA NA 7.1 E-10 65 E-09 P10; P3 - P10; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8
TC1100012545.hg. 12 5.99 9.22 4.85 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P2; P3 -
1 TC1100012545.hg.1 NM_012101 TRIM29 23650 6.4 E-10 25 E-09 P10; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2

12
TC1100007273.hg. 6.1 6.07 9.21 4.89 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P8 -
1 TC1100007273.hg.1 NM_000610 CD44 960 3 E-10 7 E-09 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

12
TC0500010835.hg. 5.8 6.14 9.21 4.93 P10 - ctrl; ctrl - P11; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0500010835.hg.1 NM_001252226 PLK2 10769 8 E-10 19 E-09 P2; P3-P10; P2-P11; P3-P11; P8 - P11; P3 - P2; P8 - P2

12
TC0900008955.hg. 53 6.28 9.20 5.03 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC0900008955.hg.1 NA NA NA 9 E-10 2 E-09 P3; P10-P8; P2 - P11; P11-P3; P11 - P8; P2 - P3; P2 - P8
TC1700008598.hg. 12 6.37 9.19 5.08 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1700008598.hg.1 NM_001085423 MILR1 284021 5.1 E-10 62 E-09 P3; P2-P11; P3- P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

12
TC0200015650.hg. 4.0 6.69 9.17 5.32 ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC0200015650.hg.1 NM_001306129 FN1 2335 6 E-10 48 E-09 P10; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

12
TC1300009646.hg. 3.8 6.76 9.17 5.36 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1300009646.hg.1 NM_052867 NALCN 259232 3 E-10 02 E-09 P2; P3-P10; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC0800007662.hg. 12 6.90 9.16 5.45 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0800007662.hg.1 NM_022454 SOX17 64321 3.4 E-10 14 E-09 P3; P8-P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

12
TC1100008236.hg. 32 6.93 9.15 5.45 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC1100008236.hg.1 NM_053056 CCND1 595 9 E-10 9 E-09 P10; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2

12
TC0400012949.hg. 32 6.95 9.15 5.45 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0400012949.hg.1 NM_001135146 SLC39A8 64116 4 E-10 8 E-09 P3; P11-P2;P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

12
TC1600006483.hg. 31 6.97 9.15 5.45 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1600006483.hg.1 NM_001177355 MSLN 10232 8 E-10 68 E-09 P3; P11-P2;P3-P11;P8-P11; P3-P2; P8-P2; P8 -P3

12 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P2; P3 -
TC0200008663.hg. 31 6.98 9.15 5.45 P10; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 -
1 TC0200008663.hg.1 NM_001261419 IL1IR2 7850 6 E-10 64 E-09 P3

12
TC1200010229.hg. 29 7.06 9.15 5.49 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P8 -
1 TC1200010229.hg.1 NM_002820 PTHLH 5744 1 E-10 11 E-09 P10; P11-P2; P3-P11; P8 - P11; P3 - P2; P8 - P2

12 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
TC0100013028.hg. 2.8 7.08 5.49 P2; P3-P10; P8 - P10; P11 -P2; P3 - P11; P8 - P11; P3 - P2; P8 -
1 TC0100013028.hg.1 NM_004431 EPHA2 1969 5 E-10 9.15 E-09 P2

12 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0700013297.hg. farbley.aAug10- 1.9 7.39 9.13 5.72 P10; P3 - P10; P10 - P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 -
1 TC0700013297.hg.1 unspliced farbley NA 5 E-10 12 E-09 P8; P3-P8

P10 - ctrl; ctrl - P11; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -

TC0800008202.hg. 12 7.55 9.12 5.83 P2; P10-P3; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 -
1 TC0800008202.hg.1 ENST00000467010 CTD-2114)12.1 NA 1.5 E-10 19 E-09 P2; P8 -P3
TC0500012842.hg. 12 7.59 9.11 5.84 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0500012842.hg.1 NM_004417 DUSP1 1843 1.4 E-10 97 E-09 P3; P11-P2;P3-P11;P8-P11; P3-P2; P8-P2; P8 -P3

12 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P2; P3 -
TC0200010545.hg. 13 7.62 9.11 5.84 P10; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P3 -
1 TC0200010545.hg.1 NM_003872 NRP2 8828 3 E-10 82 E-09 P8




TC1000006754.hg. 11 7.68 9.11 5.86 P10 - ctrl; ctrl - P11; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1000006754.hg.1 NM_001025076 CELF2 10659 6 E-10 46 E-09 P3; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

12
TC0800007114.hg. 11 7.69 9.11 5.86 P10 - ctrl; ctrl - P2; ctrl - P3; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0800007114.hg.1 NM_016240 SCARA3 51435 3 E-10 41 E-09 P3; P8 - P11; P8 - P2; P8 - P3

12
TC1000007748.hg. 0.6 7.87 9.10 5.98 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1000007748.hg.1 NM_001170406 CDK1 983 5 E-10 41 E-09 P3; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

12 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0800012069.hg. jozuby.aAug10- 0.1 8.05 9.09 6.09 P10; P10 - P3; P10 - P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 -
1 TC0800012069.hg.1 unspliced jozuby NA 9 E-10 43 E-09 P8

11 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
TC0400007169.hg. 9.7 8.22 9.08 6.20 P2;P10-P3; P8 -P10; P11-P2; P3-P11; P8 - P11; P3 - P2; P8 -
1 TC0400007169.hg.1 NM_001173523 PCDH7 5099 7 E-10 53 E-09 P2; P8 -P3

11
TC0100017532.hg. 9.5 8.29 9.08 6.24 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P10 -
1 TC0100017532.hg.1 NA NA NA 9 E-10 15 E-09 P3; P11-P2; P11 -P3;P11-P8; P2-P3;P8-P3

11
TCOX00007190.hg. TCOX00007190.hg. 8.9 8.54 9.06 6.39 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 1 NM_001282167 PORCN 64840 9 E-10 87 E-09 P2; P10 -P3; P8 - P10; P11 - P2; P8 - P11; P3 - P2; P8 - P2; P8 - P3

11 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P8; P11 - P10; P2 - P10; P3 -
TC1500007695.hg. 8.9 8.57 9.06 6.39 P10; P8 - P10; P11 - P2; P11 - P3; P11 - P8; P3 - P2; P2 - P8; P3 -
1 TC1500007695.hg.1 NM_001104554 PAQRS 54852 1 E-10 71 E-09 P8
TSUnmapped00000 TSUnmapped00000 11 8.57 9.06 6.39 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
003.hg.1 003.hg.1 ENST00000625425 SLC2A6 NA 8.9 E-10 68 E-09 P2; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

11 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0500013318.hg. 8.8 8.59 9.06 6.39 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 -
1 TC0500013318.hg.1 NR_027386_5 GUSBP3 7 E-10 63 E-09 P8; P3-P8

11
TC0200015623.hg. gleygobu.aAug10- 8.6 8.70 9.06 6.45 ctrl - P10; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC0200015623.hg.1  unspliced gleygobu NA 1 E-10 06 E-09  P3;P10-P8; P2-P11; P11 - P3; P11- P8; P2 - P3; P2 - P8; P3 - P8

11 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
TC0500009424.hg. 8.5 8.74 9.05 6.46 P2; P3-P10; P8 - P10; P11-P2; P3 - P11; P8 - P11; P3 - P2; P8 -
1 TC0500009424.hg.1 NM_003862 FGF18 8817 2 E-10 86 E-09 P2

11 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0300013075.hg. ENST00000469794. 8.4 8.76 9.05 6.46 P10; P10 - P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0300013075.hg.1 1 RP11-3K16.2 6 E-10 74 E-09 P8

11 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC1600007931.hg. 83 8.81 9.05 6.47 P10; P3 - P10; P8 - P10; P2 - P11; P3 - P11; P11 - P8; P2 - P8; P3 -
1 TC1600007931.hg.1 NM_017839 LPCAT2 54947 4 E-10 49 E-09 P8
TC0700007067.hg. 11 8.83 9.05 6.47 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P11 -
1 TC0700007067.hg.1 NM_152793 MTURN 222166 8.3 E-10 4 E-09 P2; P11-P3; P11 - P8; P2 - P3; P2 - P8

11 P10 - ctrl; ctrl - P11; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
TC2200007312.hg. 8.0 8.93 9.04 6.53 P10; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P3 -
1 TC2200007312.hg.1 NM_002305 LGALS1 3956 8 E-10 91 E-09 P8

ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -

TC1300008945.hg. gachy.aAug10- 1 9.05 9.04 6.60  P10; P3-P10;P10-P8; P2-P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1300008945.hg.1 unspliced gachy NA 7.8 E-10 32 E-09 P8

11 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
TC0900007811.hg. steylaw.aAug10- 7.4 9.22 9.03 6.70 P10; P10 - P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0900007811.hg.1 unspliced steylaw NA 4 E-10 53 E-09 P8

11 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
TC1300009736.hg. 1.01E+ 7.2 9.29 9.03 6.73 P10; P10 - P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1300009736.hg.1 NR_046848 FAM155A-IT1 08 8 E-10 18 E-09 P8

11
TC0900008930.hg. 7.0 9.40 9.02 6.79 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0900008930.hg.1 NM_016307 PRRX2 51450 6 E-10 71 E-09 P2; P10 - P3; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

11 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P10 - P11; P2 -
TC1500007664.hg. slerzo.aAug10- 6.7 9.54 9.02 6.87 P10; P3 - P10; P10 - P8; P2 - P11; P3 - P11; P2 - P3; P2 - P8; P3 -
1 TC1500007664.hg.1 unspliced slerzo NA 5 E-10 05 E-09 P8

11
TC0400011920.hg. 6.1 9.83 9.00 7.06 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0400011920.hg.1 NM_014331 SLC7A11 23657 5 E-10 72 E-09 P2; P11-P2; P3-P11; P8 - P11; P3 - P2; P8 - P2

11
TC0200014617.hg. 5.9 9.92 9.00 7.10 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P2 -
1 TC0200014617.hg.1 NM_001164507 NEB 4703 8 E-10 36 E-09 P11; P11- P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8

11
TC1200011067.hg. 5.4 1.02 8.99 7.26 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1200011067.hg.1 NM_173812 DPY19L2 283417 8 E-09 26 E-09 P10; P8 - P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

11
TC0600012745.hg. tugleyby.aAug10- 53 1.03 8.98 7.31 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC0600012745.hg.1 unspliced tugleyby NA 1 E-09 88 E-09 P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

11
TC1000012117.hg. 5.0 1.04 8.98 7.38 P10 - ctrl; ctrl - P11; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1000012117.hg.1 NM_001270764 CHST15 51363 6 E-09 33 E-09 P3;P2-P11;P3-P11;P8-P11; P3-P2; P8-P2; P8 - P3

11
TC0800012147.hg. 4.8 1.05 8.97 7.42 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC0800012147.hg.1 NM_003313 TSTA3 7264 8 E-09 94 E-09 P10; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2
TSUnmr 100000 TSUnr d00000 11 1.07 8.96 7.59 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
051.hg.1 051.hg.1 ENST00000625489 SLC2A6 NA 4.4 E-09 87 E-09 P2; P10-P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

11
TC1100006732.hg. 4.2 1.08 8.96 7.60 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P2; P10 -
1 TC1100006732.hg.1 sugyby.aAug10 sugyby NA 6 E-09 57 E-09 P3; P10-P8; P11 - P2; P11 - P3; P11 - P8; P3 - P2; P8 - P2; P8 - P3

11
TC0500013317.hg. 4.2 1.08 8.96 7.60 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0500013317.hg.1 NR_024054 SMA4 11039 4 E-09 51 E-09 P10; P3-P10; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

11
TC1200008224.hg. 4.2 1.09 8.96 7.60 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC1200008224.hg.1 NM_006851 GLIPR1 11010 1 E-09 45 E-09 P10; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

11
TC1300006543.hg. 4.1 1.09 8.96 7.60 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 - P11; P11 -
1 TC1300006543.hg.1 NM_002010 FGF9 2254 4 E-09 29 E-09 P3; P11-P8; P2-P3;P2-P8; P3-P8

11
TC0200016019.hg. 3.8 1.10 8.95 7.68 ctrl - P10; P11 - ctrl; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0200016019.hg.1 NR_002921 SNORA75 2937.1 9 E-09 75 E-09 P10; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P§; P3 - P8




ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P10 - P11; P2 -

TC0800011595.hg. 33 1.14 8.94 7.88 P10; P3 - P10; P10 - P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 -
1 TC0800011595.hg.1 hsa_circ_0002817 EXT1 3 E-09 49 E-09 P8; P3-P8

11 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC1100011844.hg. fomorby.aAug10- 31 1.14 8.94 7.91 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1100011844.hg.1 unspliced fomorby NA 9 E-09 17 E-09 P8

11 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0500013319.hg. 31 1.15 8.94 7.91 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0500013319.hg.1 NR_033968 GUSBP9 1E+08 5 E-09 09 E-09 P8

11
TC1600008712.hg. 2.8 117 8.93 8.00 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P3 -
1 TC1600008712.hg.1 NM_002163 IRF8 3394 1 E-09 31 E-09 P11; P8 -P11; P8 - P2; P8 - P3

11 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
TC1300009737.hg. roynoy.aAugl10- 2.7 117 8.93 8.00 P10; P10 - P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1300009737.hg.1 unspliced roynoy NA 9 E-09 27 E-09 P8

11
TC1300008096.hg. 2.7 117 8.93 8.00 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P10 - P3; P10 -
1 TC1300008096.hg.1 NA NA NA 7 E-09 23 E-09 P8; P2 -P11; P11 - P3; P11-P8; P2 - P3; P2 - P§; P3 - P8

11
TC2000006688.hg. 2.4 1.19 8.92 8.10 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC2000006688.hg.1 NM_003081 SNAP25 6616 9 E-09 6 E-09 P3; P11-P2;P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

11 ctrl - P10; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
TC0200009762.hg. PKP4.vkAug10- 1.9 1.22 8.91 8.27 P10; P10 - P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0200009762.hg.1 unspliced PKP4 NA 8 E-09 44 E-09 P8

11 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0600012743.hg. 1.9 1.22 8.91 8.27 P10; P10 - P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0600012743.hg.1 NR_033557 LOC100422737 1E+08 7 E-09 42 E-09 P8

11
TC1000010845.hg. jalor.aAug10- 1.8 1.23 8.91 8.27 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P10 -
1 TC1000010845.hg.1 unspliced jalor NA 1 E-09 05 E-09 P8; P2-P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

11
TC1100013087.hg. 1.7 1.23 8.90 8.27 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 TC1100013087.hg.1 NM_001165 BIRC3 330 3 E-09 89 E-09 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

11
TC2100006465.hg. 16 1.24 8.90 8.27 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P10 -
1 TC2100006465.hg.1 uc032psp.2 FP671120.2 NA 5 E-09 7 E-09 P8; P2-P11; P2 - P3; P2-P8; P3-P8

11
TC2100006481.hg. 16 1.24 8.90 8.27 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P10 -
1 TC2100006481.hg.1 uc032ptl.2 FP236383.8 NA 5 E-09 7 E-09 P8; P2-P11; P2 -P3; P2-P8; P3-P8
TC22_KI270733v1_ TC22_KI270733v1_ 11
random00006438.h random00006438.h 1.6 1.24 8.90 8.27 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P10 -
gl gl uc032qtv.2 AL353644.9 NA 5 E-09 7 E-09 P8; P2-P11; P2 -P3; P2-P8; P3-P8

11
TCUn_GL000220v1 TCUn_GL000220v1 16 1.24 8.90 8.27 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P10 -
00006438.hg.1 00006438.hg.1 uc022brg.2 AL592188.2 NA 5 E-09 7 E-09 P8; P2-P11; P2 - P3; P2-P8; P3-P8

11
TC0200009707.hg. 16 1.24 8.90 8.27 ctrl - P10; P11 - ctrl; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0200009707.hg.1 NM_001260508 KCNJ3 3760 3 E-09 65 E-09 P10; P11-P2; P11 - P3; P11 - P§; P2 - P3; P2 - P8

11 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P10 -
TC0300009777.hg. 0.9 1.28 8.89 8.53 P2; P10-P3; P10 - P8; P11-P2; P11 - P3; P11 - P8; P8 - P2; P8 -
1 TC0300009777.hg.1 NM_000893 KNG1 3827 7 E-09 14 E-09 P3

11
TC0300008196.hg. 0.6 131 8.88 8.65 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0300008196.hg.1 NM_175056 ZPLD1 131368 4 E-09 38 E-09 P3; P2-P11; P3-P11; P8 - P11; P3 - P2; P8 - P2

11
HTA2-pos- 0.6 131 8.88 8.65 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
2985914 _st 23150250 NA NA NA 2 E-09 34 E-09 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

11
TC1200009547.hg. 0.4 1.32 8.88 8.67 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P3 -
1 TC1200009547.hg.1 NM_001190997 SLC6A13 6540 9 E-09 03 E-09 P10; P10 - P8; P11 - P2; P11 - P3; P11 - P8; P2 - P§; P3 - P8

11
TC1400009175.hg. 0.4 1.32 8.87 8.67 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1400009175.hg.1 NM_007361 NID2 22795 5 E-09 95 E-09 P3; P2-P11;P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

11 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
TC0400011284.hg. 0.4 1.32 8.87 8.67 P10; P10- P8; P2 - P11; P11- P3; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0400011284.hg.1 NA NA NA 3 E-09 9 E-09 P8
TC0100018482.hg. 11 1.34 8.87 8.80 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0100018482.hg.1 NM_001040874 HIST2H2AA4 723790 0.1 E-09 13 E-09 P2; P10 - P3; P11 - P2; P8 - P11; P3 - P2; P8 - P2; P8 - P3

10
TC1500009709.hg. 9.9 1.35 8.86 8.83 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC1500009709.hg.1 NM_001218 CA12 771 7 E-09 85 E-09 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

10
TC1000008767.hg. 9.8 1.36 8.86 8.85 P10 - ctrl; ctrl - P11; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1000008767.hg.1 NM_032727 INA 9118 8 E-09 64 E-09 P2; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

10
TC0200015093.hg. 9.8 1.36 8.86 8.86 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P8; P11 - P10; P3 - P10; P8 -
1 TC0200015093.hg.1 NM_001113397 ZNF385B 151126 2 E-09 5 E-09 P10; P11- P2; P11 - P3; P11 - P§; P3 - P2; P3 - P8

10
TC1000007954.hg. 9.7 1.37 8.86 8.86 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P10 -
1 TC1000007954.hg.1 NM_001174098 SLC29A3 55315 8 E-09 4 E-09 P2; P10-P3; P11 -P2; P11-P3; P11- P8; P3 - P2; P8 - P2; P8 - P3

10
TC1800008892.hg. snysky.aAug10- 9.7 137 8.86 8.87 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1800008892.hg.1 unspliced snysky NA 1 E-09 23 E-09 P10; P3-P10; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

10
TC0200008666.hg. 9.4 1.39 8.85 8.97 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0200008666.hg.1 NM_000877 IL1IR1 3554 4 E-09 62 E-09 P3; P11-P2; P8 - P11; P3 - P2; P8 - P2; P8 - P3

10 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0100018210.hg. 9.2 1.41 8.85 9.05 P10; P3 - P10; P8 - P10; P11 - P2; P11 - P3; P11 - P8; P3 - P2; P3 -
1 TC0100018210.hg.1 NM_001162530 SH3D21 79729 2 E-09 11 E-09 P8

10
TC1900010856.hg. 8.8 1.44 8.84 9.20 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 TC1900010856.hg.1 NM_001005376 PLAUR 5329 7 E-09 29 E-09 P10; P11-P2; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

10 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0500011066.hg. 8.6 1.45 8.83 9.29 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0500011066.hg.1 NA NA NA 5 E-09 78 E-09 P8

10 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC1800008083.hg. 83 1.48 8.83 9.42 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1800008083.hg.1 NA NA NA 4 E-09 06 E-09 P8




TC1000010843.hg. 8.2 1.49 8.82 9.42 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P10 -
1 TC1000010843.hg.1 NM_001033083 PBLD 64081 3 E-09 8 E-09 P3; P11-P2; P11 -P3;P11-P8§; P2-P3; P8 -P3
TC0300010930.hg. 10 1.49 8.82 9.42 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0300010930.hg.1 NM_020208 SLC6A20 54716 8.2 E-09 73 E-09 P2; P10-P3; P8 - P11; P8 - P2; P8 - P3

10
TC0300010350.hg. 8.1 1.49 8.82 9.42 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0300010350.hg.1 NM_004625 WNT7A 7476 9 E-09 69 E-09 P2; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

10
TCOX00010954.hg. TCOX00010954.hg. 7.9 1.51 8.82 9.53 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 1 NM_001139498 FGF13 2258 4 E-09 12 E-09 P10; P11- P2; P11 - P3; P11 - P8; P2 - P3; P2 - Pg; P3 - P8

10
TC1000008236.hg. 7.7 1.52 8.81 9.59 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1000008236.hg.1 NM_001128309 TSPAN14 81619 7 E-09 72 E-09 P3; P11-P2; P3-P11; P8 -P11; P3 - P2; P8- P2; P8 - P3

ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -

TC0300013072.hg. shorjeebu.aAug10- 10 1.53 8.81 9.60 P10; P10 - P8; P2 - P11; P11- P3; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0300013072.hg.1 unspliced shorjeebu NA 7.7 E-09 56 E-09 P8

10
TC0100017113.hg. 7.4 1.55 8.80 9.71 P10 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 - P10; P8 -
1 TC0100017113.hg.1 NM_002644 PIGR 5284 4 E-09 95 E-09 P11; P8 - P2; P8 - P3

10
TC0700011626.hg. 5.8 1.69 8.77 1.06 ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P8 - P10;
1 TC0700011626.hg.1 NM_006379 SEMA3C 10512 2 E-09 09 E-08 P11-P2; P3-P11; P8-P11; P3 - P2; P8-P2; P3-P8

10
TC0600011499.hg. 5.7 1.70 8.76 1.06 P10 - ctrl; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P11 -
1 TC0600011499.hg.1 NM_001243961 HLA-DQB1 3119 3 E-09 86 E-08 P2; P8-P11; P3-P2; P8-P2; P8 -P3

10
TC0400009129.hg. 5.6 1.71 8.76 1.06 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0400009129.hg.1 NM_001253727 RXFP1 4932.1 8 E-09 76 E-08 P3; P2-P11; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

10 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
TC0300007061.hg. ployswerby.aAug10- 56 171 876  1.06  P10; P10- P8; P2-P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0300007061.hg.1 unspliced ployswerby NA 7 E-09 72 E-08 P8

10
TC1000009851.hg. 5.4 1.73 8.76 1.07 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P10 -
1 TC1000009851.hg.1 NM_018027 FRMD4A 55691 8 E-09 28 E-08 P3; P10 - P8; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 - P8

10
TCOX00007537.hg. TCOX00007537.hg. 53 1.74 8.75 1.07 P10 - ctrl; ctrl - P11; ctrl - P2; ctrl - P3; P8 - ctrl; P10 - P11; P10 -
1 1 NM_012310 KIF4A 24137 5 E-09 95 E-08 P2; P10 - P3; P8 - P10; P8 - P11; P3 - P2; P8 - P2; P8 - P3

10
TC0300007189.hg. 5.2 1.75 8.75 1.07 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P11 -
1 TC0300007189.hg.1 NM_001100594 SNRK 54861 8 E-09 79 E-08 P2; P11-P3; P11 - P8; P2 - P3; P2 - P8

10
TC0300009852.hg. 4.6 1.81 8.74 1.11 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P3 -
1 TC0300009852.hg.1 NA NA NA 8 E-09 34 E-08 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

10
TC0500011352.hg. 3.6 191 8.71 117 ctrl - P10; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P10 -
1 TC0500011352.hg.1 NM_001278642 EDIL3 10085 3 E-09 79 E-08 P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

10
TC0800011416.hg. rawwybu.aAug10- 3.2 1.95 8.70 1.19 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0800011416.hg.1 unspliced rawwybu NA 9 E-09 94 E-08 P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

10 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
TC2000007297.hg. 3.2 1.96 8.70 1.19 P10; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 -
1 TC2000007297.hg.1 NM_080607 VSTM2L 128434 6 E-09 88 E-08 P3

10
TC1000012516.hg. 29 1.99 8.70 121 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1000012516.hg.1 NM_001135241 AKR1C2 1646 4 E-09 09 E-08 P2; P10 - P3; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

10
TC1200009621.hg. 2.7 2.02 8.69 1.22 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1200009621.hg.1 NM_001243088 FOXM1 2305 2 E-09 55 E-08 P2; P10 - P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

10
TC0200014361.hg. 2.6 2.03 8.69 1.22 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0200014361.hg.1 NM_001077427 LYPD1 2021.2 2 E-09 3 E-08 P3; P10 - P8; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2

10
TC0700012226.hg. 2.6 2.03 8.69 1.22 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0700012226.hg.1 NA NA NA 1 E-09 28 E-08 P10; P3 - P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

10
TC0800008378.hg. ENST00000519566. 25 2.04 8.69 1.23 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0800008378.hg.1 1 KB-1991G8.1 5 E-09 14 E-08 P3; P2-P11; P3-P11; P8 - P11; P8 - P2; P8 - P3

10
TC1700007790.hg. 23 2.06 8.68 1.24 P10 - ctrl; ctrl - P11; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC1700007790.hg.1 NM_001254 CDC6 990 5 E-09 64 E-08 P10; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2

10
TC1500009738.hg. 22 2.07 8.68 1.24 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1500009738.hg.1 NM_001029989 KIAA0101 9768 1 E-09 3 E-08 P2; P10 - P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

10
TC0100013561.hg. 2.0 2.09 8.67 1.25 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P10 -
1 TC0100013561.hg.1 NM_004102 FABP3 2170 8 E-09 98 E-08 P3; P10-P8; P11 - P2; P11-P3; P11- P8; P2 - P8

10 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC1000008731.hg. 1.01E+ 2.0 2.10 8.67 1.25 P10; P3 - P10; P11 - P2; P11- P3; P11 - P8; P2-P3; P2- P8; P3 -
1 TC1000008731.hg.1 NR_038937 RPARP-AS1 08 1 E-09 79 E-08 P8

10
TC1700008247.hg. 13 2.18 8.66 1.30 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 - P10; P2 -
1 TC1700008247.hg.1 NM_001168215 TMEMS2 162461 6 E-09 17 E-08 P11; P3-P11; P8 -P11; P3-P2; P8 - P2; P8 - P3

10
TC1700012468.hg. 1.2 2.19 8.65 1.30 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1700012468.hg.1 NM_001002032 HN1 51155 4 E-09 86 E-08 P2, P10-P3; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

10
TC1000011524.hg. 0.8 2.25 8.64 1.33 P10 - ctrl; ctrl - P11; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1000011524.hg.1 NM_152309 PIK3AP1 118788 4 E-09 86 E-08 P2, P10-P3; P2-P11; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

10
TC1400007950.hg. 0.8 2.25 8.64 1.33 P10 - ctrl; ctrl - P11; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1400007950.hg.1 NM_006888 CALM1 801 2 E-09 83 E-08 P3;P2-P11;P3-P11; P8 - P11; P3 - P2; P8- P2; P8 - P3

10
TC1100012788.hg. 0.7 2.26 8.64 1.33 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1100012788.hg.1 NA NA NA 7 E-09 68 E-08 P10; P11- P2; P11 - P3; P11 - P8; P2 - P3; P2 - P8

10 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P8; P11 - P10; P2 - P10; P3 -
TC0600007006.hg. 0.2 2.32 8.63 1.36 P10; P8 - P10; P11 - P2; P3 - P11; P11 - P8; P3 - P2; P2 - P8; P3 -
1 TC0600007006.hg.1 NM_001165032 RNF182 221687 9 E-09 49 E-08 P8




TC1500008995.hg. 0.1 2.34 8.63 137 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1500008995.hg.1 NM_001023567 GOLGA8B 440270 6 E-09 16 E-08 P10; P3 - P10; P2 - P11; P11 - P§; P2 - P3; P2 - P§; P3 - P8
ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0500011062.hg. kleyplarby.aAug10- 99. 2.39 8.62 1.40 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0500011062.hg.1 unspliced kleyplarby NA 78 E-09 19 E-08 P8
99. ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC1100011834.hg. riyare.aAugl10- 55 2.42 8.61 1.41 P10; P3 - P10; P10 - P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 -
1 TC1100011834.hg.1 unspliced riyare NA 5 E-09 62 E-08 P8; P3 - P8
99.
TC0700008053.hg. snarsharby.aAug10- 49 243 8.61 141 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0700008053.hg.1 unspliced snarsharby NA 1 E-09 46 E-08 P10; P2 -P11; P3 - P11; P11 - P§; P2 - P3; P2 - P§; P3 - P8
99.
TC0100017313.hg. peenubu.aAugl0- 35 2.45 8.61 1.42 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0100017313.hg.1 unspliced peenubu NA 8 E-09 12 E-08 P10; P10 - P8; P11 - P3; P11 - P§; P2 - P3; P2 - P§; P3 - P8
98.
TC0800009600.hg. 97 2.50 8.60 1.45 P10 - ctrl; ctrl - P2; ctrl - P3; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0800009600.hg.1 NM_053279 FAM167A 83648 7 E-09 15 E-08 P3; P11-P2; P11 - P3; P8 - P11; P3 - P2; P8 - P2; P8 - P3
98. ctrl - P11; P2 - ctrl; P3 - ctrl; ctrl - P8; P10 - P11; P2 - P10; P3 -
TC0900010262.hg. gleytoyby.aAug10- 82 2.53 8.59 1.46 P10; P10-P8; P2 - P11; P3 - P11; P8 - P11; P2 - P3; P2 - P8; P3 -
1 TC0900010262.hg.1 unspliced gleytoyby NA 3 E-09 76 E-08 P8
98.
TC0800010252.hg. 51 2.57 8.58 1.48 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P2; P3 -
1 TC0800010252.hg.1 NM_000037 ANK1 286 4 E-09 96 E-08 P10; P8 - P10; P11 - P2; P3 - P11; P3 - P2; P8 - P2
98.
TC1700012191.hg. 43 2.59 8.58 1.49 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P2; P3 -
1 TC1700012191.hg.1 NM_001040059 CD68 968 2 E-09 75 E-08 P10; P10 - P8; P11 - P2; P11 - P8; P3 - P2; P8 - P2; P3 - P8
98.
TC1500007410.hg. morser.aAugl10- 38 2.59 8.58 1.49 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 TC1500007410.hg.1 unspliced morser NA 8 E-09 64 E-08 P10; P11-P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
98. ctrl - P11; P2 - ctrl; P3 - ctrl; ctrl - P8; P10 - P11; P2 - P10; P3 -
TC0800007674.hg. 1.05E+ 38 2.59 8.58 1.49 P10; P10 - P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0800007674.hg.1 ENST00000520251 LOC105375844 08 3 E-09 63 E-08 P8
98. ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P3 -
blabo.aAug10- 29 2.61 8.58 1.49 P10; P8 - P10; P11 - P2; P3 - P11; P11 - P8; P3 - P2; P8 - P2; P3 -
TCOY00007309.hg.1 TCOY00007309.hg.1 unspliced blabo NA 4 E-09 4 E-08 P8
98. ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0600008563.hg. 06 2.64 8.57 1.51 P10; P3-P10; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0600008563.hg.1 uc063pgqw.1 RNU6-1016P NA 7 E-09 81 E-08 P8
97.
TC1500006588.hg. 15q11. 85 2.67 8.57 1.51 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1500006588.hg.1 NR_003303 SNORD115-11 2 8 E-09 27 E-08 P2; P3-P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8
97.
TC1500006603.hg. 15q11. 85 2.67 8.57 1.51 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1500006603.hg.1 ENST00000362834 SNORD115-29 2 8 E-09 27 E-08 P2; P3-P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8
97.
TC1500006604.hg. 15q11. 85 2.67 8.57 1.51 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1500006604.hg.1 ENST00000365629 SNORD115-36 2 8 E-09 27 E-08 P2; P3-P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8
97.
TC1500006607.hg. 15q11. 85 2.67 8.57 1.51 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1500006607.hg.1 ENST00000365503 SNORD115-43 2 8 E-09 27 E-08 P2; P3-P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8
97.
TC1500006598.hg. 15q11. 25 2.77 8.55 1.56 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1500006598.hg.1 NR_003314 SNORD115-22 2 4 E-09 71 E-08 P2; P3-P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8
97.
TC0200016684.hg. 04 2.81 8.55 1.58 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0200016684.hg.1 NM_022037 TIAL 7072 7 E-09 17 E-08 P10; P8 - P10; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8
ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0600006976.hg. 96. 2.84 8.54 1.59 P10; P3 - P10; P10 - P8; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 -
1 TC0600006976.hg.1 NM_001242648 PHACTR1 221692 87 E-09 71 E-08 P8; P3-P8
96.
TC1500007392.hg. 29 2.94 8.53 1.65 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1500007392.hg.1 NM_004701 CCNB2 9133 8 E-09 21 E-08 P3; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
96. ctrl - P11; P2 - ctrl; P3 - ctrl; ctrl - P8; P10 - P11; P2 - P10; P3 -
TC2100006539.hg. 20 2.95 8.52 1.65 P10; P10- P8; P2 - P11; P3 - P11; P8 - P11; P2-P3; P2 - P8; P3 -
1 TC2100006539.hg.1 NA NA NA 4 E-09 96 E-08 P8
96.
TC0600008544.hg. 1.02E+ 16 2.96 8.52 1.65 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P3; P2 -
1 TC0600008544.hg.1 NR_110856 L0C101928516 08 9 E-09 87 E-08 P11; P3-P11; P8 -P11; P2-P3; P8-P3
95.
TC1700012395.hg. OTTHUMTO00000477 1.01E+ 92 3.00 8.52 1.67 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1700012395.hg.1 403 TBC1D3L 08 4 E-09 22 E-08 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8
95.
TC0700008100.hg. barmorby.aAug10- 89 3.01 8.52 1.67 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0700008100.hg.1 unspliced barmorby NA 7 E-09 15 E-08 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8
95.
TC2000007503.hg. 76 3.03 8.51 1.68 P10 - ctrl; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 -
1 TC2000007503.hg.1 NM_001281741 UBE2C 11065 2 E-09 8 E-08 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
95.
TC0400012971.hg. 47 3.09 8.51 1.71 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0400012971.hg.1 NA NA NA 6 E-09 04 E-08 P10; P3 - P10; P11 - P2; P11 - P3; P11 - P8; P2 - P8; P3 - P8
95.
TC0600013757.hg. 39 3.10 8.50 1.71 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0600013757.hg.1 NM_000636 SOD2 6648 1 E-09 81 E-08 P3; P10-P8; P11 - P2; P8 - P11; P3 - P2; P8 - P2; P8 - P3
95. ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
TC0700012096.hg. boneyby.aAug10- 26 3.13 8.50 1.72 P10; P10- P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0700012096.hg.1 unspliced boneyby NA 5 E-09 48 E-08 P8
95.
TC2000007089.hg. 19 3.14 8.50 1.73 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC2000007089.hg.1 NM_012112 TPX2 22974 2 E-09 29 E-08 P2; P10-P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
95.
TC1000010727.hg. 10 3.16 8.50 1.73 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P11 - P3; P11 -
1 TC1000010727.hg.1 NM_001149 ANK3 288 3 E-09 05 E-08 P8; P2-P3; P2-P8
94,
TC1100011185.hg. 79 3.22 8.49 1.76 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1100011185.hg.1 NA NA NA 6 E-09 23 E-08 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8




94,

ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -

TC0500011004.hg. OTTHUMTO00000369 72 3.23 8.49 1.76 P10; P10-P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0500011004.hg.1 094 GUSBP3 653188 4 E-09 04 E-08 P8

94,
TC0100018431.hg. 25 333 8.47 1.81 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0100018431.hg.1 ENST00000466213 SFPQ 1p34.3 9 E-09 8 E-08 P10; P8 - P10; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

94,
TC0600011809.hg. 20 3.34 8.47 1.81 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0600011809.hg.1 NM_001136017 CCND3 896 1 E-09 64 E-08 P2; P3-P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2

94,
TC2000008315.hg. 12 3.35 8.47 1.82 ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC2000008315.hg.1 NA NA NA 7 E-09 44 E-08 P10; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2
TC1700008103.hg. 94. 3.36 8.47 1.82 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1700008103.hg.1 NA NA NA 09 E-09 34 E-08 P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

94, ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC1300008558.hg. 05 3.37 8.47 1.82 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1300008558.hg.1 NR_026928 N4BP2L2-IT2 116828 3 E-09 24 E-08 P8

94.
TC0100014543.hg. 00 3.38 8.47 1.82 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0100014543.hg.1 NM_001114120 DEPDC1 55635 5 E-09 11 E-08 P3; P8-P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

93.
TC1900008287.hg. 62 3.46 8.46 1.86 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1900008287.hg.1 NM_001042724 PVRL2 5819 5 E-09 09 E-08 P3; P8-P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC0700011519.hg. 93. 3.46 8.46 1.86 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0700011519.hg.1 NR_040584 STAG3L2 442582 62 E-09 08 E-08 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

93. P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
TC1100007727.hg. 58 3.47 8.45 1.86 P2; P3-P10; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 -
1 TC1100007727.hg.1 NM_001142703 FAM111B 374393 1 E-09 97 E-08 P2

93.
TC0200007717.hg. 48 3.49 8.45 1.86 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0200007717.hg.1 NM_152392 AHSA2 130872 3 E-09 71 E-08 P10; P3-P10; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

93.
TC0100010544.hg. momybu.aAug10- 46 3.49 8.45 1.86 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC0100010544.hg.1 unspliced momybu NA 4 E-09 66 E-08 P3; P10-P8; P2 - P11; P11-P3; P11 - P8; P2 - P3; P2 - P8

93.
TC0400008007.hg. 42 3.50 8.45 1.86 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P11 -
1 TC0400008007.hg.1 NM_001256421 GPAT3 84803 1 E-09 54 E-08 P2;P3-P11;P8-P11; P3 - P2; P8 - P2

92. ctrl - P10; ctrl - P11; ctrl - P2; P3 - ctrl; ctrl - P8; P11 - P10; P2 -
TC0300013863.hg. 97 3.60 8.44 191 P10; P3 - P10; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P3 -
1 TC0300013863.hg.1 NM_006952 UPK1B 7348 6 E-09 34 E-08 P8

92.
TC1300007561.hg. 49 3.71 8.43 1.97 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC1300007561.hg.1 NM_001160706 SCEL 8796 6 E-09 03 E-08 P10; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2

92.
TC2000008722.hg. 21 3.78 8.42 2.00 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P10 - P3; P10 -
1 TC2000008722.hg.1 NM_001252675 ACSS1 84532 8 E-09 27 E-08 P8; P11 -P2; P11 - P3; P11-P8; P2 - P8

92.
TC1100008453.hg. 05 3.82 8.41 2.01 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P8 -
1 TC1100008453.hg.1 NM_001145211 SLCO2B1 11309 2 E-09 81 E-08 P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

91.
TC1500009813.hg. 81 3.88 8.41 2.04 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1500009813.hg.1 ENST00000288745 MEGF11 84465 2 E-09 15 E-08 P3; P10-P8; P2 - P11; P3 - P11; P8 - P11; P8 - P2; P8 - P3

91.
TC0700010443.hg. 80 3.88 8.41 2.04 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC0700010443.hg.1 NM_001164460 STEAP1B 256227 3 E-09 13 E-08 P10; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2

91.
TC1500009806.hg. 75 3.89 2.04 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1500009806.hg.1 uc059kId.1 snoU13 NA 7 E-09 8.41 E-08 P10; P3 - P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

91.
TC0500007761.hg. 51 3.95 8.40 2.07 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P; P11 - P10; P10 -
1 TC0500007761.hg.1 NM_001161342 TMEM171 134285 5 E-09 33 E-08 P2; P10 - P3; P11 - P2; P11 - P3; P11 - P8; P8 - P2; P8 - P3

91. ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
TC0700011396.hg. 23 4.02 8.39 2.10 P10; P10 - P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0700011396.hg.1 NA NA NA 1 E-09 55 E-08 P8

91.
TC0100013872.hg. 2 402 839 210  ctrl-P11; ctrl - P2; ctrl - P3; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0100013872.hg.1 NM_001302269 EDN2 1907 4 E-09 53 E-08 P3; P8-P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

91.
TC0800007187.hg. mayaya.aAug10- 15 4.04 8.39 2.10 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P10 - P11; P2 -
1 TC0800007187.hg.1 unspliced mayaya NA 3 E-09 33 E-08 P10; P10 - P8; P2 - P11; P3 - P11; P2 - P3; P2 - Pg; P3 - P8

90.
TC0300012814.hg. 65 4.17 8.37 2.16 P10 - ctrl; ctrl - P11; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC0300012814.hg.1 NM_023915 GPR87 53836 1 E-09 94 E-08 P10; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2

ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -

TC0700012913.hg. kosmarbu.aAug10- 90. 4.18 8.37 2.16 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0700012913.hg.1 unspliced kosmarbu NA 62 E-09 85 E-08 P8

90.
TC0100011533.hg. 57 4.20 8.37 2.17 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0100011533.hg.1 NM_001030287 ATF3 467 4 E-09 73 E-08 P2; P10-P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

90.
TC0200009739.hg. 50 4.21 8.37 2.17 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 TC0200009739.hg.1 NM_014568 GALNTS 11227 1 E-09 52 E-08 P10; P2 -P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

90.
TC1200010038.hg. 42 4.24 8.37 2.18 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1200010038.hg.1 NM_004447 EPS8 2059 3 E-09 3 E-08 P3; P10-P8; P2-P11;P3 - P11; P8 - P11; P8 - P2; P8 - P3

ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -

TC0500010510.hg. 90. 4.26 8.37 2.18 P10; P10-P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0500010510.hg.1 NA NA NA 35 E-09 1 E-08 P8

89.
TC0600008146.hg. 92 4.38 8.35 2.24 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC0600008146.hg.1 NM_001015051 RUNX2 860 1 E-09 9 E-08 P10; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2

89.
TC0800007640.hg. 58 4.47 8.34 2.29 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0800007640.hg.1 ENST00000517688 RP11-463C14.1 NA 1 E-09 94 E-08 P10; P11-P2; P11 - P3; P11 - P§; P2 - P8; P3 - P8

89. ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0800007732.hg. toyskoybu.aAug10- 42 4.52 8.34 2.30 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0800007732.hg.1 unspliced toyskoybu NA 7 E-09 51 E-08 P8




89.

TC0800008243.hg. 38 4.53 8.34 231 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0800008243.hg.1 NM_001161779 PDP1 54704 6 E-09 39 E-08 P3; P2-P11;P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
89.
TC1300009812.hg. ENST00000426991. 14 4.60 8.33 2.34 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1300009812.hg.1 1 ANKRD10-IT1 9 E-09 72 E-08 P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8
88.
TC0100009873.hg. 93 4.66 8.33 2.36 P10 - ctrl; P11 - ctrl; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0100009873.hg.1 uc057klg.1 AC239868.3 NA 6 E-09 12 E-08 P3; P10-P8; P11 - P2; P11 - P3; P8 - P11; P3 - P2; P8 - P2; P8 - P3
88.
TC1400007495.hg. 64 4.75 8.32 2.40 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1400007495.hg.1 NM_020715 PLEKHH1 57475 6 E-09 29 E-08 P10; P2 - P11; P11 - P3; P11 - P§; P2 - P3; P2 - P§; P3 - P8
88. ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC1600008917.hg. neereyby.aAug10- 24 4.88 8.31 2.46 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1600008917.hg.1 unspliced neereyby NA 6 E-09 16 E-08 P8
88.
TC0800006975.hg. 20 4.89 8.31 2.47 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0800006975.hg.1 NM_001199 BMP1 649 7 E-09 05 E-08 P3; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
88.
TC1500007346.hg. 04 4.94 8.30 2.49 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1500007346.hg.1 NM_001252335 CGNL1 84952 7 E-09 59 E-08 P10; P11-P2; P11 - P3; P11 - P§; P3 - P2; P3 - P8
87.
TC0500009857.hg. blorplaby.aAug10- 99 4.96 8.30 2.49 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P10 -
1 TC0500009857.hg.1 unspliced blorplaby NA 9 E-09 45 E-08 P8; P2 -P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8
TC1900009896.hg. 87. 5.06 8.29 2.53 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1900009896.hg.1 NM_001128932 CYP4F11 57834 7 E-09 59 E-08 P2; P10 - P3; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
87.
TC0600013010.hg. 45 5.14 8.28 2.57 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0600013010.hg.1 NM_005907 MAN1A1 4121 4 E-09 88 E-08 P10; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8
87.
TCOX00007240.hg. TCO0X00007240.hg. 29 5.20 8.28 2.59 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P11 -
1 1 NM_000084 CLCN5 1184 2 E-09 41 E-08 P2; P11-P3; P11 - P8; P2 - P3; P2 - P8
87.
TC1400009422.hg. 28 5.20 8.28 2.59 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 TC1400009422.hg.1 NM_001308154 RAB15 376267 7 E-09 4 E-08 P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
87.
TC2100006467.hg. 1.01E+ 01 5.29 8.27 2.63 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P10 - P11; P2 - P10; P10 -
1 TC2100006467.hg.1 NR_037458 MIR3687-1 08 7 E-09 62 E-08 P3; P10 - P8; P2 - P11; P2 - P3; P2 - P8; P8 - P3
TC22_KI270733vl_ TC22_KI270733v1_ 87.
random00006440.h random00006440.h 01 5.29 8.27 2.63 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P10 - P11; P2 - P10; P10 -
g1 g1 NR_037458_4 MIR3687-1 7  E-09 62 E-08  P3;P10-P8;P2-P11; P2 - P3; P2 - P8; P8 - P3
86.
TC0900009425.hg. ENST00000457383. 97 531 8.27 2.63 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC0900009425.hg.1 1 RP11-70J12.1 3 E-09 49 E-08 P11; P11-P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8
86.
TC0600007111.hg. 95 5.32 8.27 2.63 P10 - ctrl; ctrl - P11; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0600007111.hg.1 NA NA NA 4 E-09 44 E-08 P2; P3-P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P3 - P8
86.
TC0100008631.hg. 80 5.37 2.65 ctrl - P10; ctrl - P11; ctrl - P2; P3 - ctrl; ctrl - P8; P11 - P10; P2 -
1 TC0100008631.hg.1 NM_001308203 SGIP1 84251 3 E-09 8.27 E-08 P10; P3 - P10; P8 - P10; P3 - P11; P3 - P2; P3 - P8
86.
TC0100014585.hg. 77 5.38 8.26 2.65 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC0100014585.hg.1 NM_173808 NEGR1 257194 1 E-09 91 E-08 P10; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2
86.
TC1100012389.hg. 66 5.42 8.26 2.66 P10 - ctrl; P11 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P10 -
1 TC1100012389.hg.1 NM_001098517 CADM1 23705 3 E-09 59 E-08 P8; P11-P2; P11 - P3; P8 - P11; P8 - P2; P8 - P3
86.
TC1100009330.hg. 41 5.51 8.25 2.70 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1100009330.hg.1 NM_032873 UBASH3B 84959 6 E-09 87 E-08 P2; P3-P10; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8
86.
TC1600011546.hg. 21 5.59 8.25 2.73 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1600011546.hg.1 NM_015993 PLLP 51090 1 E-09 27 E-08 P3; P8-P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
86.
TC1700009075.hg. meeter.aAug10- 07 5.64 8.24 2.75 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1700009075.hg.1 unspliced meeter 2 E-09 87 E-08 P2; P10 - P3; P10 - P8; P11 - P2; P11 - P3; P3 - P2; P8 - P2; P8 - P3
TC0500010043.hg. 85. 5.68 8.24 2.76 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P11 -
1 TC0500010043.hg.1 NM_003966 SEMASA 9037 98 E-09 6 E-08 P3; P11-P8; P2 - P3; P2 - P8; P3 - P8
85.
TC0200011107.hg. 8 572 824  2.78  ctrl-P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P10 - P2; P10 -
1 TC0200011107.hg.1 NM_001243252 EFHD1 80303 3 E-09 25 E-08 P3; P11-P2; P11 - P3; P11 - P8; P8 - P2; P8 - P3
85.
TC1600011453.hg. 49 5.87 8.23 2.85 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1600011453.hg.1 NM_001197181 TUBB3 10381 4 E-09 17 E-08 P3; P8-P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
84.
TC1900011383.hg. ENST00000413496. 82 6.14 8.21 2.97 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 -
1 TC1900011383.hg.1 2 AC008440.5 5 E-09 19 E-08 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
84,
TC1600011502.hg. 78 6.15 8.21 2.98 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1600011502.hg.1 NR_024456 LOC100190986 1E+08 7 E-09 08 E-08 P10; P10 - P8; P2 - P11; P11 - P§; P2 - P3; P2 - P§; P3 - P8
84,
TC0300011995.hg. 46 6.29 8.20 3.04 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P10 -
1 TC0300011995.hg.1 NA NA NA 4 E-09 12 E-08 P8; P2-P11; P2 - P3; P2 -P8; P3 - P8
84,
TC0100017172.hg. 31 6.36 8.19 3.06 P10 - ctrl; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 -
1 TC0100017172.hg.1 NM_001206696 IRF6 3664 1 E-09 66 E-08 P11; P8 - P2; P8 - P3
84,
TC0200015621.hg. zerklu.aAug10- 29 6.37 8.19 3.06 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 - P3; P10 -
1 TC0200015621.hg.1 unspliced zerklu NA 7 E-09 62 E-08 P8; P11-P3; P11 - P8; P2 - P3; P2 - P8
84,
TC0100018528.hg. 22 6.40 8.19 3.07 P11 - ctrl; ctrl - P2; ctrl - P3; P11 - P10; P10 - P2; P10 - P3; P10 -
1 TC0100018528.hg.1 NM_003851 CREG1 8804 3 E-09 4 E-08 P8; P11-P2; P11 -P3; P11 -P8; P8 - P2; P8 - P3
84,
TC0600007262.hg. 18 6.42 8.19 3.07 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0600007262.hg.1 NM_003529 HIST1H3A 8350 3 E-09 28 E-08 P3; P11-P2;P3-P11;P8-P11; P3-P2; P8-P2; P8 -P3
84,
TC1100011841.hg. sportobo.aAug10- 07 6.46 8.18 3.09 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1100011841.hg.1 unspliced sportobo NA 9 E-09 97 E-08 P10; P10 - P8; P2 - P11; P11 - P§; P2 - P3; P2 - P§; P3 - P8




ctrl - P11; P2 - ctrl; P3 - ctrl; ctrl - P8; P10 - P11; P2 - P10; P3 -

TC0200014343.hg. 84, 6.49 8.18 3.10 P10; P10-P8; P2 - P11; P3 - P11; P8 - P11; P2 - P3; P2 - P8; P3 -
1 TC0200014343.hg.1 NA NA NA 01 E-09 76 E-08 P8

83.
TC2100006475.hg. 87 6.55 8.18 3.11 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P10 - P11; P2 - P10; P10 -
1 TC2100006475.hg.1 uc061yyt.1 FP671120.1 NA 9 E-09 37 E-08 P3; P10-P8; P2 - P11; P2 - P3; P2 - P8; P8 - P3
TC0500013299.hg. 83. 6.56 8.18 3.11 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0500013299.hg.1 ENST00000623525 RP11-1250115.1 87 E-09 34 E-08 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

83.
TC1300009734.hg. plozoy.aAug10- 73 6.62 8.17 3.14 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P2 - P10; P3 - P10; P10 -
1 TC1300009734.hg.1 unspliced plozoy NA 8 E-09 94 E-08 P8; P2-P11; P3-P11;P11-P8; P2 - P3; P2 - P§; P3 - P8
TCOX00010734.hg. TCOX00010734.hg. 83. 6.63 8.17 3.14 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 1 NM_001163278 TENM1 10178 71 E-09 86 E-08 P10; P11-P2; P11 - P3; P11 - P§; P2 - P3; P2 - P§; P3 - P8

83.
TC1600007353.hg. 47 6.74 8.17 3.18 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1600007353.hg.1 NM_001310136 NPIPB8 728734 7 E-09 16 E-08 P10; P8 - P10; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

83.
TC0100016206.hg. 45 6.75 8.17 3.18 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0100016206.hg.1 NM_053282 SH2D1B 117157 9 E-09 1 E-08 P2; P10-P3; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

83.
TC1800008902.hg. gloysar.aAugl10- 41 6.77 8.16 3.18 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P2 -
1 TC1800008902.hg.1 unspliced gloysar NA 3 E-09 96 E-08 P11; P11-PS8; P2 - P3; P2 - P8

83.
TC0400009086.hg. 25 6.84 8.16 3.21 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P10 -
1 TC0400009086.hg.1 NM_000856 GUCY1A3 2982 5 E-09 49 E-08 P8; P11-P3; P11 - P§; P2 - P3; P2 - P8; P3 - P8

83.
TC0800007186.hg. 23 6.85 8.16 3.21 ctrl - P11; P2 - ctrl; ctrl - P8; P10 - P11; P2 - P10; P10 - P8; P2 -
1 TC0800007186.hg.1 sashor.aAugl10 sashor NA 9 E-09 44 E-08 P11; P3-P11; P2 -P3; P2 -P8; P3-P8

82.
TC0900009335.hg. fleewarby.aAug10- 74 7.09 8.14 3.32 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P10 -
1 TC0900009335.hg.1 unspliced fleewarby 6 E-09 94 E-08 P8; P2-P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

82.
TC0700012684.hg. 71 7.10 8.14 3.32 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0700012684.hg.1 NM_001628 AKR1B1 231 9 E-09 86 E-08 P2; P3-P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2

82.
TC1100012513.hg. 45 7.24 8.14 3.37 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1100012513.hg.1 NM_002105 H2AFX 3014 4 E-09 05 E-08 P3; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

82. ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
TC0500013184.hg. 28 7.32 8.13 3.41 P10; P10 - P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0500013184.hg.1 NR_029426 SMA4 11039 3 E-09 53 E-08 P8

82. ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0200016503.hg. 15 7.39 8.13 3.43 P10; P3 - P10; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0200016503.hg.1 NM_006236 POU3F3 5455 5 E-09 14 E-08 P8

82.
TC0600007376.hg. 14 7.39 8.13 3.43 P10 - ctrl; P11 - ctrl; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0600007376.hg.1 uc063mkd.1 AL049822.1 NA 7 E-09 11 E-08 P3; P11-P2; P11 - P3; P8 - P11; P3 - P2; P8 - P2; P8 - P3

82. ctrl - P10; P11 - ctrl; ctrl - P2; P3 - ctrl; ctrl - P8; P11 - P10; P2 -
TC0600008310.hg. 08 7.42 8.12 3.44 P10; P3 - P10; P11 - P2; P3 - P11; P11 - P8; P3 - P2; P2 - P8; P3 -
1 TC0600008310.hg.1 NM_014464 TINAG 27283 9 E-09 94 E-08 P8

82.
TC0400006956.hg. 03 7.45 8.12 3.44 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P3 -
1 TC0400006956.hg.1 NA NA NA 1 E-09 76 E-08 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

81
TC0600007374.hg. 45 7.76 3.57 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0600007374.hg.1 NM_003509 HIST1H2AI 8329 9 E-09 8.11 E-08 P3; P11-P2; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

81. ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0300007056.hg. jeefarbo.aAug10- 45 7.77 8.10 3.57 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 -
1 TC0300007056.hg.1 unspliced jeefarbo NA 4 E-09 98 E-08 P8; P3 - P8

81
TC0100010713.hg. 17 7.92 8.10 3.64 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P8; P11 - P10; P3 - P10; P11 -
1 TC0100010713.hg.1 NM_020318 PAPPA2 60676 5 E-09 12 E-08 P2; P11-P3; P11 - P8; P3 - P2; P3- P8

81
TC1700009064.hg. ENST00000587434. 02 8.00 8.09 3.67 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P2; P10 - P3; P10 -
1 TC1700009064.hg.1 1 RP11-323N12.5 9 E-09 67 E-08 P8; P11-P2; P11 - P3; P11 - P8; P3 - P2; P8 - P2

80.
TCOX00010851.hg. TCOX00010851.hg. 87 8.10 8.09 3.71 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 1 NM_001164617 GPC3 2719 1 E-09 18 E-08 P10; P11- P3; P11 - P8; P2 - P3; P2 - P8

80.
TC1400009186.hg. 54 8.29 8.08 3.79 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1400009186.hg.1 NM_014584 ERO1A 30001 3 E-09 15 E-08 P2; P10 - P3; P11 - P2; P8 - P11; P3 - P2; P8 - P2; P8 - P3

80.
TC0300008284.hg. 48 832 8.07 3.80 P10 - ctrl; P11 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P10 -
1 TC0300008284.hg.1 NM_001282556 HHLA2 11148 6 E-09 98 E-08 P8; P11-P2; P11 - P3; P8 - P11; P8 - P2; P8 - P3

80.
TC0700008183.hg. zysheeby.aAug10- 25 8.46 8.07 3.85 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0700008183.hg.1 unspliced zysheeby NA 3 E-09 25 E-08 P10; P3 - P10; P2 - P11; P11 - P§; P2 - P3; P2 - P§; P3 - P8

79.
TC0500007697.hg. 99 8.62 8.06 3.92 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0500007697.hg.1 ENST00000505516 RP11-589F5.4 NA 6 E-09 44 E-08 P10; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P§; P3 - P8

79.
TC1900010596.hg. 78 8.75 8.05 3.97 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1900010596.hg.1 NA NA NA 6 E-09 78 E-08 P3; P11-P2; P8 -P11; P3 - P2; P8 - P2; P8 - P3

79.
TC0700007000.hg. 1.01E+ 64 8.84 8.05 4.00 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0700007000.hg.1 NR_038366 HOTAIRM1 08 6 E-09 34 E-08 P10; P11-P3; P11 - P8; P2 - P3; P2 - P8; P8 - P3

79.
TC0600014192.hg. ENST00000427015. 56 8.89 8.05 4.02 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P2 - P10; P10 -
1 TC0600014192.hg.1 1 RP11-307P5.1 9 E-09 09 E-08 P8; P2-P11;P3-P11; P8 -P11; P2-P3;P2-P8

79.
TC0100010155.hg. 42 8.99 8.04 4.05 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0100010155.hg.1 NM_001193300 SEMA4A 64218 5 E-09 64 E-08 P10; P11-P2; P11 - P3; P11 - P§; P2 - P8; P3 - P8

79.
TC0600013326.hg. 01 9.26 8.03 4.17 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P11; P8 -
1 TC0600013326.hg.1 NM_022121 PERP 64065 4 E-09 34 E-08 P11; P3-P2; P8 - P2

78.
TC1200010538.hg. 76 9.43 8.02 4.23 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P3 -
1 TC1200010538.hg.1 NM_001143668 AMIGO2 347902 5 E-09 55 E-08 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3




TSUnmapped00000 TSUnmapped00000 9.43 8.02 4.23 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
246.hg.1 246.hg.1 ENST00000627452 CCDC84 338657 4 E-09 54 E-08 P11; P3-P11; P11 -P8; P2 - P3; P2 - P8; P3 - P8

78.
TC1100009187.hg. ENST00000525260. 70 9.47 8.02 4.24 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P10 - P2; P10 -
1 TC1100009187.hg.1 1 RP11-728F11.4 5 E-09 35 E-08 P3; P10-P8; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P8 - P2; P8 - P3

78. ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC1600009921.hg. barseybo.aAug10- 64 9.52 8.02 4.25 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1600009921.hg.1 unspliced barseybo NA 1 E-09 15 E-08 P8

78.
TC0200013750.hg. 60 9.55 8.02 4.26 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0200013750.hg.1 NM_001039492 FHL2 2274 1 E-09 02 E-08 P2; P11-P2;P3-P11; P8 - P11; P3 - P2; P8 - P2
TC0400007750.hg. wadabo.aAug10- 78. 9.68 8.01 431 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0400007750.hg.1 unspliced wadabo NA 41 E-09 41 E-08 P10; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - Pg; P3 - P8

78.
TC0700010671.hg. 24 9.80 8.00 4.36 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0700010671.hg.1 NM_001191056 PDE1C 5137 1 E-09 87 E-08 P2, P2-P11; P3-P11; P8 - P11; P3 - P2; P8 - P2
TCOX00007053.hg. TCOX00007053.hg. 78. 9.85 8.00 4.37 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 1 NM_000240 MAOA 4128 17 E-09 64 E-08 P10; P8 - P10; P11 - P2; P11 - P3; P11 - P8; P2 - P§; P3 - P8

78.
TCOX00009044.hg. TCOX00009044.hg. 11 9.90 8.00 4.38 P10 - ctrl; ctrl - P11; ctrl - P2; ctrl - P3; P8 - ctrl; P10 - P11; P10 -
1 1 NM_000273 GPR143 4935 2 E-09 45 E-08 P2; P10-P3; P2 -P11; P8 - P11; P8 - P2; P8 - P3

77.
TC1600007204.hg. wospar.aAugl10- 71 1.02 7.99 4.51 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1600007204.hg.1 unspliced wospar NA 4 E-08 17 E-08 P10; P10 - P8; P2 - P11; P11 - P§; P2 - P3; P2 - P§; P3 - P8

76.
TC0300009855.hg. 94 1.08 7.96 4.77 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0300009855.hg.1 NM_001167928 ILIRAP 3556 3 E-08 67 E-08 P3; P11-P2;P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC0100015830.hg. 76. 1.08 7.96 4.77 P2 - ctrl; P3 - ctrl; P8 - ctrl; P2 - P10; P3 - P10; P8 - P10; P2 - P11;
1 TC0100015830.hg.1 NM_002016 FLG 2312 91 E-08 56 E-08 P3-P11;P8-P11;P3-P2; P8-P2; P3-P8

76.
TC0600009362.hg. 84 1.09 7.96 4.79 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P11 -
1 TC0600009362.hg.1 NM_012259 HEY2 23493 5 E-08 35 E-08 P2;P11-P3;P11-P8

76.
TC0900007457.hg. 77 1.09 7.96 4.80 ctrl - P10; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P2 -
1 TC0900007457.hg.1 NR_111893 CNTNAP3P2 643827 4 E-08 11 E-08 P11; P3-P11; P11 -P8; P2-P3; P2-P8; P3-P8

76.
TC0800006669.hg. 1.02E+ 65 1.10 7.95 4.83 P10 - ctrl; ctrl - P11; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0800006669.hg.1 NR_125431 L0C101929128 08 4 E-08 72 E-08 P3; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

76.
TC1800007986.hg. 65 1.10 7.95 4.83 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1800007986.hg.1 NM_005559 LAMA1 284217 3 E-08 72 E-08 P10; P11-P2; P11 - P3; P11 - P8; P2 - P3; P2 - P§; P3 - P8
TC0200014705.hg. jagarbo.aAug10- 76. 1.11 7.95 4.83 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0200014705.hg.1 unspliced jagarbo NA 59 E-08 51 E-08 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

76.
TC1400010071.hg. 57 111 7.95 4.83 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1400010071.hg.1 NM_024734 CLMN 79789 1 E-08 45 E-08 P10; P8 - P10; P11 - P2; P11 - P3; P11 - P8; P2 - P8; P3 - P8
TC0900009880.hg. vysoby.aAug10- 76. 1.11 7.95 4.83 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P10 -
1 TC0900009880.hg.1 unspliced vysoby NA 57 E-08 45 E-08 P8; P2-P11;P3-P11;P11-P8; P2-P3;P2-P§; P3-P8

76.
TC1100010111.hg. teygoby.aAug10- 45 1.12 7.95 4.87 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1100010111.hg.1 unspliced teygoby NA 3 E-08 06 E-08 P10; P11-P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8

76.
TC0800010285.hg. 38 113 7.94 4.88 P10 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P11 - P3; P8 -
1 TC0800010285.hg.1 NM_001257180 SLC20A2 6575 8 E-08 85 E-08 P11; P8 - P2; P8 - P3

76.
TC1000008727.hg. 12 1.15 7.93 4.98 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 - P10; P11 -
1 TC1000008727.hg.1 NM_001077494 NFKB2 10q24 1 E-08 97 E-08 P2; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

76.
TC2100006620.hg. geefly.aAug10- 05 1.15 7.93 4.99 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC2100006620.hg.1 unspliced geefly NA 6 E-08 76 E-08 P10; P3 - P10; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

75.
TC1300008092.hg. OTTHUMTO00000474 99 1.16 7.93 5.00 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P10 - P8; P2 -
1 TC1300008092.hg.1 565 RP11-73M11.3 2 E-08 55 E-08 P11; P11-P3; P11 -P8; P2-P3; P2-P8; P3- P8

75.
TC1600006888.hg. 98 1.16 7.93 5.00 P10 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 - P11; P8 -
1 TC1600006888.hg.1 NM_000246 CIITA 4261 3 E-08 52 E-08 P2; P8-P3

75. P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
TC0100007584.hg. 84 117 7.93 5.05 P2; P3-P10; P8 - P10; P11-P2; P3 - P11; P8 - P11; P3 - P2; P8 -
1 TC0100007584.hg.1 NM_001195001 PTPRU 10076 7 E-08 07 E-08 P2

75.
TC1200012327.hg. 82 1.18 7.92 5.05 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P3 -
1 TC1200012327.hg.1 NM_001082959 SCARB1 949 1 E-08 98 E-08 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC1000009025.hg. 75. 1.19 7.92 5.11 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P10 -
1 TC1000009025.hg.1 NM_001165924 EMX2 2018 64 E-08 38 E-08 P8; P11-P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8

75.
TC1100007692.hg. glyny.aAug10- 45 1.21 7.91 5.17 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC1100007692.hg.1 unspliced glyny NA 4 E-08 76 E-08 P10; P2 -P11; P3 - P11; P11 - P§; P2 - P3; P2 - P§; P3 - P8

75.
TC1200010182.hg. 34 1.22 7.91 5.21 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P11 - P10; P10 -
1 TC1200010182.hg.1 NM_030762 BHLHE41 79365 5 E-08 4 E-08 P2; P3-P10; P11 - P2; P3 - P11; P11 - P8; P3 - P2; P8 - P2; P3 - P8

75.
TC0200008322.hg. 15 1.24 7.90 5.27 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0200008322.hg.1 NA NA NA 5 E-08 77 E-08 P10; P2 - P11; P11 - P3; P11 - P§; P2 - P3; P2 - P§; P3 - P8

75.
TC0300006580.hg. 09 1.24 7.90 5.29 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC0300006580.hg.1 NM_001570 IRAK2 3656 4 E-08 56 E-08 P10; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2

75.
TC0100015710.hg. 07 1.24 7.90 5.29 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0100015710.hg.1 uc057klw.1 AC239868.1 NA 4 E-08 5 E-08 P3; P10-P8; P11 - P2; P11 - P3; P8 - P11; P3 - P2; P8 - P2; P8 - P3

75.
TC0800006869.hg. 05 1.25 7.90 5.29 P10 - ctrl; P11 - ctrl; P2 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0800006869.hg.1 NM_001008539 SLC7A2 6542 6 E-08 44 E-08 P3; P10 - P8; P11 - P3; P8 - P11; P8 - P2; P8 - P3

74.
TC0600013203.hg. 93 1.26 7.90 533 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 - P10; P3 -
1 TC0600013203.hg.1 NM_004666 VNN1 8876 6 E-08 03 E-08 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3




TC0700006629.hg. 75 1.28 7.89 5.39 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0700006629.hg.1 NM_003088 FSCN1 6624 6 E-08 43 E-08 P2; P3-P10; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2

74.
TC1700011097.hg. 72 1.28 7.89 5.40 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1700011097.hg.1 NM_018509 LRRC59 55379 3 E-08 32 E-08 P3; P11-P2;P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC1100010207.hg. 74. 1.29 7.88 5.44 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P10 -
1 TC1100010207.hg.1 NM_001145811 SOX6 55553 59 E-08 87 E-08 P8; P11-P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8

74.
TC0100009723.hg. 48 1.30 7.88 5.48 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0100009723.hg.1 NM_207418 FAM72D 728833 3 E-08 51 E-08 P3; P8-P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

74.
TC1800006448.hg. 38 131 7.88 5.51 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1800006448.hg.1 NM_001071 TYMS 7298 7 E-08 19 E-08 P2; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC0800011589.hg. snerla.aAug10- 74. 1.33 7.87 5.57 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P10 - P11; P2 - P10; P3 -
1 TC0800011589.hg.1 unspliced snerla NA 22 E-08 63 E-08 P10; P10 - P8; P2 - P11; P3 - P11; P2 - P3; P2 - P§; P3 - P8

STAG3L1andTRIM73 STAG3LlandTRI 74.

TC0700008050.hg. andNSUN5P1.voAug M73andNSUN5 20 133 7.87 5.57 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0700008050.hg.1 10 P1 4 E-08 57 E-08 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

74.
TC0600011669.hg. skargluby.aAug10- 16 1.34 7.87 5.58 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P2; P10 - P3; P11 -
1 TC0600011669.hg.1 unspliced skargluby 1 E-08 43 E-08 P2; P11-P3;P3-P2;P8-P2;P8-P3

74.
TC0500013322.hg. 08 1.34 7.87 5.60 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0500013322.hg.1 NM_022892 NAIP 4671 9 E-08 19 E-08 P10; P3 - P10; P2 - P11; P11 - P§; P2 - P3; P2 - P§; P3 - P8

73.
TC0100017420.hg. 92 1.36 7.86 5.67 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 - P10; P3 -
1 TC0100017420.hg.1 NM_007207 DUSP10 11221 6 E-08 63 E-08 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

73.
TC1600007170.hg. ENST00000564271. 80 1.37 7.86 5.71 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC1600007170.hg.1 1 CTB-31N19.3 1 E-08 21 E-08 P8; P2-P11; P11 -P3;P11-P8; P2-P3; P2 -P§; P3-P8

73.
TC0400010786.hg. peegaw.aAuglO- 72 1.38 7.85 5.73 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P2 - P10; P3 - P10; P10 -
1 TC0400010786.hg.1 unspliced peegaw NA 2 E-08 94 E-08 P8; P2-P11;P3-P11;P11-P8; P2-P3;P2-P§; P3-P8
TC0500012531.hg. 73. 1.38 7.85 5.73 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 - P10; P3 -
1 TC0500012531.hg.1 NM_020167 NMUR2 56923 72 E-08 94 E-08 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

73.
TC0400006930.hg. 59 1.40 7.85 5.77 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P11 -
1 TC0400006930.hg.1 NM_001177381 CPEB2 132864 9 E-08 52 E-08 P3; P11-P8; P2 - P3; P2-P8; P3-P8

73.
TC0600009866.hg. 41 1.42 7.84 5.85 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0600009866.hg.1 NA NA NA 3 E-08 89 E-08 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

73.
TC1700011566.hg. 05 1.46 7.83 6.01 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1700011566.hg.1 NM_001243746 FAM20A 54757 7 E-08 67 E-08 P3; P10-P8; P8 - P11; P8 - P2; P8 - P3

72.
TC0500013324.hg. 97 1.47 7.83 6.04 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0500013324.hg.1 NR_033968_7 GUSBP9 2 E-08 38 E-08 P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

72.
TC1700011892.hg. 90 1.47 7.83 6.06 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1700011892.hg.1 NM_003258 TK1 7083 7 E-08 16 E-08 P2; P10-P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

72.
TC2000006444.hg. 67 1.50 7.82 6.16 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P11 - P10; P10 -
1 TC2000006444.hg.1 NM_001301188 TRIB3 57761 6 E-08 36 E-08 P2; P10-P3; P11 -P2; P11-P3; P3-P2; P8 - P2; P8 - P3

72.
TC0600010781.hg. ENST00000431401. 52 1.52 7.81 6.22 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 - P10; P3 -
1 TC0600010781.hg.1 1 RP1-290110.5 4 E-08 84 E-08 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

72.
TC0800010704.hg. wargey.aAugl0- 51 1.52 7.81 6.22 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P2 - P10; P3 - P10; P10 -
1 TC0800010704.hg.1 unspliced wargey NA 3 E-08 8 E-08 P8; P2-P11;P3-P11;P11-P8; P2-P3; P2-P§; P3-P8

72.
TC1300008668.hg. 22 1.56 7.80 6.35 ctrl - P10; ctrl - P11; ctrl - P2; P3 - ctrl; P11 - P10; P3 - P10; P8 -
1 TC1300008668.hg.1 NM_005780 LHFP 10186 8 E-08 81 E-08 P10; P11-P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

72.
TC0200009219.hg. 14 1.57 7.80 6.38 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P10 -
1 TC0200009219.hg.1 NM_001080527 MYO78B 4648 3 E-08 52 E-08 P3; P10-P8; P11 - P2; P11 - P3; P11- P8; P2 - P3; P2 - P8; P8 - P3

71.
TC0500011146.hg. 89 1.60 7.79 6.50 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC0500011146.hg.1 NM_001256574 ENC1 8507 6 E-08 66 E-08 P10; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2

71.
TCOX00011355.hg. TCOX00011355.hg. 75 1.62 7.79 6.56 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P11 -
1 1 NM_001018109 PIR 8544 8 E-08 18 E-08 P2;P3-P11; P8-P11; P3 - P2; P8 - P2

71.
TC1500006582.hg. 15q11. 65 1.63 7.78 6.61 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1500006582.hg.1 NR_003296 SNORD115-4 2 8 E-08 83 E-08 P2; P3-P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

71. ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0800008511.hg. floydarby.aAug10- 63 1.63 7.78 6.61 P10; P3-P10; P2 - P11; P3 - P11; P11 - P8; P2-P3; P2 - P8; P3 -
1 TC0800008511.hg.1 unspliced floydarby NA 2 E-08 74 E-08 P8

71.
TC1700008069.hg. ENST00000586348. 57 1.64 7.78 6.63 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1700008069.hg.1 1 RP11-798G7.6 6 E-08 54 E-08 P10; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8

71.
TC1400008615.hg. 35 1.67 7.77 6.73 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1400008615.hg.1 NM_001282211 NDRG2 57447 2 E-08 76 E-08 P10; P11-P2; P11 -P3; P11-P8; P2- P8

71. P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
TC1100009817.hg. 34 1.67 7.77 6.73 P2; P3-P10; P8 - P10; P11-P2; P3-P11; P8 - P11; P3 - P2; P8 -
1 TC1100009817.hg.1 NM_003311 PHLDA2 7262 5 E-08 73 E-08 P2
TC1400008054.hg. 71. 1.68 7.77 6.76 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1400008054.hg.1 NM_023112 0TUB2 78990 27 E-08 47 E-08 P2; P3-P10; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

71.
TC1700009679.hg. 18 1.69 7.77 6.79 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1700009679.hg.1 NM_001256834 AURKB 9212 8 E-08 18 E-08 P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

71.
TC0900011708.hg. 15 1.70 7.77 6.80 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0900011708.hg.1 NM_004878 PTGES 9536 9 E-08 08 E-08 P2; P10-P3;P3-P11; P8 -P11; P3 - P2; P8 - P2; P8 - P3




71.

P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -

TC0100011512.hg. 05 1.71 7.76 6.85 P2; P3-P10; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 -
1 TC0100011512.hg.1 NM_001286229 DTL 51514 4 E-08 71 E-08 P2

70.
TC0200014797.hg. chudey.aAugl10- 89 1.73 7.76 6.92 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0200014797.hg.1 unspliced chudey NA 8 E-08 16 E-08 P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

70.
TC1000009899.hg. 76 1.75 7.75 6.99 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P3 -
1 TC1000009899.hg.1 NA NA NA 7 E-08 7 E-08 P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

70.
TC1300008948.hg. geypy.aAugl0- 68 1.76 7.75 7.02 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1300008948.hg.1 unspliced geypy. NA 8 E-08 42 E-08 P10; P3 - P10; P2 - P11; P11 - P§; P2 - P3; P2 - P§; P3 - P8

70.
TC1800008900.hg. mokori.aAug10- 61 1.77 7.75 7.05 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P10 -
1 TC1800008900.hg.1 unspliced mokori NA 7 E-08 17 E-08 P8; P2 -P11; P11 - P§; P2 - P3; P2 - P8; P3 - P8

70.
TC0100018291.hg. 38 1.80 7.74 7.17 ctrl - P10; ctrl - P11; P3 - ctrl; ctrl - P8; P2 - P10; P3 - P10; P8 -
1 TC0100018291.hg.1 NR_103778 FLG-AS1 339400 8 E-08 36 E-08 P10; P2 -P11; P3 - P11; P8 - P11; P3 - P2; P2 - P§; P3 - P8

70.
TC0300007273.hg. 36 1.81 7.74 7.17 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P11 -
1 TC0300007273.hg.1 NM_000316 PTHIR 5745 6 E-08 28 E-08 P2; P11-P3; P11 -P8

70. ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0300009867.hg. 25 1.82 7.73 7.23 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 -
1 TC0300009867.hg.1 NA NA NA 4 E-08 88 E-08 P8; P3 - P8

70.
TC0100015509.hg. 20 1.83 7.73 7.25 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0100015509.hg.1 NM_001100910 FAM72B 653820 2 E-08 69 E-08 P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

70.
TC0600012467.hg. 1.02E+ 15 1.84 7.73 7.26 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P2 -
1 TC0600012467.hg.1 ENST00000455071 L0C101928820 08 9 E-08 54 E-08 P11; P3-P11; P8-P11; P3-P2; P8 - P2; P3-P8

70.
TC0700010718.hg. 10 1.85 7.73 7.28 ctrl - P10; ctrl - P11; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P8 -
1 TC0700010718.hg.1 NR_002833 DPY19L2P1 554236 6 E-08 35 E-08 P10; P2 - P11; P3 - P11; P11 - P8; P2 - P8; P3 - P8

70.
TC1400007120.hg. 02 1.86 7.73 731 P10 - ctrl; ctrl - P11; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1400007120.hg.1 NM_001127713 ATL1 51062 7 E-08 07 E-08 P3; P2-P11;P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

70.
TC2200006827.hg. 02 1.86 7.73 731 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC2200006827.hg.1 NM_002073 GNAZ 2781 5 E-08 06 E-08 P10; P11-P3; P11 -P8; P2-P3; P2 - P8

70.
TC1200007741.hg. ENST00000562848. 00 1.86 7.72 731 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1200007741.hg.1 1 AC012531.25 3 E-08 98 E-08 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

69.
TC0700006923.hg. 93 1.87 7.72 7.34 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0700006923.hg.1 ENST00000428259 AC079780.3 NA 4 E-08 74 E-08 P10; P3 - P10; P11 - P2; P11 - P3; P11 - P8; P2 - P§; P3 - P8

69.
TC0200012159.hg. 88 1.88 7.72 7.35 P10 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P10 - P8; P8 -
1 TC0200012159.hg.1 NM_144575 CAPN13 92291 8 E-08 57 E-08 P11; P8 - P2; P8 - P3

69.
TC0200010634.hg. 87 1.88 7.72 7.35 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P11 -
1 TC0200010634.hg.1 ENST00000416092 MEAF6P1 1 E-08 51 E-08 P3; P11-P8; P2 - P3; P2-P8; P3-P8

69.
TC0400010750.hg. 82 1.89 7.72 7.36 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 - P10; P3 -
1 TC0400010750.hg.1 NM_001292045 NMU 10874 4 E-08 34 E-08 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

69.
TC2000007705.hg. blovey.aAug10- 81 1.89 7.72 7.36 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC2000007705.hg.1 unspliced blovey NA 8 E-08 32 E-08 P8; P2-P11; P11 -P3; P11-P8; P2 - P3; P2 - P§; P3 - P8

69.
TC0500007000.hg. 80 1.89 7.72 7.36 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P3 - P10; P2 -
1 TC0500007000.hg.1 NR_038848 LINC01021 643401 6 E-08 28 E-08 P11; P3-P11; P8 -P11; P3-P2; P8 - P2; P3- P8

69.
TC0200010411.hg. rorswaby.aAug10- 78 1.90 7.72 7.36 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0200010411.hg.1 unspliced rorswaby NA 1 E-08 19 E-08 P10; P2-P11; P3 - P11; P11- P8; P2 - P3; P2 - P§; P3 - P8

69.
TC1900011203.hg. ENST00000598194. 63 1.92 7.71 7.44 ctrl - P10; P11 - ctrl; ctrl - P2; P3 - ctrl; ctrl - P8; P11 - P10; P3 -
1 TC1900011203.hg.1 1 CTD-2545M3.2 8 E-08 68 E-08 P10; P8 - P10; P11 - P2; P11 - P3; P11 - P8; P3 - P2; P3 - P8

69.
TC2000007438.hg. 41 1.96 7.70 7.55 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC2000007438.hg.1 NM_001278610 MYBL2 4605 3 E-08 87 E-08 P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

69.
TC1100012318.hg. 40 1.96 7.70 7.55 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1100012318.hg.1 NM_001243211 1L18 3606 5 E-08 84 E-08 P3; P2-P11;P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

69.
TC0600008622.hg. 39 1.96 7.70 7.55 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P3 -
1 TC0600008622.hg.1 NM_031469 SH3BGRL2 83699 9 E-08 82 E-08 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

69.
TC0100018423.hg. 1.01E+ 35 1.96 7.70 7.57 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0100018423.hg.1 NR_110616 LINCO1355 08 7 E-08 66 E-08 P10; P3-P10; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8

69.
TC0100007206.hg. 33 1.97 7.70 7.57 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 - P10; P3 -
1 TC0100007206.hg.1 NM_001785 CDA 978 4 E-08 58 E-08 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

69. P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
TC0700011842.hg. 26 1.98 7.70 7.60 P10; P10- P8; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P3 -
1 TC0700011842.hg.1 NM_002612 PDK4 5166 8 E-08 34 E-08 P8

69.
TC0700008539.hg. 10 2.01 7.69 7.69 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0700008539.hg.1 NA NA NA 2 E-08 74 E-08 P10; P3-P10; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

69.
TC1200012295.hg. ENST00000602474. 06 2.01 7.69 7.71 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1200012295.hg.1 1 RP11-214K3.22 4 E-08 6 E-08 P10; P3-P10; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8
TC0300013074.hg. pergubo.aAugl0- 68. 2.05 7.68 7.83 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P10 -
1 TC0300013074.hg.1 unspliced pergubo NA 86 E-08 87 E-08 P8; P2-P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

68.
TC2000007341.hg. 62 2.09 7.68 7.97 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC2000007341.hg.1 NM_030919 FAM83D 81610 7 E-08 02 E-08 P2, P10-P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

68.
TC1000010509.hg. 26 2.15 7.66 8.20 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1000010509.hg.1 NM_001276343 AGAP4 119016 1 E-08 68 E-08 P10; P3-P10; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8




68.

TC0100015706.hg. 01 2.20 7.65 8.37 P10 - ctrl; P11 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P10 -
1 TC0100015706.hg.1 uc057klt.1 AC239868.2 NA 1 E-08 77 E-08 P8; P11-P2; P11 - P3; P8 - P11; P3 - P2; P8 - P2; P8 - P3

67.
TC1100012688.hg. 99 2.20 7.65 8.37 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1100012688.hg.1 NA NA NA 4 E-08 7 E-08 P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

67.
TCOX00010737.hg. TCOX00010737.hg. 95 2.21 7.65 8.38 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 1 ENST00000625970 SMAD5-AS1_2 2 E-08 55 E-08 P10; P11-P2; P11 - P3; P11 - P§; P2 - P8; P3 - P8

67.
TC0700009134.hg. 83 2.23 7.65 8.45 P3 -ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P8 - P10; P3 -
1 TC0700009134.hg.1 NM_001163446 CPA4 51200 5 E-08 12 E-08 P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

67. ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0100010921.hg. 73 2.25 7.64 8.51 P10; P10 - P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0100010921.hg.1 NM_031935 HMCN1 83872 4 E-08 75 E-08 P8

67.
TC1500006570.hg. ENST00000604451. 66 2.26 7.64 8.55 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1500006570.hg.1 1 RP11-701H24.7 6 E-08 49 E-08 P10; P2 - P11; P11 - P3; P11 - P§; P2 - P3; P2 - P§; P3 - P8

67.
TC0200016557.hg. OTTHUMTO00000480 58 2.28 7.64 8.59 ctrl - P10; P11 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P11 -
1 TC0200016557.hg.1 993 AC013463.2 6 E-08 2 E-08 P2; P11-P3; P11 -P8; P2 -P3; P2 - P8

67.
TC0600011517.hg. 51 2.29 7.63 8.64 P10 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 - P10; P8 -
1 TC0600011517.hg.1 NM_001242525 HLA-DPA1 3113 4 E-08 93 E-08 P11; P8 - P2; P8 - P3
TC1200007594.hg. 67. 2.30 7.63 8.66 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 - P10; P3 -
1 TC1200007594.hg.1 NM_001095 ASIC1 41 46 E-08 74 E-08 P11; P8 - P11; P3 - P2; P8 - P2
TC0100016359.hg. 67. 2.32 7.63 8.70 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 - P10; P3 -
1 TC0100016359.hg.1 NM_000655 SELL 6402 39 E-08 48 E-08 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

67.
TC1700010625.hg. 15 2.37 7.62 8.77 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P8 -
1 TC1700010625.hg.1 NM_032865 TNS4 84951 5 E-08 6 E-08 P10; P3-P11; P8 - P11; P3-P2; P8 - P2; P3 - P8

67. P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P11 - P10; P2 -
TC0100017626.hg. 09 2.38 7.62 8.77 P10; P3 - P10; P8 - P10; P2 - P11; P3 - P11; P3 - P2; P2 - P8; P3 -
1 TC0100017626.hg.1 NR_023364 RNA5S2 1E+08 9 E-08 4 E-08 P8

67. P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P11 - P10; P2 -
TC0100017627.hg. 09 2.38 7.62 8.77 P10; P3 - P10; P8 - P10; P2 - P11; P3 - P11; P3 - P2; P2 - P8; P3 -
1 TC0100017627.hg.1 NR_023365 RNA5S3 1E+08 9 E-08 4 E-08 P8

67. P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P11 - P10; P2 -
TC0100017628.hg. 09 2.38 7.62 8.77 P10; P3 - P10; P8 - P10; P2 - P11; P3 - P11; P3 - P2; P2 - P8; P3 -
1 TC0100017628.hg.1 NR_023366 RNA5S4 1E+08 9 E-08 4 E-08 P8

67. P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P11 - P10; P2 -
TC0100017629.hg. 09 2.38 7.62 8.77 P10; P3 - P10; P8 - P10; P2 - P11; P3 - P11; P3 - P2; P2 - P8; P3 -
1 TC0100017629.hg.1 NR_023363 RNAS5S1 1E+08 9 E-08 4 E-08 P8

67. P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P11 - P10; P2 -
TC0100017630.hg. 09 2.38 7.62 8.77 P10; P3 - P10; P8 - P10; P2 - P11; P3 - P11; P3 - P2; P2 - P8; P3 -
1 TC0100017630.hg.1 NR_023368 RNAS5S6 1E+08 9 E-08 4 E-08 P8

67. P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P11 - P10; P2 -
TC0100017631.hg. 09 2.38 7.62 8.77 P10; P3 - P10; P8 - P10; P2 - P11; P3 - P11; P3 - P2; P2 - P8; P3 -
1 TC0100017631.hg.1 NR_023373 RNAS5S11 1E+08 9 E-08 4 E-08 P8

67. P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P11 - P10; P2 -
TC0100017632.hg. 09 2.38 7.62 8.77 P10; P3 - P10; P8 - P10; P2 - P11; P3 - P11; P3 - P2; P2 - P8; P3 -
1 TC0100017632.hg.1 ENST00000365651 RNAS5S7 1E+08 9 E-08 4 E-08 P8

67. P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P11 - P10; P2 -
TC0100017633.hg. 09 2.38 7.62 8.77 P10; P3 - P10; P8 - P10; P2 - P11; P3 - P11; P3 - P2; P2 - P8; P3 -
1 TC0100017633.hg.1 NR_023372 RNA5S10 1E+08 9 E-08 4 E-08 P8

67. P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P11 - P10; P2 -
TC0100017635.hg. 09 2.38 7.62 8.77 P10; P3 - P10; P8 - P10; P2 - P11; P3 - P11; P3 - P2; P2 - P8; P3 -
1 TC0100017635.hg.1 ENST00000363040 RNAS5S10 1E+08 9 E-08 4 E-08 P8

67. P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P11 - P10; P2 -
TC0100017642.hg. 09 2.38 7.62 8.77 P10; P3 - P10; P8 - P10; P2 - P11; P3 - P11; P3 - P2; P2 - P8; P3 -
1 TC0100017642.hg.1 ENST00000363500 RNAS5S17 1E+08 9 E-08 4 E-08 P8

66. ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TCOX00008084.hg. TCOX00008084.hg. 90 242 7.61 8.90 P10; P3 - P10; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 -
1 1 NM_000495 COL4AS 1287 1 E-08 66 E-08 P8

66.
TC0500010822.hg. 89 242 7.61 8.90 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P11; P8 -
1 TC0500010822.hg.1 NM_001017992 ACTBL2 345651 2 E-08 62 E-08 P11; P3-P2; P8-P2; P3-P8

66.
TC1900007609.hg. 87 2.42 7.61 8.90 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P8; P3 - P10; P8 - P10; P2 -
1 TC1900007609.hg.1 NA NA NA 9 E-08 58 E-08 P11; P3-P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

66.
TCOX00008760.hg. TCOX00008760.hg. 84 2.43 7.61 8.92 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 - P10; P3 -
1 1 NM_001178106 ZNF185 7739 5 E-08 45 E-08 P11; P8 - P11; P3 - P2; P8 - P2

66.
TC0200015529.hg. 70 2.46 7.60 9.01 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0200015529.hg.1 NM_001039845 MDH1B 130752 3 E-08 92 E-08 P10; P11-P3; P11 - P8; P2 - P3; P2 - P8

66.
TC0100007885.hg. stokloy.aAug10- 66 2.47 7.60 9.03 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC0100007885.hg.1 unspliced stokloy NA 1 E-08 76 E-08 P8; P2-P11; P11 -P3;P11-P8; P2-P3;P2-P§; P3 -P8

66. ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P10 - P11; P2 -
TC0200009681.hg. plufubu.aAug10- 63 2.47 7.60 9.04 P10; P10-P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0200009681.hg.1 unspliced plufubu NA 6 E-08 67 E-08 P8

66.
TC0600010078.hg. 32 2.54 7.59 9.27 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0600010078.hg.1 NM_021977 SLC22A3 6581 5 E-08 5 E-08 P10; P11-P2; P11 - P3; P11 - P§; P3 - P2; P2 - P§; P3 - P8

66.
TC0900007845.hg. plawtawbo.aAug10- 19 2.57 7.59 9.36 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC0900007845.hg.1 unspliced plawtawbo NA 9 E-08 02 E-08 P10; P2 -P11; P3 - P11; P11 - P§; P2 - P3; P2 - P§; P3 - P8

66.
TC0400008030.hg. 16 2.58 7.58 9.36 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P11 - P2; P11 -
1 TC0400008030.hg.1 NM_001025616 ARHGAP24 83478 4 E-08 89 E-08 P3; P11-P8

66.
TC0500006472.hg. 15 2.58 7.58 9.36 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0500006472.hg.1 NM_001166260 TRIP13 9319 1 E-08 84 E-08 P2; P10-P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

66.

14 2.58 7.58 9.36 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P3 -
TCOY00007306.hg.1 TCOY00007306.hg.1 NA NA NA 2 E-08 81 E-08 P10; P8 - P10; P11 - P2; P3 - P11; P3 - P2; P8 - P2; P3 - P8




66.

TC0200008534.hg. 11 2.59 7.58 9.37 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P10 -
1 TC0200008534.hg.1 NM_001164315 ANKRD36 375248 5 E-08 71 E-08 P8; P2-P11;P3-P11;P11-P8; P2 - P3; P2 - P§; P3 - P8
TC1600011363.hg. 65. 2.64 7.57 9.54 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P10 - P3; P10 -
1 TC1600011363.hg.1 NR_027154 SMG1P1 641298 89 E-08 86 E-08 P8; P2-P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8

65.
TC0500011031.hg. 81 2.66 7.57 9.59 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0500011031.hg.1 NA NA NA 3 E-08 57 E-08 P10; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8
TC1100011184.hg. 65. 2.67 7.57 9.64 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1100011184.hg.1 hsa_circ_0000321 SF1 NA 74 E-08 29 E-08 P10; P10 - P8; P2 - P11; P11 - P§; P2 - P3; P2 - P§; P3 - P8

65.
TC0600007655.hg. 67 2.69 7.57 9.68 P10 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 - P11; P8 -
1 TC0600007655.hg.1 NA NA NA 3 E-08 04 E-08 P2; P8 -P3

65.
TC1800008901.hg. ENST00000588307. 63 2.70 7.56 9.70 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P10 -
1 TC1800008901.hg.1 1 RP11-28F1.2 3 E-08 88 E-08 P3; P10-P8; P2 - P11; P11-P3; P11 - P8; P2 - P3; P2 - P8
TC1100009291.hg. kesimi.bAug10- 65. 2.70 7.56 9.71 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1100009291.hg.1 unspliced kesimi NA 61 E-08 79 E-08 P10; P2 -P11; P3 - P11; P11 - P§; P2 - P3; P2 - P§; P3 - P8

65.
TC2000009550.hg. 57 2.71 7.56 9.73 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC2000009550.hg.1 NM_003600 AURKA 6790 1 E-08 65 E-08 P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

65.
TC0700009079.hg. 51 2.73 7.56 9.76 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P11 -
1 TC0700009079.hg.1 NM_178562 TSPAN33 340348 8 E-08 45 E-08 P2; P11-P3; P11 -P8; P3 - P2

65.
TC0800007065.hg. 32 2.77 7.55 9.91 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 -
1 TC0800007065.hg.1 NM_152562 CDCA2 157313 7 E-08 72 E-08 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

65.
TC0400011018.hg. 26 2.79 7.55 9.95 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0400011018.hg.1 NM_002089 CXCL2 2920 1 E-08 46 E-08 P3; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

65.
TC1100009760.hg. spaforby.aAug10- 25 2.79 7.55 9.95 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P3 - P10; P3 -
1 TC1100009760.hg.1 unspliced spaforby NA 2 E-08 43 E-08 P11; P11-P8; P3-P2; P3-P8

65.
TC0600010237.hg. toysmerby.aAug10- 16 2.81 7.55 1.00 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC0600010237.hg.1 unspliced toysmerby NA 9 E-08 11 E-07 P8; P2-P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

65.
TC0200008099.hg. 16 2.81 7.55 1.00 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P2; P10 - P3; P11 -
1 TC0200008099.hg.1 NM_000189 HK2 3099 4 E-08 09 E-07 P2; P11-P3; P11 -P8; P3 - P2; P8 - P2

65. ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P3 -
TC0200015264.hg. 11 2.83 7.54 1.00 P10; P8 - P10; P11 - P2; P11 - P3; P11 - P8; P3 - P2; P8 - P2; P3 -
1 TC0200015264.hg.1 NM_004657 SDPR 8436 3 E-08 9 E-07 P8

65.
TC1600007999.hg. 04 2.84 7.54 1.01 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1600007999.hg.1 NM_001304392 CX3CL1 6376 2 E-08 63 E-07 P2; P10-P3; P11 - P2; P8 - P11; P3 - P2; P8 - P2; P8 - P3

65.
TC1900009076.hg. 03 2.84 7.54 1.01 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1900009076.hg.1 NM_003712 PLPP2 8612 5 E-08 6 E-07 P3; P11-P2; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC0400012147.hg. feefloy.aAug10- 64. 2.87 7.54 1.01 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC0400012147.hg.1 unspliced feefloy NA 93 E-08 2 E-07 P10; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

64.
TC0700010536.hg. ENST00000608362. 90 2.88 7.54 1.02 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0700010536.hg.1 1 CTB-119C2.1 7 E-08 11 E-07 P10; P3 - P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

64.
TC0500008833.hg. cherskorby.aAug10- 68 2.93 7.53 1.03 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P10 - P11; P2 -
1 TC0500008833.hg.1 unspliced cherskorby NA 5 E-08 25 E-07 P10; P10 - P8; P2 - P11; P3 - P11; P2 - P3; P2 - Pg; P3 - P8

64.
TC0300013698.hg. rorverbo.aAug10- 57 2.96 7.52 1.04 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P10 -
1 TC0300013698.hg.1 unspliced rorverbo NA 3 E-08 82 E-07 P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

64.
TC0700008184.hg. sneeko.aAug10- 56 2.96 7.52 1.04 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0700008184.hg.1 unspliced sneeko NA 9 E-08 81 E-07 P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

64.
TC1400007584.hg. 50 2.98 7.52 1.05 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P11 -
1 TC1400007584.hg.1 NM_015351 TTCO 23508 4 E-08 56 E-07 P2; P3-P11; P8 - P11; P3 - P2; P8 - P2

64.
TC1100012966.hg. 29 3.04 7.51 1.06 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 -
1 TC1100012966.hg.1 NM_001282663 MICAL2 9645 7 E-08 76 E-07 P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

64.
TC0600008630.hg. 22 3.06 7.51 1.07 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0600008630.hg.1 NM_001166691 TTK 7272 4 E-08 47 E-07 P3; P8-P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

64.
TC1100007510.hg. keeny.aAug10- 22 3.06 7.51 1.07 ctrl - P10; ctrl - P11; ctrl - P8; P2 - P10; P3 - P10; P2 - P11; P3 -
1 TC1100007510.hg.1 unspliced keeny NA 2 E-08 46 E-07 P11; P11-P8; P2 - P8; P3 - P8

64.
TC0700006813.hg. 18 3.07 7.51 1.07 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P2 -
1 TC0700006813.hg.1 NM_001204144 HDACS 9734 6 E-08 32 E-07 P11; P3-P11; P8 -P11; P3-P2; P8 - P2; P8 - P3

64.
TC0100009908.hg. 10 3.09 7.51 1.08 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 - P10; P3 -
1 TC0100009908.hg.1 NM_001202858 ECM1 1893 9 E-08 03 E-07 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

63.
TC1500010699.hg. 92 3.14 7.50 1.09 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1500010699.hg.1 NA NA NA 7 E-08 32 E-07 P10; P3 - P10; P2 - P11; P11 - P§; P2 - P3; P2 - P§; P3 - P8

63.
TC0200009095.hg. 76 3.19 7.49 111 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0200009095.hg.1 NM_002193 INHBB 3625 5 E-08 68 E-07 P2; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC1500010368.hg. 63. 3.22 7.49 1.12 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 -
1 TC1500010368.hg.1 NM_001307952 HAPLN3 145864 66 E-08 27 E-07 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC2200007894.hg. 63. 3.25 7.48 1.13 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P10 - P3; P10 -
1 TC2200007894.hg.1 NM_001282225 CECR1 51816 55 E-08 84 E-07 P8; P11-P2; P11 -P3;P11-P8; P2-P3;P2-P8

63.
TC0500011225.hg. 43 3.28 7.48 1.14 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 TC0500011225.hg.1 NM_005779 LHFPL2 10184 7 E-08 4 E-07 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

63.
TC1500006592.hg. 15q11. 34 331 7.48 1.14 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1500006592.hg.1 NR_003307 SNORD115-15 2 7 E-08 05 E-07 P2; P3-P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8




63.

TC0300010135.hg. 31 3.32 7.47 1.14 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0300010135.hg.1 NR_004428 EGOT 1E+08 9 E-08 93 E-07 P10; P3 - P10; P11 - P2; P11 - P3; P11 - P8; P2 - P8

63.
TC0600007596.hg. 19 3.35 7.47 1.16 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 TC0600007596.hg.1 ENST00000449264 TNF 7124 1 E-08 43 E-07 P10; P11-P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

63.
TC0900010219.hg. 06 3.39 7.46 117 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P3 - P10; P8 -
1 TC0900010219.hg.1 NR_002817 AQP7P1 375719 6 E-08 94 E-07 P10; P2 -P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

63.
TC0500013385.hg. 06 3.39 7.46 117 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P8 -
1 TC0500013385.hg.1 NM_024577 SH3TC2 79628 2 E-08 92 E-07 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

62.
TC0700010543.hg. ENST00000451264. 69 3.51 7.45 121 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P11 -
1 TC0700010543.hg.1 1 AC004540.4 1 E-08 46 E-07 P2;P11-P3; P11 -P8; P2 -P3

62.
TC0100017167.hg. 45 3.59 7.44 1.23 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0100017167.hg.1 NM_000228 LAMB3 3914 5 E-08 52 E-07 P3; P11-P2;P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -

TC1300009674.hg. 62. 3.66 7.43 1.25 P10; P3 - P10; P8 - P10; P11 - P2; P11 - P3; P11 - P8; P2 - P8; P3 -
1 TC1300009674.hg.1 NM_024089 KDELC1 79070 24 E-08 66 E-07 P8

62.
TC0100007102.hg. 14 3.69 7.43 1.26 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 - P10; P3 -
1 TC0100007102.hg.1 NM_013358 PADI1 29943 6 E-08 28 E-07 P11; P8 - P11; P3 - P2; P8 - P2

62.
TC0800006887.hg. 04 3.73 7.42 1.27 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P3 -
1 TC0800006887.hg.1 NM_000662 NAT1 9 6 E-08 88 E-07 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

62.
TC0500012312.hg. 03 3.73 7.42 1.27 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P11 -
1 TC0500012312.hg.1 NM_001127496 SPRY4 81848 2 E-08 83 E-07 P2;P3-P11; P8-P11; P3 - P2; P8 - P2

61.
TC0600007375.hg. 98 3.75 7.42 1.28 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0600007375.hg.1 NM_003536 HIST1H3H 8357 6 E-08 64 E-07 P3; P11-P2;P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC0500007379.hg. 61. 3.78 7.42 1.29 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC0500007379.hg.1 uc063dny.1 AC024569.1 NA 88 E-08 22 E-07 P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -

TC0800011909.hg. 61. 3.79 7.42 1.29 P10; P10 - P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0800011909.hg.1 ENST00000623679 AC083843.4 87 E-08 17 E-07 P8

61.
TC0900008054.hg. 75 3.83 7.41 1.30 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC0900008054.hg.1 NA NA NA 8 E-08 72 E-07 P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8
TC1200012708.hg. 61. 3.85 7.41 1.31 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC1200012708.hg.1 NM_001032409 OAS1 4938 68 E-08 41 E-07 P10; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2

61. P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P11 - P10; P2 -
TC0600006762.hg. 64 3.87 7.41 1.31 P10; P3 - P10; P8 - P10; P2 - P11; P3 - P11; P3 - P2; P2 - P8; P3 -
1 TC0600006762.hg.1 NR_106988_7 MIR7641-2 4 E-08 26 E-07 P8

61.
TC0400009258.hg. 60 3.88 7.41 1.31 P10 - ctrl; ctrl - P11; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P2 -
1 TC0400009258.hg.1 NM_001166108 PALLD 23022 8 E-08 12 E-07 P11; P3-P11; P8 - P11; P3-P2; P8 - P2; P8 - P3
TC1200011251.hg. 61. 3.99 7.39 135 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC1200011251.hg.1 NM_004616 TSPANS 7103 31 E-08 91 E-07 P11; P8-P11; P3 - P2; P8 - P2

61.
TC0800011148.hg. 25 4.01 7.39 1.35 P10 - ctrl; ctrl - P11; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC0800011148.hg.1 NM_057749 CCNE2 9134 6 E-08 69 E-07 P10; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2

61.
TC0100009307.hg. 20 4.03 7.39 1.35 ctrl - P10; P11 - ctrl; ctrl - P2; P3 - ctrl; P11 - P10; P2 - P10; P3 -
1 TC0100009307.hg.1 NM_001113226 NTNG1 22854 6 E-08 49 E-07 P10; P8 - P10; P11 - P2; P11 - P8; P3 - P2; P3 - P8
TC2000009887.hg. 61. 4.08 7.38 1.37 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC2000009887.hg.1 NM_015192 PLCB1 23236 07 E-08 94 E-07 P10; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 - P8

61.
TC0800008512.hg. glydarby.aAug10- 05 4.08 7.38 1.37 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC0800008512.hg.1 unspliced glydarby NA 7 E-08 88 E-07 P10; P2 - P11; P3 - P11; P2 - P3; P2 - P8; P3 - P8

61.
TC0200014704.hg. 01 4.10 7.38 1.37 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC0200014704.hg.1 ENST00000463588 RN7SL393P 8 E-08 72 E-07 P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8

61.
TC1500007160.hg. 00 4.10 7.38 1.37 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P10 - P8; P11 -
1 TC1500007160.hg.1 NA NA NA 6 E-08 68 E-07 P2; P11-P3; P11 -P8; P2 - P3; P2 - P8

60.
TC2100007424.hg. 98 4.11 7.38 1.37 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC2100007424.hg.1 NA NA NA 2 E-08 58 E-07 P10; P2 - P11; P3 - P11; P2 - P3; P2 - P8; P3 - P8

60.
TC0700012140.hg. 96 4.12 7.38 1.37 ctrl - P10; P11 - ctrl; P3 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0700012140.hg.1 NR_027374 LHFPL3-AS2 723809 4 E-08 51 E-07 P10; P11- P2; P11 - P3; P11 - P8; P3 - P2; P2 - P8; P3 - P8

60.
TC1200011959.hg. 89 4.15 7.38 1.38 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1200011959.hg.1 NA NA NA 2 E-08 21 E-07 P10; P2 - P11; P11 - P3; P11 - P§; P2 - P3; P2 - P§; P3 - P8

60.
TC0100015550.hg. 87 4.15 7.38 1.38 P10 - ctrl; ctrl - P11; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 -
1 TC0100015550.hg.1 NM_001287385 FAM72C 554282 9 E-08 16 E-07 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

60. P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P11 - P10; P2 -
TC0100017634.hg. 78 4.19 7.37 1.39 P10; P3 - P10; P8 - P10; P2 - P11; P3 - P11; P3 - P2; P2 - P8; P3 -
1 TC0100017634.hg.1 NR_023371 RNA5S9 1E+08 6 E-08 78 E-07 P8

60. ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0200014088.hg. ronemo.aAugl0- 76 4.20 7.37 1.39 P10; P3 - P10; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0200014088.hg.1 unspliced ronemo NA 4 E-08 69 E-07 P8

60.
TC1600006949.hg. ENST00000561528. 72 4.21 7.37 1.40 ctrl - P10; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1600006949.hg.1 1 RP11-165M1.2 5 E-08 53 E-07 P10; P2 - P11; P11 - P3; P11 - P§; P2 - P3; P2 - P§; P3 - P8

60.
TC1200007352.hg. 65 4.24 7.37 1.40 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P10 -
1 TC1200007352.hg.1 NM_198578 LRRK2 120892 6 E-08 25 E-07 P8; P11-P8; P2 - P3; P2 - P§; P3 - P8

60.
TC1600011496.hg. 38 4.35 7.36 1.44 P10 - ctrl; P11 - ctrl; ctrl - P2; ctrl - P3; P8 - ctrl; P11 - P10; P10 -
1 TC1600011496.hg.1 NM_001304771 GPRC5B 51704 2 E-08 12 E-07 P2; P10-P3; P11 -P2; P11-P3; P8 - P2; P8 - P3




60.

TC1700007216.hg. 30 4.39 7.35 1.45 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1700007216.hg.1 NR_023380 CCDC144cCP 348254 3 E-08 8 E-07 P10; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P§; P3 - P8
60.
TC2100008521.hg. 19 4.43 7.35 1.46 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC2100008521.hg.1 NM_001278650 B3GALTS 10317 1 E-08 34 E-07 P10; P11-P2; P11 - P3; P11 - P§; P2 - P8; P3 - P8
60.
TC0800012319.hg. 1.02E+ 15 4.45 7.35 1.46 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P2 - P10; P10 -
1 TC0800012319.hg.1 NR_105006 LINCO1111 08 8 E-08 2 E-07 P3; P10-P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P8 - P3
59.
TC1000012480.hg. 83 4.58 7.33 1.51 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1000012480.hg.1 NM_000772 CYP2C18 1562 9 E-08 88 E-07 P3; P10 -P8; P8 - P11; P8 - P2; P8 - P3
59.
TC1100013081.hg. 83 4.59 7.33 1.51 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 -
1 TC1100013081.hg.1 NM_002033 FUT4 2526 6 E-08 86 E-07 P11; P8 - P2; P8 - P3
59.
TC0700012998.hg. 82 4.59 7.33 1.51 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0700012998.hg.1 NR_027788 ZNF767P 79970 5 E-08 82 E-07 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8
59.
TC1000008226.hg. 64 4.67 7.33 1.53 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1000008226.hg.1 NR_038464 LINC00857 439990 3 E-08 06 E-07 P3; P8 - P11; P3 - P2; P8 - P2; P8 - P3
59.
TC0200009902.hg. 58 4.69 7.32 1.54 ctrl - P10; ctrl - P2; P3 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0200009902.hg.1 NM_001171631 NOSTRIN 115677 9 E-08 84 E-07 P10; P11-P2; P3 - P11; P11 - P§; P3 - P2; P2 - P§; P3 - P8
59. ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0700008107.hg. klorpla.aAug10- 47 4.75 7.32 1.55 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0700008107.hg.1 unspliced klorpla NA 5 E-08 36 E-07 P8
59.
TC0800007731.hg. kehare.aAug10- 35 4.80 7.31 1.57 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0800007731.hg.1 unspliced kehare NA 9 E-08 88 E-07 P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8
59.
TC1500010712.hg. 20 4.87 731 1.59 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1500010712.hg.1 ENST00000448387 GOLGASN 643699 4 E-08 23 E-07 P10; P3-P10; P2 - P11; P11 - P§; P2 - P3; P2 - P§; P3 - P8
59.
TC0400010284.hg. jorko.aAug10- 18 4.88 731 1.59 ctrl - P10; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P10 -
1 TC0400010284.hg.1 unspliced jorko NA 9 E-08 16 E-07 P8; P2-P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8
59.
TC1000007641.hg. 13 4.90 7.30 1.59 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P8 -
1 TC1000007641.hg.1 NM_012242 DKK1 22943 6 E-08 94 E-07 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8
TC0600011491.hg. 59. 4.95 7.30 1.60 P10 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 - P11; P8 -
1 TC0600011491.hg.1 NM_002125 HLA-DRBS 3127 05 E-08 58 E-07 P2, P8-P3
59.
TC0400008328.hg. teesnarby.aAug10- 03 4.95 7.30 1.61 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC0400008328.hg.1 unspliced teesnarby NA 1 E-08 5 E-07 P8; P2-P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8
58.
TC0100010397.hg. 97 4.98 7.30 1.61 P10 - ctrl; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 -
1 TC0100010397.hg.1 NM_031423 NUF2 83540 8 E-08 28 E-07 P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
58.
TC0700007198.hg. 84 5.04 7.29 1.63 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0700007198.hg.1 NM_001284301 ANLN 54443 8 E-08 73 E-07 P3; P8-P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
58.
TC0200012633.hg. seelar.aAug10- 80 5.06 7.29 1.63 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC0200012633.hg.1 unspliced seelar NA 8 E-08 56 E-07 P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8
58.
TC0200012281.hg. ENST00000450854. 65 5.14 7.28 1.66 ctrl - P10; P11 - ctrl; P3 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0200012281.hg.1 1 AC009229.5 1 E-08 9 E-07 P10; P11 - P2; P11 - P8; P3 - P2; P2 - P8; P3 - P8
58.
TC0100015445.hg. 55 5.19 7.28 1.67 P10 - ctrl; ctrl - P11; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P3 -
1 TC0100015445.hg.1 NM_152380 TBX15 6913 6 E-08 5 E-07 P10; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2
58.
TC0200013903.hg. teyder.aAug10- 49 5.22 7.28 1.68 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0200013903.hg.1 unspliced teyder NA 8 E-08 25 E-07 P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8
TCOX00008724.hg. TCOX00008724.hg. 58. 5.28 7.27 1.70 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P3 -
1 1 NM_001301228 HMGB3 3149 37 E-08 71 E-07 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
58.
TC0900008442.hg. temore.aAugl10- 34 5.30 7.27 1.70 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC0900008442.hg.1 unspliced temore NA 5 E-08 6 E-07 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8
58.
TC1400010647.hg. 27 5.33 7.27 1.71 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; P10 - P2; P10 - P3; P8 -
1 TC1400010647.hg.1 NM_000623 BDKRB2 624 3 E-08 29 E-07 P10; P11 - P2; P11 - P3; P8 - P11; P8 - P2; P8 - P3
58.
TC1600010100.hg. 26 5.34 7.27 1.71 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC1600010100.hg.1 NA NA NA 2 E-08 25 E-07 P10; P2 - P11; P3 - P11; P2 - P3; P2 - P8; P3 - P8
58.
TC0100008101.hg. 23 5.35 7.27 1.71 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0100008101.hg.1 NM_001297655 KIF2C 11004 4 E-08 13 E-07 P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
58.
TC0200013311.hg. 13 5.41 7.26 1.72 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P11 -
1 TC0200013311.hg.1 NM_001164730 REEP1 65055 6 E-08 71 E-07 P2; P3-P11; P8 -P11; P3 - P2; P8 - P2; P8 - P3
58.
TC1500006571.hg. 13 5.41 7.26 1.72 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P2 -
1 TC1500006571.hg.1 NA NA NA 3 E-08 7 E-07 P11; P11-P3; P11 -P8; P2 - P3; P2 - P8; P3 - P8
58.
TC0900011850.hg. 00 5.48 7.26 1.74 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0900011850.hg.1 NM_001145099 SLC2A6 11182 7 E-08 16 E-07 P2; P10-P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
57.
TC0800011129.hg. 95 5.50 7.25 1.75 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P11 - P10; P10 -
1 TC0800011129.hg.1 NM_001144663 CDH17 1015 6 E-08 94 E-07 P2; P3-P10; P11 - P2; P3 - P11; P11 - P8; P3 - P2; P8 - P2; P3 - P8
57.
TC0300013733.hg. 84 5.56 7.25 1.77 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 TC0300013733.hg.1 NM_005929 MFI2 4241 5 E-08 47 E-07 P10; P11-P2; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
57.
TC0800009961.hg. 83 5.57 7.25 1.77 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0800009961.hg.1 NM_001831 CLU 1191 4 E-08 42 E-07 P2; P3-P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8
57. ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TCOX00008034.hg. TCOX00008034.hg. 78 5.60 7.25 1.77 P10; P3 -P10; P2 - P11; P3 - P11; P11 - P8; P3-P2; P2 - P8; P3 -
1 1 NM_198465 NRK 203447 8 E-08 22 E-07 P8




57.

TC1200011246.hg. 70 5.64 7.24 1.78 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1200011246.hg.1 NM_001207015 PTPRR 5801 8 E-08 88 E-07 P3; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

57.
TC1400009962.hg. ENST00000555853. 64 5.67 7.24 1.79 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1400009962.hg.1 1 RP11-471B22.2 6 E-08 61 E-07 P3; P11-P2;P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

57.
TC1900011963.hg. 61 5.69 7.24 1.80 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P11 -
1 TC1900011963.hg.1 NM_001031850 PSG6 5675 4 E-08 47 E-07 P2;P3-P11; P8-P11; P3 - P2; P8 - P2
TC2100007810.hg. 57. 5.71 7.24 1.80 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC2100007810.hg.1 NA NA NA 58 E-08 33 E-07 P10; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - Pg; P3 - P8

57. ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0700010289.hg. 53 5.74 7.24 1.81 P10; P3-P10; P2 - P11; P11- P3; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0700010289.hg.1 NA NA NA 6 E-08 14 E-07 P8

57.
TC1000007704.hg. 42 5.80 7.23 1.82 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC1000007704.hg.1 NA NA NA 1 E-08 64 E-07 P10; P2 - P11; P3 - P11; P2 - P3; P2 - P8; P3 - P8

57.
TC1600007107.hg. 41 5.81 7.23 1.82 P10 - ctrl; P2 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 -
1 TC1600007107.hg.1 NM_001105248 TMCS 79838 4 E-08 61 E-07 P11; P8 - P2; P8 - P3

57.
TC1900009970.hg. 40 5.81 7.23 1.82 ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC1900009970.hg.1 NM_004335 BST2 684 1 E-08 56 E-07 P10; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2
TC0800009529.hg. 57. 5.81 7.23 1.82 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0800009529.hg.1 NM_001201329 PPP1R3B 79660 4 E-08 55 E-07 P3; P10-P8; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

57. ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
TC0700012787.hg. smeyperby.aAug10- 36 5.83 7.23 1.82 P10; P10 - P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0700012787.hg.1 unspliced smeyperby NA 5 E-08 4 E-07 P8

57.
TC1800006602.hg. ENST00000608943. 33 5.85 7.23 1.83 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC1800006602.hg.1 1 RP11-376P6.3 3 E-08 26 E-07 P10; P10- P8; P2 - P11; P3 - P11; P2 - P3; P2 - P§; P3 - P8

57.
TC1100010410.hg. 30 5.87 7.23 1.83 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1100010410.hg.1 NM_001143805 BDNF 627 8 E-08 15 E-07 P3; P11-P2;P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

57.
TC0600008547.hg. ENST00000421318. 24 5.90 7.22 1.84 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P3; P2 -
1 TC0600008547.hg.1 1 RP11-554D15.4 9 E-08 9 E-07 P11; P3-P11; P8 -P11; P2-P3; P2-P8; P8 -P3

57.
TC1100011259.hg. 18 5.94 7.22 1.85 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC1100011259.hg.1 NM_001300844 FOSL1 8061 6 E-08 63 E-07 P10; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2

57.
TC0300012112.hg. 15 5.96 7.22 1.85 P10 - ctrl; ctrl - P11; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC0300012112.hg.1 NM_003778 B4GALT4 8702 3 E-08 48 E-07 P10; P8 - P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2

57.
TC0200014796.hg. kynorbo.aAug10- 14 5.96 7.22 1.85 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0200014796.hg.1 unspliced kynorbo NA 9 E-08 46 E-07 P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

57.
TC0400009087.hg. skoyfley.aAug10- 11 5.98 7.22 1.85 ctrl - P10; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0400009087.hg.1 unspliced skoyfley NA 6 E-08 32 E-07  P10;P2-P11;P11-P3; P11- P8; P2 - P3; P2 - P8; P3 - P8

56.
TC0800010275.hg. 91 6.10 7.21 1.89 P3 - ctrl; P8 - ctrl; P10 - P2; P3 - P10; P8 - P10; P3 - P11; P8 - P11;
1 TC0800010275.hg.1 NM_000930 PLAT 5327 4 E-08 45 E-07 P3-P2; P8-P2; P3-P8

56.
TC1100010529.hg. 82 6.16 7.21 1.90 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC1100010529.hg.1 NA NA NA 7 E-08 07 E-07 P11; P8 - P11; P3 - P2; P8 - P2

56.
TC1200008595.hg. 71 6.23 7.20 1.92 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1200008595.hg.1 NM_001206977 NR1H4 9971 6 E-08 58 E-07 P10; P3 - P10; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8

56.
HTA2-pos- 57 6.31 7.19 1.95 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
PSR02023979.hg.1 23151072 NA NA NA 8 E-08 98 E-07 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

56.
TC0200009402.hg. 53 6.34 7.19 1.95 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0200009402.hg.1 NM_002410 MGATS 4249 7 E-08 8 E-07 P2; P10 - P3; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

56.
TC0400006887.hg. ENST00000508998. 46 6.39 7.19 1.97 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P2 - P11; P3 -
1 TC0400006887.hg.1 1 RP11-281P23.2 1 E-08 46 E-07 P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

56.
TC1500010617.hg. wopoy.aAugl0- 36 6.45 7.19 1.98 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1500010617.hg.1 unspliced wopoy NA 2 E-08 03 E-07 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

56. ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P10 - P11; P2 -
TC0800011591.hg. snorla.aAug10- 15 6.59 7.18 2.02 P10; P3 - P10; P10 - P8; P2 - P11; P3 - P11; P2 - P3; P2 - P8; P3 -
1 TC0800011591.hg.1 unspliced snorla NA 7 E-08 13 E-07 P8

56.
TC1900007688.hg. 07 6.64 7.17 2.03 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1900007688.hg.1 NM_001238 CCNE1 898 9 E-08 78 E-07 P2; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

56.
TC1900011112.hg. 07 6.64 7.17 2.03 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P2; P10 -
1 TC1900011112.hg.1 ucO6layc.1 AC026803.1 NA 7 E-08 78 E-07 P8; P11-P2; P11 - P8; P3 - P2; P8 - P2; P3 - P8
TC0300012137.hg. 55. 6.71 7.17 2.05 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0300012137.hg.1 uc062mwe.1 AC092910.1 NA 97 E-08 3 E-07 P10; P2 - P11; P3 - P11; P11- P8; P2 - P3; P2 - P§; P3 - P8

55.
TC0500010847.hg. nypluby.aAug10- 95 6.73 7.17 2.05 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P11 -
1 TC0500010847.hg.1 unspliced nypluby NA 3 E-08 23 E-07 P8; P2 -P3; P2-P8; P3-P8

55.
TC1400007223.hg. cheyslor.aAug10- 64 6.94 7.15 2.12 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P10 -
1 TC1400007223.hg.1 unspliced cheyslor NA 2 E-08 85 E-07 P8; P2-P11;P3-P11;P11-P8; P2-P3; P2-P§; P3-P8

55.
TC0100009797.hg. 63 6.95 7.15 2.12 ctrl - P10; P3 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P3 -
1 TC0100009797.hg.1 blawda.aAug10 blawda 3 E-08 81 E-07 P11; P11-P8; P3 - P2; P2 - P§; P3-P8

55.
TC1200012616.hg. 58 6.98 7.15 2.13 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC1200012616.hg.1 NA NA NA 7 E-08 6 E-07 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

55.
TC0100007645.hg. 57 6.99 7.15 2.13 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 TC0100007645.hg.1 NM_001204414 TINAGL1 64129 6 E-08 55 E-07 P10; P11-P2; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3




55.

TC0100007746.hg. 44 7.08 7.14 2.15 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P11 - P2; P3 -
1 TC0100007746.hg.1 NM_153212 GJB4 127534 5 E-08 97 E-07 P11; P8 - P11; P3 - P2; P8 - P2

55. ctrl - P10; ctrl - P11; P2 - ctrl; P3 - ctrl; ctrl - P8; P2 - P10; P3 -
TCOX00010076.hg. TCOX00010076.hg. teti.aAugl10- 40 7.11 7.14 2.16 P10; P10-P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 1 unspliced teti NA 7 E-08 8 E-07 P8

55.
TC0900010664.hg. 26 7.22 7.14 2.19 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P2 -
1 TC0900010664.hg.1 NA NA NA 8 E-08 18 E-07 P11; P3-P11; P8 -P11; P3-P2; P8 - P2; P8 - P3

55.
TC0700012107.hg. feysmeebu.aAugl0- 24 7.23 7.14 2.19 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC0700012107.hg.1 unspliced feysmeebu NA 3 E-08 07 E-07 P10; P10 - P8; P2 - P11; P11 - P§; P2 - P3; P2 - P§; P3 - P8

55.
TC0700008624.hg. 21 7.26 7.13 2.19 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0700008624.hg.1 NA NA NA 1 E-08 92 E-07 P10; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

55. ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
TC2000007938.hg. gleytu.aAug10- 03 7.39 7.13 2.23 P10; P10 - P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC2000007938.hg.1 unspliced gleytu NA 9 E-08 15 E-07 P8

54,
TC0700009352.hg. 98 7.43 7.12 2.24 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P3 -
1 TC0700009352.hg.1 NM_001061 TBXAS1 6916 7 E-08 92 E-07 P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

54,
TC1000008482.hg. 98 7.43 7.12 2.24 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1000008482.hg.1 NM_001127182 CEP55 55165 4 E-08 9 E-07 P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

54,
TC0300006465.hg. 96 7.45 7.12 2.24 ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC0300006465.hg.1 NM_020873 LRRN1 57633 3 E-08 81 E-07 P10; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2

54,
TC1600008159.hg. 95 7.46 7.12 2.24 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P11 -
1 TC1600008159.hg.1 NM_000196 HSD11B2 3291 1 E-08 75 E-07 P2; P11-P3;P11-P8

54,
TC1000012052.hg. moyshu.aAug10- 92 7.48 7.12 2.24 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC1000012052.hg.1 unspliced moyshu 4 E-08 63 E-07 P11; P11-P3; P11 -P8; P2-P3;P2-P8

54, ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0600011057.hg. 91 7.48 7.12 2.24 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0600011057.hg.1 NA NA NA 8 E-08 61 E-07 P8
TC0300013844.hg. 54. 7.49 7.12 2.24 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P11 -
1 TC0300013844.hg.1 NA NA NA 9 E-08 53 E-07 P2; P11-P3; P11 - P8; P2 - P3; P2 - P8

54.
TC0800011717.hg. shofarby.aAug10- 82 7.55 7.12 2.26 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0800011717.hg.1 unspliced shofarby NA 8 E-08 2 E-07 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

54.
TC0100013700.hg. 76 7.60 7.11 2.27 P10 - ctrl; ctrl - P11; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 TC0100013700.hg.1 NM_001190481 CLSPN 63967 4 E-08 91 E-07 P10; P2 - P11; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -

TC1600009922.hg. 54. 7.63 7.11 2.27 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1600009922.hg.1 NA NA NA 73 E-08 76 E-07 P8

54.
TC1800007014.hg. 68 7.66 7.11 2.28 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P11 -
1 TC1800007014.hg.1 NM_001943 DSG2 1829 9 E-08 57 E-07 P2; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

54. ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0600013884.hg. glawsnerbu.aAug10 66 7.68 7.11 2.28 P10; P3 - P10; P10 - P8; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0600013884.hg.1 -unspliced glawsnerbu NA 6 E-08 47 E-07 P8

54,
TC0400007556.hg. 38 791 7.10 235  P10-ctrl; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P11 -
1 TC0400007556.hg.1 NM_024592 SRD5A3 79644 5 E-08 19 E-07 P2; P8-P11; P3 - P2; P8 - P2; P8 - P3

54,
TC0200007098.hg. ENST00000605056. 32 7.96 7.09 2.36 P10 - ctrl; ctrl - P11; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P2 -
1 TC0200007098.hg.1 1 RP11-373D23.3 5 E-08 92 E-07 P11; P3-P11; P8 - P11; P3 - P2; P8 - P2

54,
TC1700010790.hg. 30 7.98 7.09 237 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P2; P3 -
1 TC1700010790.hg.1 NM_001079675 ETV4 2118 1 E-08 81 E-07 P10; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2

54,
TC0600008670.hg. 17 8.08 7.09 2.39 ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P10 - P11; P10 - P2; P10 -
1 TC0600008670.hg.1 NM_001170423 PRSS35 167681 6 E-08 24 E-07 P3; P10 - P8; P11 - P2; P11 - P3; P11 - P8; P8 - P3

53.
TC0600011124.hg. 75 8.45 7.07 2.50 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0600011124.hg.1 NM_003537 HIST1H3B 8358 8 E-08 33 E-07 P3; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

53.
TC0200011192.hg. skydu.aAug10- 64 8.55 7.06 2.52 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0200011192.hg.1 unspliced skydu NA 9 E-08 83 E-07 P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

53.
TCOX00010958.hg. TCOX00010958.hg. skeeler.aAug10- 59 8.59 7.06 2.54 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P11 - P3; P11 -
1 1 unspliced skeeler NA 7 E-08 59 E-07 P8; P2 - P3; P2 - P8; P3 - P8

53. ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
TC1600008993.hg. stozubu.aAug10- 56 8.62 7.06 2.54 P10; P10- P8; P2 - P11; P11- P3; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1600008993.hg.1 unspliced stozubu NA 6 E-08 44 E-07 P8

53.
TC0300006545.hg. fudawbo.aAug10- 54 8.64 7.06 2.54 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC0300006545.hg.1 unspliced fudawbo NA 6 E-08 35 E-07 P10; P2 - P11; P3 - P11; P11- P8; P2 - P3; P2 - P§; P3 - P8

53.
TC0700012551.hg. 37 8.80 7.05 2.59 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 - P10; P2 -
1 TC0700012551.hg.1 ENST00000469533 RP11-309L24.6 NA 5 E-08 56 E-07 P11; P3-P11; P8 -P11; P3-P2; P8 - P2; P8 - P3

53.
TC0200014798.hg. 35 8.82 7.05 2.59 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P10 - P8; P2 -
1 TC0200014798.hg.1 NA NA NA 5 E-08 47 E-07 P11; P11-P8; P2 - P3; P2 - P§; P3 - P8

53.
TC0900008504.hg. 22 8.94 7.04 2.62 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0900008504.hg.1 NM_032888 COL27A1 85301 2 E-08 85 E-07 P10; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P§; P3 - P8

53.
TCOX00009069.hg. TCOX00009069.hg. 16 9.00 7.04 2.64 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 1 NM_001287242 ARHGAP6 395 1 E-08 57 E-07 P10; P11- P2; P11 - P3; P11 - P8; P2 - P8; P3 - P8

52. ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC1000008347.hg. taklarbu.aAug10- 98 9.17 7.03 2.68 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1000008347.hg.1 unspliced taklarbu NA 5 E-08 75 E-07 P8
TC0600011058.hg. 52. 9.18 7.03 2.68 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P10 -
1 TC0600011058.hg.1 NA NA NA 98 E-08 73 E-07 P8; P2 -P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8




52.

TC0500011010.hg. bystawbu.aAug10- 86 9.29 7.03 2.71 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0500011010.hg.1 unspliced bystawbu NA 6 E-08 19 E-07 P10; P10 - P8; P2 - P11; P11 - P§; P2 - P3; P2 - P§; P3 - P8

52.
TC0500010852.hg. kuflu.bAug10- 80 9.35 7.02 2.73 ctrl - P10; P3 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P3 -
1 TC0500010852.hg.1 unspliced kuflu NA 2 E-08 9 E-07 P11; P11-P8; P3 - P2; P2 - P§; P3 - P8

52.
TC1700009422.hg. 78 9.37 7.02 2.73 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC1700009422.hg.1 ENST00000623339 RP11-667K14.9 3 E-08 81 E-07 P10; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

52.
TC1300007796.hg. ENST00000595998. 73 9.42 7.02 2.74 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P10 -
1 TC1300007796.hg.1 1 RP11-573N10.1 5 E-08 59 E-07 P8; P2-P11;P3-P11;P11-P8; P2 - P3; P2 - P§; P3 - P8

52.
TC0100007747.hg. 58 9.58 7.01 2.78 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P11; P8 -
1 TC0100007747.hg.1 NM_001005752 GJB3 2707 3 E-08 87 E-07 P11; P3-P2; P8 - P2

52.
TC0100012675.hg. 45 9.71 7.01 2.82 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC0100012675.hg.1 NM_007274 ACOT7 11332 7 E-08 28 E-07 P10; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2

52.
TC0200015620.hg. tuha.aAugl10- 38 9.78 7.00 2.84 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 - P3; P10 -
1 TC0200015620.hg.1 unspliced tuha NA 9 E-08 96 E-07 P8; P11-P3; P11 - P8; P2 - P3; P2 - P8

52.
TC0100013498.hg. 35 9.82 7.00 2.84 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC0100013498.hg.1 ENST00000611385 uc_338 5 E-08 8 E-07 P10; P10 - P8; P2 - P11; P11 - P§; P2 - P3; P2 - P§; P3 - P8

52.
TC1500006963.hg. 31 9.86 7.00 2.85 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1500006963.hg.1 NM_144508 CASC5 57082 9 E-08 63 E-07 P2; P10-P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

52.
TC0200008000.hg. roydawbu.aAug10- 18 1.00 7.00 2.89 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P2 -
1 TC0200008000.hg.1 unspliced roydawbu NA 7 E-07 01 E-07 P11; P11-P3; P11 -P8; P2-P3; P2-P8; P3-P8

52.
TC0600014184.hg. 10 1.01 6.99 291 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0600014184.hg.1 smufla.aAug10 smufla NA 7 E-07 63 E-07 P2; P10-P3; P2-P11; P8 - P11; P2 - P3; P8 - P2; P8 - P3

51.
TC0200010625.hg. tikore.aAug10- 84 1.04 6.98 2.99 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0200010625.hg.1 unspliced tikore NA 5 E-07 39 E-07 P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

51.
TC0700013385.hg. 1.02E+ 81 1.04 6.98 3.00 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC0700013385.hg.1 NR_108104 LINC01372 08 6 E-07 25 E-07 P11; P11-PS8; P2 - P3; P2 - P§; P3 - P8

ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -

TC1900011419.hg. 51. 1.05 6.98 3.01 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1900011419.hg.1 NA NA NA 77 E-07 03 E-07 P8

51.
TC1100010105.hg. 75 1.05 6.97 3.01 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P3 - P10; P11 -
1 TC1100010105.hg.1 NM_198516 GALNT18 374378 8 E-07 97 E-07 P2; P11-P3; P11 -P8; P3-P2; P2 - P8; P3 - P8

51. ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC1700008757.hg. 71 1.05 6.97 3.02 P10; P3 - P10; P8 - P10; P11 - P2; P11 - P3; P11 - P8; P2 - P§; P3 -
1 TC1700008757.hg.1 NM_002758 MAP2K6 5608 9 E-07 79 E-07 P8

51.
TC0600014307.hg. 60 1.07 6.97 3.05 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P10 - P11; P2 -
1 TC0600014307.hg.1 ENST00000625013 RP3-331H24.7 9 E-07 26 E-07 P10; P10 - P8; P2 - P11; P3 - P11; P2 - P3; P2 - P§; P3 - P8

51.
TC1400007201.hg. 58 1.07 6.97 3.06 P10 - ctrl; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 -
1 TC1400007201.hg.1 NM_001130851 CDKN3 1033 9 E-07 17 E-07 P10; P11-P2; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

51.
TC0200011062.hg. 57 1.07 6.97 3.06 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0200011062.hg.1 NM_145236 B3GNT7 93010 7 E-07 11 E-07 P3; P8 - P10; P11 - P2; P8 - P11; P3 - P2; P8 - P2; P8 - P3

51.
TCOX00009075.hg. TCOX00009075.hg. 53 1.07 6.96 3.07 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 1 NA NA NA 4 E-07 9 E-07 P10; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P§; P3 - P8

51.
TC1600010849.hg. ploserbo.aAug10- 49 1.08 6.96 3.08 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1600010849.hg.1 unspliced ploserbo NA 8 E-07 73 E-07 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

51.
TC0800007367.hg. 48 1.08 6.96 3.08 P10 - ctrl; ctrl - P11; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P3 -
1 TC0800007367.hg.1 NM_003816 ADAM9Y 8754 4 E-07 66 E-07 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

51.
TC0200014703.hg. 45 1.08 6.96 3.08 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P11 -
1 TC0200014703.hg.1 NM_001301684 CCDC148 130940 9 E-07 54 E-07 P3; P11-P8; P2 - P3; P2-P8; P3-P8

51.
TC2100006627.hg. 37 1.09 6.96 311 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC2100006627.hg.1 NR_027790 MIR99AHG 388815 3 E-07 13 E-07 P10; P3 - P10; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 - P8

51.
TC0200012339.hg. 35 1.10 6.96 311 P10 - ctrl; P11 - ctrl; P2 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0200012339.hg.1 NM_001112800 SLC8A1 2p22.1 8 E-07 06 E-07 P3; P10-P8; P2 - P11; P11-P3; P8 - P11; P2 - P3; P8 - P3

51.
TC1100009110.hg. 32 1.10 6.95 3.12 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P11; P8 -
1 TC1100009110.hg.1 NM_006169 NNMT 4837 3 E-07 89 E-07 P11; P3-P2; P8-P2

51.
TC0500009863.hg. 20 111 6.95 3.15 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 TC0500009863.hg.1 NM_024830 LPCAT1 79888 9 E-07 34 E-07 P10; P11-P2; P3-P11; P8 - P11; P3 - P2; P8 - P2

51.
TC1000008388.hg. 18 1.12 6.95 3.16 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC1000008388.hg.1 NM_000043 FAS 355 7 E-07 24 E-07 P11; P8-P11; P3 - P2; P8 - P2

50.
TC0900007129.hg. 96 1.14 6.94 3.23 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0900007129.hg.1 NM_001256685 MELK 9833 9 E-07 18 E-07 P2; P8-P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

50.
TC1600008235.hg. OTTHUMTO00000474 92 1.15 6.93 3.24 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1600008235.hg.1 147 RP11-140H17.2 5 E-07 97 E-07 P10; P3-P10; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

50.
TC0200014766.hg. wadey.aAugl10- 90 1.15 6.93 3.25 ctrl - P10; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P10 - P8; P11 -
1 TC0200014766.hg.1 unspliced wadey NA 9 E-07 9 E-07 P8; P2-P8; P3-P8

50.
TC0600011144.hg. 80 1.16 6.93 3.28 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P11 -
1 TC0600011144.hg.1 NA NA NA 4 E-07 38 E-07 P2;P3-P11; P8-P11; P3 - P2; P8 - P2




50.

TC0500013323.hg. TCONS_I2_000 77 1.17 6.93 3.29 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0500013323.hg.1 hsa_circ_0072870 23773 5 E-07 25 E-07 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

50.
TC0200015645.hg. 72 1.18 6.92 3.30 P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P11 - P10; P10 - P2; P3 -
1 TC0200015645.hg.1 NM_015657 ABCA12 26154 3 E-07 99 E-07 P10; P8 - P10; P11 - P2; P11 - P8; P3 - P2; P8 - P2; P3 - P8

50.
TC0200009071.hg. 62 1.19 6.92 3.34 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC0200009071.hg.1 NM_001271049 CFAP221 200373 7 E-07 53 E-07 P3; P10-P8; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 - P8

50.
TSUnmapped00000 TSUnmapped00000 58 1.19 6.92 3.35 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P8 -
284.hg.1 284.hg.1 ENST00000628182 LRP6 4040 5 E-07 32 E-07 P10; P11-P3; P11 - P8; P2 - P3; P2 - P8; P8 - P3

50.
TC0300011868.hg. 50 1.20 6.91 3.37 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0300011868.hg.1 NA NA NA 9 E-07 95 E-07 P3; P10-P8; P2 - P11; P3 - P11; P8 - P11; P8 - P2; P8 - P3

50.
TC2000006675.hg. swywar.aAugl10- 50 1.20 6.91 3.37 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC2000006675.hg.1 unspliced swywar NA 3 E-07 92 E-07 P11; P3-P11; P2 -P3; P2 - P§; P3 - P8

50.
TC1600011361.hg. 40 1.22 6.91 3.40 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P2 - P11; P3 -
1 TC1600011361.hg.1 ENST00000614721 ACSM3 6296 9 E-07 47 E-07 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

50.
TC1000012428.hg. 32 1.23 6.91 3.43 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P11 -
1 TC1000012428.hg.1 NM_001253908 AKR1C3 8644 2 E-07 04 E-07 P2; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

50.
TC1500006569.hg. 15q11. 22 1.24 6.90 3.47 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P11 -
1 TC1500006569.hg.1 NR_001292 SNORD108 2 6 E-07 57 E-07 P3; P11-P8; P2 - P3; P2-P8; P3-P8

50.
TC0900007518.hg. 13 1.25 6.90 3.50 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P8; P3 - P10; P8 - P10; P3 -
1 TC0900007518.hg.1 NM_153267 MAMDC2 256691 9 E-07 14 E-07 P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

50.
TC1100012425.hg. teyjeeby.aAugl10- 11 1.26 6.90 3.50 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1100012425.hg.1 unspliced teyjeeby NA 6 E-07 03 E-07 P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

50.
TC1400008780.hg. 09 1.26 6.89 3.50 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1400008780.hg.1 NM_002515 NOVA1 4857 7 E-07 93 E-07 P10; P3-P11; P11 -P8; P3-P2; P2 - P8; P3 - P8
TSUnmapped00000 TSUnmapped00000 50. 1.26 6.89 3.51 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
123.hg.1 123.hg.1 ENST00000626271 SLC2A6 NA 08 E-07 85 E-07 P2; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

50.
TC0100013072.hg. 07 1.26 6.89 3.51 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P11 -
1 TC0100013072.hg.1 NM_001141973 ATP13A2 23400 1 E-07 81 E-07 P2; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

50.
TC0700006584.hg. flerka.aAug10- 00 1.27 6.89 3.53 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC0700006584.hg.1 unspliced flerka NA 4 E-07 48 E-07 P11; P3-P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

49.
TSUnmapped00000 TSUnmapped00000 99 1.28 6.89 3.53 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
268.hg.1 268.hg.1 ENST00000627310 CCDC84 338657 1 E-07 41 E-07 P11; P3-P11; P2 - P3; P2 - P8; P3 - P8

49.
TC1600007379.hg. 86 1.29 6.88 3.58 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1600007379.hg.1 NA NA NA 9 E-07 81 E-07 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8
TC1500006583.hg. 15q11. 49. 1.30 6.88 3.58 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1500006583.hg.1 NR_003297 SNORD115-5 2 84 E-07 67 E-07 P2; P3-P10; P3- P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8
TC1500006586.hg. 15q11. 49. 1.30 6.88 3.58 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1500006586.hg.1 ENST00000362912 SNORD115-9 2 84 E-07 67 E-07 P2; P3-P10; P3- P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8
TC1500006589.hg. 15q11. 49. 1.30 6.88 3.58 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1500006589.hg.1 ENST00000362583 SNORD115-12 2 84 E-07 67 E-07 P2; P3-P10; P3- P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

49.
TC0700012439.hg. 77 131 6.88 3.60 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0700012439.hg.1 NM_005763 AASS 10157 5 E-07 35 E-07 P10; P11- P3; P11 - P8; P2 - P3; P2 - P8

49.
TC0100017315.hg. sheeply.aAug10- 74 131 6.88 3.61 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P11 - P3; P11 -
1 TC0100017315.hg.1 unspliced sheeply NA 1 E-07 18 E-07 P8; P2 - P3; P2 - P8; P3 - P8

49.
TC0100018451.hg. 66 1.32 6.87 3.63 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0100018451.hg.1 NM_004120 GBP2 2634 9 E-07 82 E-07 P3; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

49.
TC0400009003.hg. 66 1.32 6.87 3.63 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0400009003.hg.1 ENST00000517210 RN7SKP35 NA 9 E-07 82 E-07 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

49, ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0200016353.hg. jawklo.aAug10- 65 133 6.87 3.63 P10; P3-P10; P2 - P11; P3 - P11; P11 - P8; P2-P3; P2- P8; P3 -
1 TC0200016353.hg.1 unspliced jawklo NA 4 E-07 75 E-07 P8

49.
TC0600009597.hg. 55 1.34 6.87 3.67 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0600009597.hg.1 NM_001270507 TNFAIP3 7128 7 E-07 27 E-07 P3; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

49,
TC1600011372.hg. 44 1.36 6.86 371 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P3 -
1 TC1600011372.hg.1 NM_001017390 SULT1A4 445329 3 E-07 7 E-07 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

49,
TC1800008895.hg. stasky.aAug10- 40 1.36 6.86 3.73 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P10 -
1 TC1800008895.hg.1 unspliced stasky NA 7 E-07 52 E-07 P8; P2-P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

49,
TC1500006590.hg. 15q11. 31 1.38 6.86 3.76 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1500006590.hg.1 NR_003306 SNORD115-14 2 4 E-07 06 E-07 P2; P3-P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

49,
TC0X00008080.hg. TCOX00008080.hg. 14 1.41 6.85 3.83 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 1 NM_001170553 VSIG1 340547 2 E-07 2 E-07 P3; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

49,
TC0200009759.hg. smuneebo.aAug10- 11 1.41 6.85 3.84 ctrl - P10; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0200009759.hg.1 unspliced smuneebo NA 8 E-07 08 E-07 P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

49. ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
TC0100009938.hg. 11 1.41 6.85 3.84 P10; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 -
1 TC0100009938.hg.1 NM_006818 MLLT11 1921 3 E-07 05 E-07 P3

49.
TC0100012172.hg. 10 1.41 6.85 3.84 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0100012172.hg.1 NM_003686 EXO1 9156 4 E-07 01 E-07 P2; P8-P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3




49.

ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -

TC0200014791.hg. voykla.aAug10- 06 1.42 6.84 3.85 P10; P10-P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0200014791.hg.1 unspliced voykla NA 8 E-07 83 E-07 P8

49.
TC0800010800.hg. 00 1.43 6.84 3.87 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0800010800.hg.1 NM_153225 SBSPON 157869 9 E-07 53 E-07 P10; P8 - P10; P11 - P8; P3 - P2; P2 - P8; P3 - P8

48.
TC1500010800.hg. 97 1.43 6.84 3.88 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 TC1500010800.hg.1 NM_000693 ALDH1A3 220 4 E-07 36 E-07 P10; P11-P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

48.
TC0600012744.hg. 93 1.44 6.84 3.89 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P2 - P11; P2 - P3;
1 TC0600012744.hg.1 uc063qjl.1 RNU6-117P NA 8 E-07 18 E-07 P2 -P8

48.
TC0800008423.hg. ENST00000518749. 83 1.46 6.83 3.93 P10 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P10 - P8; P8 -
1 TC0800008423.hg.1 1 KB-1107E3.1 7 E-07 67 E-07 P11; P8 - P2; P8 - P3

48.
TC1700006630.hg. 78 1.47 6.83 3.96 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC1700006630.hg.1 NM_001114974 SMTNL2 342527 1 E-07 39 E-07 P8; P11-P2; P11 -P3; P11-P§; P2 - P3; P2 - P8

48.
TC0500013392.hg. 35 1.54 6.81 4.15 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0500013392.hg.1 NM_001308173 CCNJL 79616 4 E-07 23 E-07 P2; P10 -P3; P11 - P2; P8 - P11; P3 - P2; P8 - P2; P8 - P3

48.
TCOX00008335.hg. TCOX00008335.hg. poyly.aAug10- 26 1.56 6.80 4.19 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 1 unspliced poyly NA 5 E-07 77 E-07 P11; P3-P11; P11 -P8; P2 - P3; P2 - P8; P3 - P8

48.
TC0500007684.hg. TCONS_I2_000 19 1.57 6.80 4.22 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0500007684.hg.1 hsa_circ_0072797 23407 NA 1 E-07 4 E-07 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

48.
TC0400007751.hg. RP13- 13 1.58 6.80 4.25 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P2 - P10; P3 - P10; P10 -
1 TC0400007751.hg.1 ENST00000507775 644M16.5 NA 5 E-07 11 E-07 P8; P2-P11;P3-P11;P11-P8; P2-P3;P2-P§; P3-P8
TC2000009970.hg. 47. 1.63 6.78 4.38 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P2 -
1 TC2000009970.hg.1 NM_001083910 SIRPB1 10326 87 E-07 76 E-07 P11; P3-P11; P8 - P11; P3 - P2; P8 - P2
TC0300013513.hg. 47. 1.63 6.78 4.38 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P3 - P10; P11 -
1 TC0300013513.hg.1 NM_001134418 P3H2 55214 86 E-07 71 E-07 P2; P11-P3; P11 -P8; P3-P2; P3-P8
TC1000008495.hg. 47. 1.64 6.78 4.40 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1000008495.hg.1 NM_001165979 PLCE1 51196 8 E-07 4 E-07 P3; P8 -P10; P2 - P11; P3 - P11; P8 - P11; P8 - P2; P8 - P3

47.
TC1200012452.hg. ENST00000542821. 79 1.65 6.78 4.40 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P10 -
1 TC1200012452.hg.1 1 RP11-989F5.3 2 E-07 36 E-07 P8; P2-P11; P3-P11; P2 - P3; P2 - P8; P3 - P8

47.
TC1100011611.hg. 71 1.66 6.77 4.44 P10 - ctrl; ctrl - P11; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P2 -
1 TC1100011611.hg.1 NM_173582 PGM2L1 283209 9 E-07 98 E-07 P11; P3-P11; P8-P11; P3-P2; P8-P2; P8 -P3

47.
TC0300013071.hg. zyjeebu.aAugl0- 65 1.67 6.77 4.47 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC0300013071.hg.1 unspliced zyjeebu NA 3 E-07 64 E-07 P8; P2-P11; P11 -P3;P11-P8; P2-P3; P2-P§; P3-P8
TC0200009220.hg. snerveybo.aAug10- 47. 1.68 6.77 4.47 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC0200009220.hg.1 unspliced snerveybo NA 63 E-07 53 E-07 P3; P10 - P8; P11 - P3; P11 - P8; P2 - P3; P2 - P8

47.
TC0600007241.hg. LRRC16A.1Aug10- 60 1.68 6.77 4.48 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0600007241.hg.1 unspliced LRRC16A NA 3 E-07 38 E-07 P10; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

47.
TC0200008628.hg. ENST00000430586. 59 1.68 6.77 4.48 ctrl - P11; P2 - ctrl; P3 - ctrl; ctrl - P8; P10 - P11; P2 - P10; P3 -
1 TC0200008628.hg.1 1 AC092168.2 5 E-07 34 E-07 P10; P10 - P8; P2 - P11; P3 - P11; P2 - P8; P3 - P8

47.
TC0100017314.hg. blydy.aAug10- 55 1.69 6.77 4.50 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0100017314.hg.1 unspliced blydy NA 9 E-07 16 E-07 P10; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 - P§; P3 - P8

47.
TC2200007980.hg. noheru.aAug10- 52 1.70 6.76 4.51 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P8 -
1 TC2200007980.hg.1 unspliced noheru NA 5 E-07 98 E-07 P10; P2 - P11; P3 - P11; P8 - P11; P2 - P3; P2 - P8

47.
TC0100016891.hg. 47 1.71 6.76 4.53 P10 - ctrl; ctrl - P11; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 TC0100016891.hg.1 NM_001305792 KIF14 9928 7 E-07 74 E-07 P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

47.
TC1100009402.hg. 1.01E+ 41 1.72 6.76 4.56 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1100009402.hg.1 NR_103862 LOC100507283 08 5 E-07 41 E-07 P10; P8 - P10; P11 - P2; P11 - P3; P11 - P8; P2 - P8

47.
TC0100012421.hg. 41 1.72 6.76 4.56 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0100012421.hg.1 NR_027055 FAM41C 284593 2 E-07 4 E-07 P10; P3 - P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

47.
TC1200009726.hg. swawchu.aAug10- 34 1.74 6.76 4.59 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1200009726.hg.1 unspliced swawchu NA 5 E-07 05 E-07 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8
TC2000007239.hg. 47. 1.78 6.74 4.70 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P10 - P3; P11 -
1 TC2000007239.hg.1 NM_001258329 EPB41L1 2036 14 E-07 99 E-07 P2;P11-P3;P11-P8

47.
TC0300013843.hg. 1.01E+ 00 1.81 6.74 4.77 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P11 -
1 TC0300013843.hg.1 NR_038264 ADAMTS9-AS2 08 3 E-07 28 E-07 P2; P11-P3; P11 -P8; P2-P3; P2-P8

46.
TC0100014228.hg. 76 1.86 6.73 4.91 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC0100014228.hg.1 NM_001018054 LRP8 7804 1 E-07 01 E-07 P10; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2

46. ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P10 - P11; P2 -
TC0600009999.hg. 72 1.87 6.72 4.93 P10; P10- P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0600009999.hg.1 ENST00000405341 HSPE1P26 NA 2 E-07 81 E-07 P8

46.
TCOX00007936.hg. TCOX00007936.hg. 70 1.87 6.72 4.93 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 1 NM_006733 CENPI 2491 8 E-07 73 E-07 P2; P8-P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

46.
TCOX00007507.hg. TCOX00007507.hg. 69 1.88 6.72 4.93 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 1 NM_004429 EFNB1 1947 9 E-07 68 E-07 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

46. ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
TC1800006590.hg. weeso.aAugl0- 69 1.88 6.72 4.93 P10; P10- P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1800006590.hg.1 unspliced weeso NA 4 E-07 65 E-07 P8

46.
TC1100008489.hg. smyglawbu.aAug10- 67 1.88 6.72 4.93 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1100008489.hg.1 unspliced smyglawbu NA 9 E-07 58 E-07 P10; P3-P10; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

46.
TC1000011923.hg. 60 1.90 6.72 4.97 ctrl - P10; ctrl - P2; P3 - ctrl; P8 - ctrl; P3 - P10; P8 - P10; P3 - P11;
1 TC1000011923.hg.1 NM_001145453 GFRA1 2674 4 E-07 18 E-07 P8-P11; P3-P2; P8-P2; P3-P8




ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -

TC1100008121.hg. hakora.aAug10- 191 4.98 P10; P10-P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1100008121.hg.1 unspliced hakora NA 9 E-07 6.72 E-07 P8
TC0800009429.hg. 46. 191 6.71 4.98 P10 - ctrl; P11 - ctrl; P2 - ctrl; P8 - ctrl; P10 - P2; P10 - P3; P11 -
1 TC0800009429.hg.1 NM_005218 DEFB1 1672 56 E-07 95 E-07 P2; P11-P3; P8-P2; P8-P3

46.
TC1700011456.hg. satama.aAug10- 55 191 6.71 4.98 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P2 - P11; P11 -
1 TC1700011456.hg.1 unspliced satama NA 8 E-07 94 E-07 P8; P2 - P3; P2 -P8; P3-P8

46.
TC1500010108.hg. ENST00000602975. 52 1.92 6.71 5.00 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC1500010108.hg.1 1 RP11-797A18.6 2 E-07 75 E-07 P11; P11-P8; P2 - P3; P2 - P8; P3 - P8

46.
TC1200008849.hg. 50 1.92 6.71 5.01 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC1200008849.hg.1 uc058tfd.1 AC144522.1 NA 1 E-07 64 E-07 P11; P11-P8; P2 - P3; P2 - P8; P3 - P8

46.
TC2100007663.hg. 47 1.93 6.71 5.02 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC2100007663.hg.1 NM_001130914 BTG3 10950 4 E-07 5 E-07 P10; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2

46.
TC0400007901.hg. 40 1.94 6.71 5.05 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0400007901.hg.1 NM_020859 SHROOM3 57619 7 E-07 14 E-07 P2; P10 - P3; P11 - P2; P8 - P11; P3 - P2; P8 - P2; P8 - P3

46.
TC0300006437.hg. 36 1.95 6.70 5.07 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P11 -
1 TC0300006437.hg.1 NM_001253387 CHL1 10752 7 E-07 93 E-07 P2; P11-P3; P11 -P8

46.
TC1100012957.hg. 33 1.96 6.70 5.09 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1100012957.hg.1 NM_001199573 TRIM22 10346 4 E-07 76 E-07 P2; P3-P11; P8-P11; P3 - P2; P8 - P2
TC0800011057.hg. swaly.aAug10- 46. 1.96 6.70 5.09 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P2 - P10; P3 - P10; P10 -
1 TC0800011057.hg.1 unspliced swaly NA 33 E-07 74 E-07 P8; P2-P11; P3-P11; P2 - P3; P2 - P8; P3 - P8

46.
TC2200007795.hg. 23 1.99 6.70 5.14 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC2200007795.hg.1 uc062fle.1 AL022328.1 NA 2 E-07 22 E-07 P3; P10 - P8; P11 - P2; P3 - P2; P8 - P2; P8 - P3

46.
TC1400009364.hg. 1.02E+ 07 2.02 6.69 5.24 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1400009364.hg.1 NR_110416 LOC101927780 08 3 E-07 37 E-07 P2; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC0100011472.hg. 46. 2.04 6.69 5.26 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P8 -
1 TC0100011472.hg.1 NM_001122834 HHAT 55733 02 E-07 1 E-07 P10; P11-P2; P3-P11; P8 - P11; P3 - P2; P8 - P2

45,
TC1500010463.hg. 93 2.06 6.68 5.32 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1500010463.hg.1 NM_001267580 PRC1 9055 4 E-07 63 E-07 P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

45,
TC1200010620.hg. ENST00000550468. 86 2.08 6.68 5.35 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1200010620.hg.1 2 RP11-161H23.5 7 E-07 27 E-07 P3; P11-P2;P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

45,
TC1300007795.hg. 81 2.09 6.68 5.38 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1300007795.hg.1 NA NA NA 6 E-07 01 E-07 P10; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

45,
TC1200007567.hg. 81 2.09 5.38 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1200007567.hg.1 NM_012284 KCNH3 23416 5 E-07 6.68 E-07 P10; P3 - P10; P11 - P2; P11 - P3; P11 - P8; P2 - P§; P3 - P8

45,

stuby.aAug10- 70 2.12 6.67 5.44 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -

TCOY00006645.hg.1 TCOY00006645.hg.1 unspliced stuby NA 7 E-07 42 E-07 P10; P2-P11; P3 - P11; P11 - P8; P2 - P8; P3 - P8

45,
TC0200008538.hg. leekorbu.aAug10- 65 2.13 6.67 5.47 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0200008538.hg.1 unspliced leekorbu NA 4 E-07 14 E-07 P10; P2-P11; P3 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

45,
TC1300009729.hg. reenoy.aAugl10- 60 2.14 6.66 5.50 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1300009729.hg.1 unspliced reenoy NA 5 E-07 87 E-07 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

45,
TCOX00010098.hg. TCOX00010098.hg. 28 2.23 6.65 5.72 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P8 - P10; P11 -
1 1 NM_001008537 KIAA2022 340533 6 E-07 16 E-07 P2; P11-P3; P11 - P8; P3 - P2; P8 - P2

45,
TC1200011574.hg. 27 2.23 6.65 5.72 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P8 -
1 TC1200011574.hg.1 NM_018351 FGD6 55785 6 E-07 1 E-07 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

45,
TC1800008899.hg. smeebor.aAug10- 21 2.25 6.64 5.75 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P10 -
1 TC1800008899.hg.1 unspliced smeebor NA 9 E-07 79 E-07 P8; P2-P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

45,
TC0800008080.hg. 21 2.25 6.64 5.75 ctrl - P10; ctrl - P11; P3 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0800008080.hg.1 NM_001444 FABP5 2171 4 E-07 77 E-07 P10; P2 - P11; P3-P11; P3-P2; P2 - P8; P3- P8

45,
TC0700013428.hg. 15 2.27 6.64 5.79 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0700013428.hg.1 NM_178238 PILRB 29990 3 E-07 44 E-07 P10; P3-P10; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

45,
TC0100015705.hg. 09 2.28 6.64 5.82 P10 - ctrl; P11 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P11 -
1 TC0100015705.hg.1 NA NA NA 6 E-07 13 E-07 P2, P11-P3;P3-P2;P8-P2;P8-P3

45,
TC0900011148.hg. 08 2.29 6.64 5.83 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC0900011148.hg.1 NM_001286974 CTNNALL 8727 6 E-07 07 E-07 P10; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2

44,
TC1200011753.hg. 92 2.33 6.63 5.94 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1200011753.hg.1 NA NA NA 5 E-07 2 E-07 P3; P11-P2; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC0400008487.hg. spoklawby.cAug10- 44, 2.34 6.63 5.94 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC0400008487.hg.1 unspliced spoklawby NA 92 E-07 17 E-07 P11; P11-P3; P11 -P8; P2-P3; P2 - P8

44,
TC0100017732.hg. ENST00000416221. 88 2.35 6.62 5.96 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC0100017732.hg.1 1 RP11-295G20.2 3 E-07 97 E-07 P10; P8 - P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2

44,
TC0400006478.hg. 80 2.37 6.62 6.00 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC0400006478.hg.1 NA NA NA 9 E-07 57 E-07 P10; P2 - P11; P2 - P3; P2 - P§; P3 - P8

44,
TC0800011912.hg. 80 2.37 6.62 6.00 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC0800011912.hg.1 NA NA NA 8 E-07 56 E-07 P11; P11-P3; P11 -P8; P2 - P3; P2 - P8; P3 - P8

44,
TC1100013201.hg. 79 2.37 6.62 6.00 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1100013201.hg.1 ENST00000542515 ORAOV1 220064 7 E-07 5 E-07 P2; P11-P2;P3-P11;P8-P11; P3 - P2; P8 - P2




TC0600012434.hg. 70 2.40 6.61 6.07 P10 - ctrl; ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0600012434.hg.1 NM_002395 ME1 4199 1 E-07 98 E-07 P2; P11-P2;P3-P11; P8 - P11; P3 - P2; P8 - P2
TC0800007362.hg. 44, 2.41 6.61 6.09 P10 - ctrl; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P11 -
1 TC0800007362.hg.1 NM_021623 PLEKHA2 59339 67 E-07 81 E-07 P2; P8-P11; P3-P2; P8-P2; P8 -P3

44,
TC0300008740.hg. zerborbu.aAug10- 64 2.42 6.61 6.10 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC0300008740.hg.1 unspliced zerborbu NA 7 E-07 68 E-07 P10; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - Pg; P3 - P8

44,
TC0300013665.hg. 61 2.43 6.61 6.12 P10 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 - P11; P8 -
1 TC0300013665.hg.1 ENST00000308466 MUC4 4585 8 E-07 52 E-07 P2, P8-P3
TC1400007585.hg. 1.04E+ 44, 2.43 6.61 6.12 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P8 -
1 TC1400007585.hg.1 NR_125769 LINC01269 08 61 E-07 48 E-07 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

44,
TC0200012082.hg. 57 2.44 6.61 6.14 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC0200012082.hg.1 NM_015662 IFT172 26160 6 E-07 29 E-07 P3; P11-P2; P11 -P3;P11-P8; P2-P3;P2-P8

44,
TC0200015618.hg. veygorbo.aAug10- 44 2.48 6.60 6.23 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 - P8; P11 -
1 TC0200015618.hg.1 unspliced veygorbo NA 5 E-07 57 E-07 P3; P11-P8; P2 - P3; P2 - P8

43.
TC0500013185.hg. 94 2.64 6.57 6.63 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0500013185.hg.1 ENST00000425529 RP11-497H16.7 6 E-07 81 E-07 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

43.
TC0300011979.hg. 91 2.65 6.57 6.65 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P11; P8 -
1 TC0300011979.hg.1 NM_024508 ZBED2 79413 7 E-07 65 E-07 P11; P3-P2; P8 - P2

43. ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P10 - P11; P2 - P10; P3 -
TC1500009610.hg. veysorbo.aAug10- 81 2.69 6.57 6.74 P10; P10 - P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1500009610.hg.1 unspliced veysorbo NA 2 E-07 07 E-07 P8

43.
TC1300008930.hg. chorwarby.aAug10- 74 2.71 6.56 6.79 ctrl - P10; ctrl - P11; ctrl - P8; P2 - P10; P3 - P10; P10 - P8; P2 -
1 TC1300008930.hg.1 unspliced chorwarby NA 4 E-07 69 E-07 P11; P3-P11; P11 -P8; P2-P3; P2-P8; P3-P8

43.
TC1000012227.hg. 72 2.72 6.56 6.80 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1000012227.hg.1 NM_152311 CLRN3 119467 5 E-07 59 E-07 P2; P10-P3; P10 - P8; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P8 - P3

43.
TC0200007399.hg. 62 2.75 6.56 6.87 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P2 - P11; P2 - P3;
1 TC0200007399.hg.1 NM_172069 PLEKHH2 130271 8 E-07 04 E-07 P2 -P8

43.
TC0400008772.hg. 62 2.75 6.56 6.87 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P11 -
1 TC0400008772.hg.1 NR_038380 SLC7A11-AS1 641364 4 E-07 02 E-07 P2;P3-P11;P8-P11; P3 - P2; P8 - P2; P3 - P8
TC0100009850.hg. ENST00000466343. 43, 2.76 6.55 6.89 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0100009850.hg.1 2 RP4-791M13.3 6 E-07 89 E-07 P10; P2 - P11; P11 - P3; P11 - P§; P2 - P3; P2 - P§; P3 - P8

43,
TC0100007841.hg. 57 2.77 6.55 6.91 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0100007841.hg.1 NM_001256875 CDCA8 55143 1 E-07 72 E-07 P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

43,
TC1500007511.hg. garstaw.aAug10- 53 2.79 6.55 6.93 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P10 - P11; P2 - P10; P3 -
1 TC1500007511.hg.1 unspliced garstaw NA 4 E-07 52 E-07 P10; P2 - P11; P3 - P11; P2 - P3; P2 - P8; P3 - P8
TC0200009626.hg. 43. 2.79 6.55 6.95 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P8 -
1 TC0200009626.hg.1 NM_001195685 LYPD6 2023.2 51 E-07 38 E-07 P10; P11 - P2; P11 - P3; P11 - P8; P8 - P2; P8 - P3

43.
TC1800008997.hg. 1.01E+ 41 283 654  7.02  P10-ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P2 -
1 TC1800008997.hg.1 NR_038325 LINC01541 08 8 E-07 86 E-07 P11; P3-P11; P8 - P11; P8 - P2; P8 - P3

43.
TC0400012972.hg. 41 2.83 6.54 7.02 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P3 -
1 TC0400012972.hg.1 NM_020724 RNF150 57484 6 E-07 86 E-07 P10; P11 - P2; P11 - P3; P11 - P8

43.
TC0800009782.hg. 39 2.84 6.54 7.02 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0800009782.hg.1 NM_001130518 CSGALNACT1 55790 6 E-07 74 E-07 P2; P10 - P3; P11 - P2; P8 - P11; P3 - P2; P8 - P2; P8 - P3

43, ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0100011099.hg. kleyplu.aAug10- 39 2.84 6.54 7.02 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0100011099.hg.1 unspliced kleyplu NA 6 E-07 74 E-07 P8

43,
TC1600009427.hg. 27 2.88 6.54 7.13 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1600009427.hg.1 LOC729978.dAugl10 LOC729978 1 E-07 04 E-07 P10; P8 - P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8
TC0600011460.hg. LOC100287365.aAu 43, 2.89 6.53 7.15 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0600011460.hg.1 g10-unspliced LOC100287365 NA 24 E-07 86 E-07 P2; P10-P3; P10 - P8; P11-P2; P11- P3; P3 - P2; P8 - P2; P8 - P3

43,
TC1500006568.hg. jeezaw.aAug10- 23 2.90 6.53 7.15 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P10 -
1 TC1500006568.hg.1 unspliced jeezaw NA 4 E-07 83 E-07 P8; P2-P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

43,
TC1900011960.hg. 14 2.93 6.53 7.23 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P8 -
1 TC1900011960.hg.1 NM_021016 PSG3 5671 3 E-07 31 E-07 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2

43,
TC0400011646.hg. smusnawby.aAug10 08 2.95 6.52 7.27 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0400011646.hg.1 -unspliced smusnawby NA 6 E-07 99 E-07 P10; P2 - P11; P3 - P11; P11- P8; P2 - P3; P2 - P§; P3 - P8

42.
TC0200014765.hg. DPP4.nAugl0- 95 3.00 6.52 7.39 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P10 -
1 TC0200014765.hg.1 unspliced DPP4 NA 8 E-07 27 E-07 P8; P11-P8; P2 - P8; P3-P8

42.
TCOX00010083.hg. TCO0X00010083.hg. 95 3.00 6.52 7.39 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 1 NR_030398 MIR421 693122 5 E-07 25 E-07 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

42.
TC0100014852.hg. 91 3.02 6.52 7.41 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0100014852.hg.1 NM_002053 GBP1 2633 3 E-07 01 E-07 P3; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

42.
TC1600011465.hg. 1.01E+ 91 3.02 7.41 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1600011465.hg.1 NR_040023 ERVK13-1 08 2 E-07 6.52 E-07 P10; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P§; P3 - P8
TC1800009245.hg. 42. 3.02 6.51 7.42 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P11; P8 -
1 TC1800009245.hg.1 NM_001031848 SERPINB8 5271 9 E-07 93 E-07 P11; P3-P2; P8 - P2

42.
TC0200008502.hg. 88 3.03 6.51 7.43 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0200008502.hg.1 NM_001281710 NCAPH 23397 3 E-07 84 E-07 P3; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

42.
TC0500012373.hg. basteyby.aAug10- 86 3.04 6.51 7.43 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0500012373.hg.1 unspliced basteyby NA 9 E-07 76 E-07 P10; P2 - P11; P11 - P3; P11 - P§; P2 - P3; P2 - P8




42,

TC1500009071.hg. ENST00000560769. 83 3.05 6.51 7.46 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 TC1500009071.hg.1 1 CTD-2033D15.1 3 E-07 56 E-07 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2

42.
TC0500007050.hg. 80 3.06 6.51 7.48 P10 - ctrl; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P11 -
1 TC0500007050.hg.1 NM_178140 PDZD2 23037 6 E-07 4 E-07 P2; P8 - P11; P8 - P2; P8 - P3

42.
TC0200014718.hg. meydo.aAugl0- 76 3.08 6.51 7.51 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC0200014718.hg.1 unspliced meydo NA 9 E-07 19 E-07 P11; P11-P3; P11 -P8; P2-P3; P2 -P8

42.
TC0900008395.hg. 61 3.14 6.50 7.66 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0900008395.hg.1 NA NA NA 5 E-07 31 E-07 P10; P10 - P8; P2 - P11; P11 - P§; P2 - P3; P2 - P§; P3 - P8

42.
TC0600007610.hg. 58 3.15 6.50 7.68 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0600007610.hg.1 NM_002441 MSH5 4439 5 E-07 14 E-07 P10; P8 - P10; P2 - P11; P11 - P§; P2 - P3; P2 - P§; P3 - P8
TCOX00008056.hg. TCOX00008056.hg. 42. 3.15 6.50 7.68 ctrl - P10; P2 - ctrl; P3 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 1 NM_001171092 CLDN2 9075 58 E-07 11 E-07 P10; P8 - P10; P2 - P11; P11 - P8; P2 - P8; P3 - P8

42.
TC1500006785.hg. 55 3.16 6.49 7.69 ctrl - P11; ctrl - P2; ctrl - P3; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1500006785.hg.1 NM_001039841 ARHGAP11B 89839 9 E-07 99 E-07 P3; P8-P10; P2 - P11; P3 - P11; P8 - P11; P8 - P2; P8 - P3

42.
TC0800009178.hg. 54 3.17 6.49 7.70 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P11 -
1 TC0800009178.hg.1 NR_126398 C8orf31 286122 1 E-07 89 E-07 P2; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

42.
TC1200009179.hg. paforby.aAug10- 38 3.24 6.48 7.85 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1200009179.hg.1 unspliced paforby NA 4 E-07 99 E-07 P2; P10 - P3; P11 - P2; P8 - P11; P3 - P2; P8 - P2; P8 - P3

42.
TC1000008995.hg. 31 3.27 6.48 7.92 P10 - ctrl; ctrl - P11; ctrl - P3; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1000008995.hg.1 NM_001276282 ATRNL1 26033 4 E-07 59 E-07 P3; P10-P8; P2 - P11; P8 - P11; P2 - P3; P8 - P2; P8 - P3

42.
TC0300007190.hg. swerfawbo.aAug10- 27 3.28 6.48 7.95 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0300007190.hg.1 unspliced swerfawbo NA 3 E-07 35 E-07 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

42.
TC1100012787.hg. staglybu.aAug10- 20 3.31 6.47 8.02 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P10 - P3; P11 -
1 TC1100012787.hg.1 unspliced staglybu NA 8 E-07 97 E-07 P2; P11-P3; P11-P8; P2 - P3

42.
TC1500009348.hg. 15 334 6.47 8.06 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P8 -
1 TC1500009348.hg.1 NM_000138 FBN1 2200 5 E-07 67 E-07 P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2

42.
TC1100011766.hg. 14 334 6.47 8.07 ctrl - P10; ctrl - P11; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P3 -
1 TC1100011766.hg.1 NA NA NA 6 E-07 61 E-07 P11; P11-P8; P2 - P8; P3 - P8

42.
TC0700008617.hg. 13 3.35 6.47 8.07 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0700008617.hg.1 NM_020979 SH2B2 10603 6 E-07 56 E-07 P3; P11-P2; P8 - P11; P3 - P2; P8 - P2; P8 - P3

42.
TC1500010018.hg. 04 3.39 6.47 8.16 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 - P10; P3 -
1 TC1500010018.hg.1 NM_001146029 SEMA7A 8482 2 E-07 01 E-07 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

42.
TC0100012299.hg. 03 3.39 6.46 8.16 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P10 -
1 TC0100012299.hg.1 NA NA NA 4 E-07 97 E-07 P8; P2-P11; P11 - P8; P2 - P3; P2 - P8

41.
TC0500009035.hg. 99 341 6.46 8.20 ctrl - P10; ctrl - P11; ctrl - P2; P3 - ctrl; ctrl - P8; P3 - P10; P3 -
1 TC0500009035.hg.1 NM_001040129 SPINK13 153218 2 E-07 72 E-07 P11; P3-P2;P3-P8

41.
TC0700007001.hg. 94 3.43 6.46 8.25 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P10 - P3; P11 -
1 TC0700007001.hg.1 NR_122069 HOXA-AS2 285943 3 E-07 44 E-07 P2; P11-P3; P11 - P8; P2 - P3; P8 - P3

41.
TC0200012917.hg. 93 3.44 6.46 8.25 ctrl - P10; ctrl - P2; P3 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0200012917.hg.1 NA NA NA 6 E-07 4 E-07 P10; P11 - P2; P11 - P8; P3 - P2; P2 - P8; P3 - P8

41.
TC2000009295.hg. sperpey.aAugl0- 89 3.45 6.46 8.29 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P10 -
1 TC2000009295.hg.1 unspliced sperpey NA 5 E-07 16 E-07 P8; P2-P11; P3-P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

41.
TC0500012567.hg. 86 3.47 8.30 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0500012567.hg.1 NM_032385 FAXDC2 10826 7 E-07 6.46 E-07 P10; P8 - P10; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 - P8

41.
TC0600007700.hg. 86 3.47 6.45 8.30 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0600007700.hg.1 NM_002263 KIFC1 3833 3 E-07 98 E-07 P3; P8-P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

41.
TC1400006437.hg. 84 3.48 6.45 8.31 ctrl - P11; P2 - ctrl; P3 - ctrl; ctrl - P8; P10 - P11; P2 - P10; P3 -
1 TC1400006437.hg.1 NA NA NA 9 E-07 89 E-07 P10; P10 - P8; P2 - P11; P3 - P11; P2 - P3; P2 - Pg; P3 - P8

41.
TC0700008503.hg. 80 3.50 6.45 8.36 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0700008503.hg.1 uc032zyw.2 AC069294.1 NA 3 E-07 62 E-07 P10; P3 - P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8

41.
TC1600007880.hg. 67 3.56 6.44 8.49 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC1600007880.hg.1 uc059uez.1 snoU13 NA 7 E-07 89 E-07 P3; P2-P11; P11 -P3; P11-P8; P2 - P3; P2 - P8

41. ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC0100008517.hg. 1p31.3- 60 3.59 6.44 8.56 P10; P3 - P10; P8 - P10; P11 - P2; P11 - P3; P11 - P8; P2 - P8; P3 -
1 TC0100008517.hg.1 NM_001134673 NFIA p31.2 9 E-07 49 E-07 P8

41.
TC0600011515.hg. ENST00000580587. XXbac- 53 3.63 6.44 8.64 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P2; P10 - P3; P11 -
1 TC0600011515.hg.1 1 BPG181M17.6 2 E-07 04 E-07 P2, P11-P3;P3-P2;P8-P2;P8-P3

41.
TC0500010540.hg. 47 3.65 6.43 8.70 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0500010540.hg.1 NM_001127671 LIFR 3977 8 E-07 72 E-07 P10; P3 - P10; P10 - P8; P11 - P3; P11 - P8; P2 - P8; P3 - P8

41. ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
TC1500007815.hg. gawzoybu.aAug10- 42 3.68 6.43 8.75 P10; P3 - P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1500007815.hg.1 unspliced gawzoybu NA 4 E-07 41 E-07 P8

41.
TC0200016583.hg. 1.06E+ 36 371 6.43 8.81 ctrl - P10; ctrl - P11; ctrl - P8; P2 - P10; P3 - P10; P2 - P11; P3 -
1 TC0200016583.hg.1 NR_131917 LOC105747689 08 5 E-07 06 E-07 P11; P2-P3;P2-P8; P3-P8

41.
TC2200007496.hg. jeybar.aAug10- 28 3.75 6.42 8.90 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC2200007496.hg.1 unspliced jeybar NA 4 E-07 59 E-07 P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

41.
TC1100011933.hg. 27 3.76 6.42 8.90 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1100011933.hg.1 TUBA1B.1.aAugl0 TUBA1B.1 NA 5 E-07 54 E-07 P3; P8-P11; P8 - P2; P8-P3




TC0300013336.hg. 41. 3.81 6.41 9.02 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P2; P8 - P10; P11 -
1 TC0300013336.hg.1 NM_014398 LAMP3 27074 17 E-07 91 E-07 P2;P3-P11; P8-P11; P3 - P2; P8 - P2

41.
TC0200011902.hg. chaneebo.aAug10- 15 3.82 6.41 9.03 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC0200011902.hg.1 unspliced chaneebo NA 9 E-07 85 E-07 P8; P2-P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

41.
TC0400007806.hg. 15 3.82 6.41 9.03 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 TC0400007806.hg.1 NM_001144756 NPFFR2 10886 3 E-07 81 E-07 P10; P11- P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC0700008073.hg. 41. 3.85 6.41 9.08 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0700008073.hg.1 NM_000941 POR 5447 1 E-07 5 E-07 P2; P10 -P3; P10 - P8; P11 - P2; P8 - P11; P3 - P2; P8 - P2; P8 - P3

41.
TC1100010747.hg. gawny.aAugl0- 09 3.85 6.41 9.08 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC1100010747.hg.1 unspliced gawny NA 8 E-07 48 E-07 P11; P3-P11; P2 -P3; P2 - P§; P3 - P8

41.
TC1500006580.hg. 15q11. 06 3.87 6.41 9.11 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P3 -
1 TC1500006580.hg.1 NR_003294 SNORD115-2 2 3 E-07 28 E-07 P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8
TC0500011072.hg. chostarby.aAug10- 41, 3.87 6.41 9.11 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC0500011072.hg.1 unspliced chostarby NA 06 E-07 26 E-07 P11; P11-P8; P2 - P3; P2 - P§; P3 - P8

40.
TC0600011112.hg. 98 3.91 6.40 9.19 ctrl - P10; ctrl - P11; P2 - ctrl; P3 - ctrl; ctrl - P8; P11 - P10; P2 -
1 TC0600011112.hg.1 NM_005074 SLC17A1 6568 7 E-07 83 E-07 P10; P3 - P10; P2 - P11; P3 - P11; P2 - P8; P3 - P8

40.
TC2000009922.hg. 20q13. 88 3.96 6.40 9.31 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC2000009922.hg.1 NM_001199264 SGK2 2 9 E-07 25 E-07 P10; P3 - P10; P11 - P2; P11 - P3; P11 - P8; P3 - P2; P3 - P8

40.
HTA2-pos- 81 4.00 6.39 9.39 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
2985912_st 23150249 NA NA NA 5 E-07 81 E-07 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

40.
TC0700010370.hg. 72 4.05 6.39 9.50 ctrl - P11; P2 - ctrl; P3 - ctrl; ctrl - P8; P10 - P11; P2 - P10; P3 -
1 TC0700010370.hg.1 NA NA NA 1 E-07 25 E-07 P10; P10 - P8; P2 - P11; P3 - P11; P2 - P3; P2 - P§; P3 - P8

40.
TC0200009344.hg. 63 4.10 6.38 9.61 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P10 - P3; P11 -
1 TC0200009344.hg.1 NM_001258304 CCDC74A 90557 2 E-07 71 E-07 P2; P11-P3; P11 -P8; P8 - P2; P8 - P3

40.
TC0100009670.hg. 59 4.12 6.38 9.65 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P10 - P11; P2 - P10; P3 -
1 TC0100009670.hg.1 NA NA NA 8 E-07 51 E-07 P10; P10-P8; P2 - P11; P3 - P11; P2 - P3; P2 - P§; P3 - P8

40.
TC2100007806.hg. smuvee.aAugl10- 50 4.18 6.37 9.77 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC2100007806.hg.1 unspliced smuvee NA 1 E-07 93 E-07 P11; P3-P11; P2 -P3; P2 -P8; P3-P8

40.
TC0900010570.hg. 44 4.21 6.37 9.83 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0900010570.hg.1 NM_001244959 FRMD3 257019 8 E-07 61 E-07 P10; P8 - P10; P3 - P11; P11 - P8; P3 - P2; P2 - P§; P3 - P8

40.
TC0600007282.hg. 44 4.21 6.37 9.83 P10 - ctrl; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P11 -
1 TC0600007282.hg.1 NM_003522 HIST1H2BF 8343 1 E-07 57 E-07 P2; P8-P11; P3-P2; P8-P2; P8 -P3

40.
TC1100012687.hg. 11q24. 37 4.25 6.37 9.91 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC1100012687.hg.1 NM_001308027 MSANTD2 2 7 E-07 19 E-07 P11; P11-P3; P11 -P8; P2-P3;P2-P8

40.
TC1300009783.hg. mimeri.aAug10- 35 4.26 6.37 9.94 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC1300009783.hg.1 unspliced mimeri NA 1 E-07 03 E-07 P11; P11-PS8; P2 - P3; P2 - P§; P3 - P8

40.
TC1200011992.hg. vubler.aAug10- 23 4.33 6.36 1.01 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P11 -
1 TC1200011992.hg.1 unspliced vubler NA 3 E-07 32 E-06 P2; P8 - P11; P3 - P2; P8 - P2
TC1000011952.hg. porpoyby.aAugl10- 40. 4.39 6.35 1.02 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1000011952.hg.1 unspliced porpoyby NA 14 E-07 76 E-06 P10; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8

40.
TC2200006540.hg. 08 4.43 6.35 1.03 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P11; P8 -
1 TC2200006540.hg.1 NM_017414 UsP18 11274 1 E-07 4 E-06 P11; P3-P2; P8- P2

40.
TC1900011382.hg. 04 4.45 6.35 1.03 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1900011382.hg.1 hsa_circ_0000954 MYADM NA 2 E-07 16 E-06 P3; P11-P2; P8 - P11; P3 - P2; P8 - P2; P8 - P3

39.
HTA2-pos- 98 4.48 6.34 1.04 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
PSR07002495.hg.1 23151383 NA NA NA 8 E-07 84 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

39.
TC0300011888.hg. 87 4.55 6.34 1.06 P10 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P10 - P8; P8 -
1 TC0300011888.hg.1 NA NA NA 8 E-07 17 E-06 P11; P8 - P2; P8 - P3

39.
TC0200009895.hg. 70 4.67 6.33 1.08 ctrl - P10; ctrl - P2; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P8 -
1 TC0200009895.hg.1 NM_001256126 CERS6 253782 1 E-07 09 E-06 P10; P11- P2; P11 - P8; P3 - P2; P3 - P8

39.
TC0200012989.hg. wuklar.aAug10- 65 4.70 6.32 1.09 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0200012989.hg.1 unspliced wuklar NA 7 E-07 82 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

39.
TC0900011662.hg. kortuby.aAug10- 57 4.75 6.32 1.10 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0900011662.hg.1 unspliced kortuby NA 9 E-07 34 E-06 P3; P11-P2;P3-P11;P8-P11; P3-P2; P8-P2; P8 - P3

39.
TC1500007593.hg. 55 4.76 6.32 1.10 P11 -ctrl; P2 - ctrl; P11 - P10; P2 - P10; P2 - P11; P11 - P3; P11 -
1 TC1500007593.hg.1 NR_002756 RNUSA-1 26831 6 E-07 2 E-06 P8; P2 -P3; P2 -P8

39.
TC0100016693.hg. 48 4.81 6.31 111 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P2 - P11; P2 - P3;
1 TC0100016693.hg.1 ENST00000623474 RP4-635A23.6 6 E-07 77 E-06 P2 -P8

39.
TC1500006585.hg. 15q11. 45 4.83 6.31 111 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC1500006585.hg.1 NR_003300 SNORD115-8 2 2 E-07 56 E-06 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

39.
TC1100010456.hg. 38 4.88 6.31 1.12 P11 - ctrl; ctrl - P2; P3 - ctrl; P11 - P10; P10 - P2; P3 - P10; P11 -
1 TC1100010456.hg.1 NM_000280 PAX6 5080 6 E-07 16 E-06 P2; P11-P8; P3-P2;P3-P8

39.
TC0200012343.hg. steelo.aAug10- 30 4.94 6.30 1.14 P10 - ctrl; P2 - ctrl; P10 - P11; P2 - P10; P10 - P3; P10 - P8; P2 -
1 TC0200012343.hg.1 unspliced steelo NA 2 E-07 64 E-06 P11; P2 -P3;P2-P8

39.
TC0100018300.hg. 24 4.98 6.30 1.14 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P11 -
1 TC0100018300.hg.1 NM_001261464 ADAM15 8751 8 E-07 31 E-06 P2; P3-P11; P8-P11; P3 - P2; P8 - P2; P8 - P3




39.

TC0400010128.hg. smusmawby.aAugl 23 4.99 6.30 1.15 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0400010128.hg.1 0-unspliced smusmawby NA 1 E-07 2 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

39.
TC0100009149.hg. PTBP2.0Aug10- 17 5.03 6.29 1.15 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC0100009149.hg.1 unspliced PTBP2 NA 7 E-07 86 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

39.
TC1100008008.hg. 17 5.03 6.29 1.15 ctrl - P11; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC1100008008.hg.1 NM_002689 POLA2 23649 2 E-07 83 E-06 P10; P8 - P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2

39.
TC1100010131.hg. ENST00000527288. 10 5.08 6.29 1.16 P10 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 - P11; P8 -
1 TC1100010131.hg.1 1 RP11-265D17.2 8 E-07 44 E-06 P2; P8 -P3

39.
TCOX00009917.hg. TCOX00009917.hg. 01 5.14 6.28 1.18 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 1 NM_001199687 EDA2R 60401 9 E-07 89 E-06 P3; P11-P2; P8 - P11; P3 - P2; P8 - P2; P8 - P3

38.
TC0800011305.hg. 98 5.17 6.28 1.18 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P3 -
1 TC0800011305.hg.1 NM_001040624 NCALD 83988 2 E-07 66 E-06 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

38.
TC0900006657.hg. sposhaw.aAug10- 81 5.30 6.27 1.21 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P2 - P10; P3 - P10; P10 -
1 TC0900006657.hg.1 unspliced sposhaw NA 4 E-07 61 E-06 P8; P2-P11;P3-P11;P11-P8; P2 - P3; P2 - P§; P3 - P8

38.
TC1400008189.hg. tamami.aAugl10- 73 5.36 6.27 1.22 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P10 -
1 TC1400008189.hg.1 unspliced tamami NA 2 E-07 1 E-06 P8; P2 -P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

38.
TC0600014191.hg. 72 5.36 6.27 1.22 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0600014191.hg.1 NM_001030060 SAMD5 389432 5 E-07 06 E-06 P3; P2-P11;P3-P11; P8 -P11; P2-P3; P8 -P3

38.
TC0700007694.hg. 64 5.43 6.26 1.24 P2 - ctrl; P3 - ctrl; ctrl - P8; P10 - P11; P2 - P10; P3 - P10; P10 - P8;
1 TC0700007694.hg.1 NA NA NA 1 E-07 53 E-06 P2-P11;P3-P11;P2-P8; P3-P8
TC1200012298.hg. ENST00000602741. 38. 5.44 6.26 1.24 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC1200012298.hg.1 1 RP11-214K3.19 63 E-07 46 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

38.
TC1700010440.hg. 50 5.54 6.25 1.26 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P2; P3 - P10; P11 -
1 TC1700010440.hg.1 NM_001032278 MMP28 79148 1 E-07 65 E-06 P2; P3-P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

38.
TC0500011579.hg. 48 5.55 6.25 1.26 P11 - ctrl; P2 - ctrl; P11 - P10; P2 - P10; P2 - P11; P11 - P3; P11 -
1 TC0500011579.hg.1 NM_005668 ST8SIA4 7903 7 E-07 56 E-06 P8; P2-P3; P2-P8

38.
TC0200014733.hg. 43 5.59 6.25 1.27 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P2 -
1 TC0200014733.hg.1 NA NA NA 7 E-07 25 E-06 P11; P2-P3; P2-P8; P3-P8

38.
TC0300013555.hg. 28 5.72 6.24 1.30 P10 - ctrl; ctrl - P2; ctrl - P3; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0300013555.hg.1 NM_178496 MB21D2 151963 3 E-07 28 E-06 P3; P11-P2; P11 - P3; P8 - P11; P3 - P2; P8 - P2; P8 - P3

38.
TC1700007167.hg. snovybu.aAugl10- 24 5.75 6.24 1.30 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1700007167.hg.1 unspliced snovybu NA 1 E-07 02 E-06 P10; P3 - P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

38.
TC0900012180.hg. 23 5.76 6.23 1.30 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P8; P11 - P10; P3 - P10; P11 -
1 TC0900012180.hg.1 NM_001100876 PHYHD1 254295 5 E-07 98 E-06 P2; P11-P3; P11 - P8; P3 - P2; P3- P8

38.
TC0200011507.hg. 19 5.79 6.23 1.31 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC0200011507.hg.1 NA NA NA 6 E-07 72 E-06 P11; P3-P11; P3 - P2; P2 - P8; P3 - P8

38.
TC1000010851.hg. chawmyby.aAug10- 18 5.80 6.23 1.31 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P10 - P8; P2 -
1 TC1000010851.hg.1 unspliced chawmyby NA 6 E-07 67 E-06 P11; P3-P11; P2 - P3; P2 - P8; P3 - P8

38.
TCOX00008468.hg. TCOX00008468.hg. 13 5.84 6.23 1.32 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 1 NM_001101357 CCDC160 347475 9 E-07 37 E-06 P10; P3 - P10; P11 - P3; P11 - P8; P2 - P3; P2 - Pg; P3 - P8

38.
HTA2-pos- 12 5.85 6.23 1.32 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
47421982_st 23150845 NA NA NA 9 E-07 3 E-06 P10; P2 - P11; P2 - P3; P2 - P8

38.
TC1400006436.hg. 12 5.85 6.23 1.32 ctrl - P11; P2 - ctrl; P3 - ctrl; P10 - P11; P2 - P10; P3 - P10; P10 -
1 TC1400006436.hg.1 NA NA NA 7 E-07 29 E-06 P8; P2-P11; P3- P11; P2 - P3; P2 - P8; P3 - P8

38.
TC0800007672.hg. 11 5.86 6.23 1.32 ctrl - P11; P2 - ctrl; P3 - ctrl; ctrl - P8; P10 - P11; P2 - P10; P10 -
1 TC0800007672.hg.1 NM_052898 XKR4 114786 5 E-07 22 E-06 P8; P2 - P11; P3- P11; P2 - P8; P3 - P8
TC0900008053.hg. gawlar.aAug10- 38. 5.86 6.23 1.32 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P10 -
1 TC0900008053.hg.1 unspliced gawlar NA 11 E-07 18 E-06 P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

38.
TC0200007908.hg. 02 5.94 6.22 1.33 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P10 - P8; P11 -
1 TC0200007908.hg.1 NM_018153 ANTXR1 84168 6 E-07 65 E-06 P2; P11-P3; P11 -P8; P2 - P8

38.
TC1700010652.hg. 00 5.95 6.22 1.34 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 -
1 TC1700010652.hg.1 NM_033032 KRTAP2-2 728279 7 E-07 53 E-06 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

37.
TC0700008354.hg. ENST00000415536. 95 6.00 6.22 135 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P8 -
1 TC0700008354.hg.1 1 AC003092.1 7 E-07 21 E-06 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2

37.
TC0400006931.hg. gloygu.aAug10- 90 6.04 6.21 135 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0400006931.hg.1 unspliced gloygu NA 3 E-07 87 E-06 P10; P2 - P11; P11 - P3; P11 - P§; P2 - P3; P2 - P§; P3 - P8

37.
TCOX00006804.hg. TCOX00006804.hg. 89 6.05 6.21 1.36 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 1 NA NA NA 2 E-07 79 E-06 P11; P3-P11; P2 -P3; P2 - P§; P3 - P8

37.
TC1000009674.hg. 1.05E+ 88 6.06 6.21 1.36 P3 -ctrl; P8 - ctrl; P10 - P2; P3 - P10; P8 - P10; P3 - P11; P8 - P11;
1 TC1000009674.hg.1 ENST00000478294 LOC105376382 08 7 E-07 76 E-06 P3-P2; P8 -P2

37.
TC1000008395.hg. ENST00000354541. 86 6.08 6.21 1.36 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P11 -
1 TC1000008395.hg.1 3 RP11-149123.3 3 E-07 61 E-06 P2; P11-P3;P11-P8; P2 -P3; P2-P8

37.
TC0800007051.hg. 83 6.10 6.21 1.36 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0800007051.hg.1 NM_001105541 NEFM 4741 5 E-07 43 E-06 P10; P11-P2; P3-P11; P11 - P§; P3 - P2; P2 - P§; P3 - P8

37.
TC0300006705.hg. 1.01E+ 80 6.13 6.21 137 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0300006705.hg.1 NR_046084 SH3BP5-AS1 08 3 E-07 22 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8




37.

TC1600009927.hg. 76 6.17 137 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P2 - P11; P11 -
1 TC1600009927.hg.1 NA NA NA 7 E-07 6.21 E-06 P8; P2 - P3; P2 - P§; P3 - P8

37.
TC1600009960.hg. 76 6.17 137 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P2 - P11; P11 -
1 TC1600009960.hg.1 NA NA NA 7 E-07 6.21 E-06 P8; P2 - P3; P2 - P§; P3 - P8

37.
TC0500011013.hg. vostarby.aAug10- 73 6.19 6.20 1.38 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0500011013.hg.1 unspliced vostarby NA 9 E-07 81 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

37.
TC0200012826.hg. ENST00000561559. 70 6.22 6.20 1.38 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0200012826.hg.1 1 RP11-568N6.1 8 E-07 62 E-06 P10; P10 - P3; P11 - P3; P11 - P§; P2 - P3; P2 - P§; P8 - P3

37.
TC0100014027.hg. rerparbu.aAugl0- 69 6.24 6.20 1.39 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0100014027.hg.1 unspliced rerparbu NA 1 E-07 51 E-06 P10; P3 - P10; P2 - P11; P11 - P§; P2 - P3; P2 - P§; P3 - P8

37.
TC1700011421.hg. rawwey.aAugl10- 59 6.33 6.19 1.40 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC1700011421.hg.1 unspliced rawwey NA 3 E-07 88 E-06 P10; P2 - P11; P3 - P11; P2 - P3; P2 - P8; P3 - P8

37.
TC0800007641.hg. 50 6.41 6.19 1.42 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P11; P8 -
1 TC0800007641.hg.1 NM_001286673 RGS20 8601 5 E-07 32 E-06 P11; P3-P2; P8 - P2; P8 - P3

37.
TC2200008036.hg. OTTHUMTO00000075 43 6.48 6.18 1.44 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P11; P8 -
1 TC2200008036.hg.1 837 USP41 373856 3 E-07 85 E-06 P11; P3-P2; P8 - P2
TC0600007585.hg. 37. 6.49 6.18 1.44 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0600007585.hg.1 NM_001289161 MICB 4277 42 E-07 77 E-06 P3; P8-P10; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

37.
TC0900011875.hg. 41 6.50 6.18 1.44 ctrl - P10; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P2 -
1 TC0900011875.hg.1 NR_023344 RNUGATAC 1E+08 3 E-07 72 E-06 P11; P11-P8; P2 - P3; P2 - P8; P3 - P8

37.
TC0100014952.hg. 40 6.51 6.18 1.44 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0100014952.hg.1 NR_034089 CCDC18-AS1 1E+08 5 E-07 67 E-06 P10; P11 - P8; P2 - P3; P2 - P8; P3 - P8

37.
TC1200009297.hg. feeforby.aAug10- 35 6.56 6.18 1.45 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1200009297.hg.1 unspliced feeforby 3 E-07 33 E-06 P3; P11-P2; P8-P11; P3-P2; P8 - P2; P8 - P3

37.
TC0500009377.hg. 25 6.65 6.17 1.47 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 - P10; P3 -
1 TC0500009377.hg.1 NM_017785 SPDL1 54908 7 E-07 71 E-06 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

37.
TCOX00007243.hg. TCO0X00007243.hg. 20 6.70 6.17 1.48 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 1 uc022bwf.2 AC231645.1 NA 6 E-07 38 E-06 P10; P11- P3; P11 - P8; P2 - P3; P2 - P8

37.
TC0700010537.hg. 17 6.73 6.17 1.48 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0700010537.hg.1 NA NA NA 9 E-07 21 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

37.
TC0400006665.hg. zawku.aAug10- 11 6.79 6.16 1.49 ctrl - P10; P11 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0400006665.hg.1 unspliced zawku NA 8 E-07 81 E-06 P10; P11 - P2; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8

37.
TC1700006647.hg. lywaw.aAug10- 08 6.82 6.16 1.50 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC1700006647.hg.1 unspliced lywaw NA 9 E-07 62 E-06 P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8
TC1500008525.hg. poychubu.aAug10- 37. 6.84 6.16 1.50 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1500008525.hg.1 unspliced poychubu NA 07 E-07 5 E-06 P10; P3 - P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

37.
TC0500011852.hg. 04 6.86 6.16 151 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P11; P8 -
1 TC0500011852.hg.1 NM_001178102 LOX 4015 9 E-07 36 E-06 P11; P3-P2; P8- P2

36.
TC0200008981.hg. doswawby.aAug10- 97 6.94 6.15 1.52 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0200008981.hg.1 unspliced doswawby NA 7 E-07 89 E-06 P10; P3 - P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

36.
TC1100008401.hg. 93 6.98 6.15 1.53 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P3 -
1 TC1100008401.hg.1 zeekarby.aAugl10 zeekarby NA 2 E-07 6 E-06 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

36.
TC0100017849.hg. 92 6.99 6.15 153 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P3 - P10; P11 -
1 TC0100017849.hg.1 NM_019891 ERO1B 56605 8 E-07 57 E-06 P2; P11-P3; P11 -P8; P3-P2; P3-P8

36.
TC1000010102.hg. joymorby.aAug10- 91 7.00 6.15 153 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC1000010102.hg.1 unspliced joymorby NA 7 E-07 5 E-06 P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

36.
TC0100015417.hg. 91 7.00 6.15 153 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0100015417.hg.1 NM_001253849 VTCN1 79679 4 E-07 48 E-06 P2; P10 - P3; P11 - P2; P3 - P2; P8 - P2; P8 - P3

36.
TC0600011973.hg. gleebloy.aAug10- 88 7.03 6.15 1.53 P10 - ctrl; ctrl - P11; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P2 -
1 TC0600011973.hg.1 unspliced gleebloy NA 8 E-07 31 E-06 P10; P3 - P10; P2 - P11; P3 - P11; P8 - P11; P2 - P8; P3 - P8

36.
TC1200010130.hg. 87 7.04 6.15 1.54 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 - P3; P11 -
1 TC1200010130.hg.1 NM_001261414 SOX5 6660 6 E-07 23 E-06 P3; P11-P8; P2-P3;P2-P8

36.
TCOX00008826.hg. TCOX00008826.hg. 76 7.16 6.14 1.56 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 1 hsa_circ_0002730 FLNA NA 6 E-07 51 E-06 P3; P11-P2; P8 -P11; P3 - P2; P8 - P2; P8 - P3

36.
TC0400010503.hg. 1.01E+ 75 7.17 6.14 1.56 ctrl - P10; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC0400010503.hg.1 NR_039966 MIR4802 08 3 E-07 43 E-06 P3; P2-P11; P11 -P3;P11-P8; P2-P3;P2-P8

MACF1andKIAA075

TC0100007907.hg. 4.vpAugl0- MACF1andKIAA 36. 7.23 6.14 1.57 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC0100007907.hg.1 unspliced 0754 NA 7 E-07 08 E-06 P11; P3-P11; P2 -P3; P2 - P§; P3 - P8
TCOX00008526.hg. TCOX00008526.hg. 36. 7.23 6.14 1.57 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 - P10; P3 -
1 1 NM_001159699 FHL1 2273 7 E-07 07 E-06 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC1000012438.hg. 36. 7.25 6.13 1.57 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P8 -
1 TC1000012438.hg.1 NR_036438 SVILP1 645954 68 E-07 94 E-06 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2

36.
TC0200012980.hg. 65 7.28 6.13 1.58 ctrl - P10; P11 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P11 -
1 TC0200012980.hg.1 NM_152792 ASPRV1 151516 8 E-07 8 E-06 P2; P11-P3; P11 -P8; P2 - P3; P2 - P8; P3 - P8

36.
TC1600010641.hg. ENST00000563083. 65 7.28 6.13 1.58 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1600010641.hg.1 1 CTD-2012K14.3 5 E-07 78 E-06 P3; P10 - P8; P11 - P2; P8 - P11; P3 - P2; P8 - P2; P8 - P3




36.

TC1300007110.hg. OTTHUMTO00000474 62 7.31 6.13 1.58 ctrl - P10; ctrl - P11; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P2 -
1 TC1300007110.hg.1 841 RP11-165D6.1 5 E-07 58 E-06 P11; P3-P11; P11 -P8; P2 -P8; P3 - P8

36.
TC0800012464.hg. 59 7.35 6.13 1.59 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P3 -
1 TC0800012464.hg.1 NR_024393 CASC8 727677 2 E-07 36 E-06 P11; P8 - P11; P3 - P2; P8 - P2
TC0200013021.hg. 36. 7.36 6.13 1.59 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P11 -
1 TC0200013021.hg.1 NM_020459 PAIP2B 400961 58 E-07 28 E-06 P2; P11-P3; P11 -P8; P2 -P3; P2-P8

36.
TC0100009476.hg. hunura.aAug10- 51 7.44 6.12 1.61 ctrl - P10; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0100009476.hg.1 unspliced hunura NA 6 E-07 86 E-06 P10; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8

36.
TC0100014531.hg. 47 7.48 6.12 1.61 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0100014531.hg.1 NM_001002292 WLS 79971 5 E-07 59 E-06 P10; P8 - P10; P11 - P2; P11 - P3; P11 - P8

36.
TC0600008509.hg. 47 7.48 6.12 1.61 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0600008509.hg.1 NM_001160130 KCNQS 56479 3 E-07 58 E-06 P10; P3 - P10; P2 - P11; P3 - P11; P2 - P3; P2 - Pg; P3 - P8

36.
TC1500008797.hg. yoharu.aAug10- 42 7.54 6.12 1.62 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P10 -
1 TC1500008797.hg.1 unspliced yoharu NA 5 E-07 27 E-06 P8; P2-P11; P3-P11; P2 - P3; P2 - P8; P3- P8
TC1900007992.hg. reture.aAug10- 36. 7.57 6.12 1.63 ctrl - P10; ctrl - P11; ctrl - P8; P10 - P11; P2 - P10; P3 - P10; P2 -
1 TC1900007992.hg.1 unspliced reture NA 4 E-07 09 E-06 P11; P3-P11;P8-P11;P2-P8; P3-P8

36.
TC0100017094.hg. 35 7.62 6.11 1.64 P10 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 - P10; P3 -
1 TC0100017094.hg.1 NM_001123168 FAM72A 729533 9 E-07 82 E-06 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

36.
TC1200007154.hg. smyguby.aAug10- 29 7.69 6.11 1.65 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P10 - P8; P2 -
1 TC1200007154.hg.1 unspliced smyguby NA 4 E-07 39 E-06 P11; P11-PS8; P2 - P3; P2 - P§; P3 - P8

36.
TSUnmapped00000 TSUnmapped00000 27 7.72 6.11 1.66 ctrl - P10; ctrl - P2; ctrl - P8; P11 - P10; P3 - P10; P11 - P2; P11 -
137.hg.1 137.hg.1 ENST00000626615 ABO NA 1 E-07 24 E-06 P8; P3-P2; P3-P8

36.
TC1500010725.hg. 23 7.76 6.11 1.66 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1500010725.hg.1 NM_000070 CAPN3 825 8 E-07 03 E-06 P10; P3 - P10; P11 - P3; P11 - P8; P2 - P3; P2 - P§; P3 - P8

36.
TC2100008297.hg. 19 7.81 6.10 1.67 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC2100008297.hg.1 ENST00000270162 SIK1 150094 5 E-07 74 E-06 P2; P10-P3; P11 - P2; P8 - P11; P3 - P2; P8 - P2; P8 - P3

36.
TC0900008954.hg. soshaw.aAug10- 14 7.87 6.10 1.69 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P10 - P8; P2 -
1 TC0900008954.hg.1 unspliced soshaw NA 3 E-07 39 E-06 P11; P11-P3; P11 -P8; P2-P3;P2-P8

36.
TC1500008894.hg. 12 7.89 6.10 1.69 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC1500008894.hg.1 uc059hck.1 RNUG6-466P NA 7 E-07 28 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

36.
TC0500009212.hg. klaflo.aAug10- 10 7.92 6.10 1.69 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P11 - P2; P11 -
1 TC0500009212.hg.1 unspliced klaflo NA 1 E-07 11 E-06 P3; P11-P8; P2 - P3; P2-P8; P3 - P8

36.
TC0300009164.hg. klardorbu.aAug10- 09 7.94 6.10 1.69 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0300009164.hg.1 unspliced klardorbu NA 1 E-07 04 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -

TC0100009144.hg. skoroybo.aAug10- 36. 7.94 6.10 1.69 P10; P10 - P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0100009144.hg.1 unspliced skoroybo NA 09 E-07 04 E-06 P8

35.
TC0500009320.hg. 98 8.06 6.09 1.72 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 - P10; P3 -
1 TC0500009320.hg.1 NM_001142556 HMMR 3161 9 E-07 36 E-06 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

35.
TC0100018248.hg. 95 8.10 6.09 1.73 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC0100018248.hg.1 NM_017619 RNPC3 55599 4 E-07 13 E-06 P11; P11- P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8

35.
TC0100012764.hg. gomabo.aAugl10- 91 8.15 6.08 1.74 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC0100012764.hg.1 unspliced gomabo NA 6 E-07 87 E-06 P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8

35.
TC0600011943.hg. 6p21.1- 89 8.18 6.08 1.74 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P10 - P2; P10 -
1 TC0600011943.hg.1 NM_001290072 ENPP5 pll.2 5 E-07 73 E-06 P3; P10 - P8; P11 - P2; P11 - P3; P11 - P8; P8 - P2

35.
TC0600010131.hg. derfleeby.aAugl10- 72 8.39 6.07 1.78 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC0600010131.hg.1 unspliced derfleeby NA 8 E-07 61 E-06 P11; P11-P8; P2 - P3; P2 - P8

35.
TC0200010446.hg. meygybu.aAug10- 62 8.53 6.06 1.81 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC0200010446.hg.1 unspliced meygybu NA 6 E-07 92 E-06 P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8
TC1900006816.hg. 35. 8.60 6.06 1.82 P10 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 - P11; P3 -
1 TC1900006816.hg.1 NA NA NA 57 E-07 54 E-06 P2; P8-P2; P8-P3
TC0100014966.hg. 35. 8.63 6.06 1.83 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P11; P8 -
1 TC0100014966.hg.1 NM_001308253 GCLM 2730 55 E-07 41 E-06 P11; P3-P2; P8- P2

35.
TC1200012547.hg. 51 8.67 6.06 1.84 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC1200012547.hg.1 ENST00000623177 RP11-46H11.11 7 E-07 19 E-06 P11; P3-P11; P2 - P3; P2 - P§; P3 - P8

35.
TC0600011887.hg. ENST00000607600. 45 8.75 6.05 1.85 P10 - ctrl; P11 - ctrl; ctrl - P2; ctrl - P3; P8 - ctrl; P10 - P2; P10 -
1 TC0600011887.hg.1 1 RP1-261G23.7 8 E-07 78 E-06 P3; P11-P2; P11 - P3; P3 - P2; P8 - P2; P8 - P3

35.
TC2000007242.hg. OTTHUMTO00000473 45 8.76 6.05 1.85 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC2000007242.hg.1 783 RP11-234K24.6 1 E-07 73 E-06 P10; P11-P3; P11 - P8; P2 - P3; P2 - P8

35.
TCOX00009073.hg. TCOX00009073.hg. 43 8.79 6.05 1.86 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 1 NA NA NA 2 E-07 61 E-06 P8; P2-P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

35.
TC1200011496.hg. 40 8.82 6.05 1.86 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P3 -
1 TC1200011496.hg.1 NM_001920 DCN 1634 6 E-07 43 E-06 P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

35.
TC0800012011.hg. 38 8.85 6.05 1.87 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC0800012011.hg.1 spazyby.aAugl10 spazyby NA 9 E-07 31 E-06 P10; P2 -P11; P3 - P11; P11 - P§; P2 - P3; P2 - P§; P3 - P8

35.
TC1000011420.hg. 29 8.97 6.04 1.89 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P11 -
1 TC1000011420.hg.1 NM_001178137 CPEB3 22849 8 E-07 7 E-06 P2; P11-P3; P11 -P8




TC0500007891.hg. torstawby.aAug10- 9.03 6.04 1.90 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P10 - P8; P2 -
1 TC0500007891.hg.1 unspliced torstawby NA 1 E-07 45 E-06 P11; P11-P8; P2 - P3; P2 - P§; P3 - P8

35.
TC1500009478.hg. 20 9.11 6.04 1.92 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P11 - P3; P11 -
1 TC1500009478.hg.1 NM_001277176 WDR72 256764 4 E-07 06 E-06 P8; P2 -P3; P2 -P8

35. ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
TC0400008054.hg. soflor.aAug10- 19 9.12 6.03 1.92 P10; P10-P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC0400008054.hg.1 unspliced soflor NA 3 E-07 98 E-06 P8

35.
TC0600008231.hg. 15 9.17 6.03 1.93 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P11 -
1 TC0600008231.hg.1 NM_003221 TFAP2B 7021 9 E-07 75 E-06 P2;P11-P3; P11 -P8; P2 -P8

34,
TC0500008890.hg. 93 9.51 6.02 1.99 P10 - ctrl; P11 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0500008890.hg.1 NM_002588 PCDHGC3 5098 4 E-07 2 E-06 P2; P10-P3; P11 - P2; P3 - P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC0300010476.hg. 34. 9.51 6.02 1.99 P10 - ctrl; ctrl - P11; ctrl - P2; ctrl - P3; P8 - ctrl; P10 - P11; P10 -
1 TC0300010476.hg.1 NM_001012409 SGOL1 151648 93 E-07 18 E-06 P2; P10 - P3; P8 - P10; P8 - P11; P8 - P2; P8 - P3

34.
TC0200016651.hg. 90 9.55 2.00 ctrl - P10; P11 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P11 -
1 TC0200016651.hg.1 NM_000104 CYP1B1 1545 4 E-07 6.02 E-06 P2; P11-P3; P11 -P8; P2 - P§; P3 - P8

34.
TC0900007808.hg. parteyby.aAug10- 89 9.56 6.01 2.00 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P2 -
1 TC0900007808.hg.1 unspliced parteyby NA 7 E-07 95 E-06 P11; P2-P3;P2-P8; P3-P8

34.
TC0700007043.hg. kluky.aAug10- 87 9.59 6.01 2.01 ctrl - P10; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P11 - P8; P2 -
1 TC0700007043.hg.1 unspliced kluky NA 6 E-07 8 E-06 P8; P3-P8
TC1300010011.hg. 34, 9.62 6.01 2.01 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P3; P10 -
1 TC1300010011.hg.1 NM_001278674 LINC00452 643365 86 E-07 69 E-06 P8; P2-P11;P3-P11; P8 -P11; P2 - P8

34.
TC0100009147.hg. swawplo.aAugl10- 85 9.62 6.01 2.01 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0100009147.hg.1 unspliced swawplo NA 8 E-07 68 E-06 P10; P2 - P11; P11 - P8; P2-P3; P2 - P8

34.
TC0700006605.hg. 84 9.64 6.01 2.01 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0700006605.hg.1 NA NA NA 7 E-07 61 E-06 P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

34.
TC0300012145.hg. 82 9.68 6.01 2.02 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; P10 - P2; P10 - P3; P8 -
1 TC0300012145.hg.1 NM_007085 FSTL1 11167 2 E-07 43 E-06 P10; P11-P2; P8 - P11; P8 - P2; P8 - P3

34.
TC0100007969.hg. 80 9.70 6.01 2.02 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC0100007969.hg.1 NR_029846 MIR30E 407034 8 E-07 34 E-06 P8; P2-P11; P11 -P3;P11-P8; P2 - P3; P2-P§; P3 - P8

34.
TC0600009146.hg. ENST00000607386. 77 9.75 6.01 2.03 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0600009146.hg.1 1 RP5-1112D6.7 6 E-07 12 E-06 P10; P2 - P11; P3 - P11; P2 - P3; P2 - P8; P3 - P8

34.
TC0400010211.hg. 1.02E+ 70 9.86 6.00 2.05 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0400010211.hg.1 NR_107018 MIR7978 08 4 E-07 62 E-06 P10; P11- P2; P11 - P3; P11 - P8; P2 - P8
TC0300007274.hg. nuhira.aAug10- 34, 9.91 6.00 2.06 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P2 - P10; P2 - P3;
1 TC0300007274.hg.1 unspliced nuhira NA 67 E-07 38 E-06 P2 -P8

34,
TC1700010232.hg. slarsmy.aAug10- 63 9.97 6.00 2.07 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1700010232.hg.1 unspliced slarsmy NA 2 E-07 12 E-06 P10; P8 - P10; P2 - P11; P2 - P3; P2 - P8; P3 - P8

34,
TC0200014991.hg. 55 1.01 5.99 2.09 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0200014991.hg.1 NM_001033045 GPR155 151556 5 E-06 58 E-06 P10; P11-P2; P11 - P3; P11 - P8; P2 - P8; P3 - P8

34,
TC1100012438.hg. skeylerby.aAug10- 52 1.01 5.99 2.10 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1100012438.hg.1 unspliced skeylerby NA 5 E-06 38 E-06 P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8
TC0700012586.hg. sheebler.aAug10- 34. 1.02 5.99 2.10 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P10 - P11; P2 - P10; P10 -
1 TC0700012586.hg.1 unspliced sheebler NA 52 E-06 34 E-06 P8; P2-P11; P3- P11; P2 - P3; P2 - P8; P3 - P8

34,
TC0900009675.hg. 1.01E+ 47 1.02 599 211  ctrl-P10; ctrl - P11; P2 - ctrl; ctrl - P8; P2 - P10; P3 - P10; P10 -
1 TC0900009675.hg.1 NR_039685 MIR4474 08 8 E-06 05 E-06 P8; P2-P11; P3-P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

34,
TC1800006594.hg. ENST00000584036. 46 1.02 5.98 2.12 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC1800006594.hg.1 1 RP11-678G15.1 5 E-06 96 E-06 P11; P3-P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

34,
TC1500008131.hg. 41 1.03 5.98 213 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P11 - P3; P11 -
1 TC1500008131.hg.1 NA NA NA 6 E-06 62 E-06 P8; P2 - P3; P2 - P8; P3 - P8

34,
TC1400007540.hg. 40  1.03 598 213 P10-ctrl; P11- ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1400007540.hg.1 swortoy.aAugl0 swortoy NA 9 E-06 57 E-06 P3; P10 - P8; P11 - P2; P11 - P3; P3 - P2; P8 - P2; P8 - P3

34,
TC1400008632.hg. 14q11. 38 1.04 598 214  P11-ctrl; P2-ctrl; P3 - ctrl; P11- P10; P2 - P10; P3 - P10; P11 -
1 TC1400008632.hg.1 NR_003029 SNORD9 2 5 E-06 4 E-06 P8; P2 - P8; P3 - P8

34,
TC0900007387.hg. 32 1.05 5.98 2.16 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P3 -
1 TC0900007387.hg.1 ENST00000432011 RP11-236F9.2 9 E-06 01 E-06 P11; P8 - P11; P3 - P2; P8 - P2

34,
TC1800007420.hg. tawry.aAugl0- 29 1.05 5.97 2.17 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC1800007420.hg.1 unspliced tawry NA 3 E-06 75 E-06 P11; P11-P3; P11 -P8; P2 - P3; P2 - P8; P3 - P8

34,
TC0700008292.hg. 29 1.05 5.97 2.17 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P8 -
1 TC0700008292.hg.1 NM_012449 STEAP1 26872 1 E-06 75 E-06 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2

34,
TC0300013424.hg. 1.01E+ 25 1.06 5.97 2.18 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC0300013424.hg.1 NR_049838 MIR548AQ 08 3 E-06 48 E-06 P10; P2 - P11; P2 - P3; P2 - P§; P3 - P8

34,
TC0400008240.hg. 19 1.07 5.97 2.20 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0400008240.hg.1 NM_001306151 DAPP1 27071 5 E-06 07 E-06 P3; P11-P2;P3-P11;P8-P11; P3-P2; P8-P2; P8 - P3

34,
TC1500006587.hg. 15q11. 16 1.07 5.96 2.20 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC1500006587.hg.1 ENST00000365073 SNORD115-10 2 8 E-06 88 E-06 P2; P3-P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

34,
TC0800011542.hg. klobly.aAug10- 12 1.08 5.96 2.22 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P2 - P10; P3 - P10; P10 -
1 TC0800011542.hg.1 unspliced klobly NA 1 E-06 55 E-06 P8; P2-P11;P3-P11;P11-P8; P2-P3;P2-P§; P3-P8




34.

TC0200009757.hg. 09 1.09 5.96 2.23 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0200009757.hg.1 NA NA NA 2 E-06 35 E-06 P10; P3 - P10; P2 - P11; P11 - P§; P2 - P3; P2 - P§; P3 - P8
ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -

TC1300009731.hg. 34, 1.10 5.95 2.25 P10; P10-P8; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P8; P3 -
1 TC1300009731.hg.1 hsa_circ_0002531 FAM155A NA 03 E-06 91 E-06 P8

34,
TC0800007312.hg. 00 1.10 5.95 2.26 P10 - ctrl; P11 - ctrl; P8 - ctrl; P10 - P2; P10 - P3; P11 - P2; P11 -
1 TC0800007312.hg.1 ENST00000622942 RP11-205M5.3 1 E-06 71 E-06 P3; P8 -P2; P8 - P3

33.
TC1200009526.hg. nychy.aAug10- 99 1.10 5.95 2.26 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1200009526.hg.1 unspliced nychy NA 7 E-06 68 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

33.
TC0900012047.hg. 99 111 5.95 2.26 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0900012047.hg.1 NA NA NA 3 E-06 65 E-06 P3; P11-P2; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC1000010305.hg. zunoyby.aAug10- 33. 1.12 5.95 2.29 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC1000010305.hg.1 unspliced zunoyby NA 91 E-06 06 E-06 P11; P3-P11; P2 - P3; P2 - P§; P3 - P8

33.
TC1000010294.hg. TRNAL44P.aAugl0- 87 1.13 5.94 2.30 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC1000010294.hg.1 unspliced TRNAL44P NA 1 E-06 79 E-06 P10; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - Pg; P3 - P8

33.
TC0900008865.hg. 87 1.13 5.94 2.30 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC0900008865.hg.1 NM_001286760 CERCAM 51148 1 E-06 79 E-06 P11; P8 - P11; P3 - P2; P8 - P2

33.
TC0800007232.hg. jerbeyby.bAug10- 86 1.13 5.94 2.30 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0800007232.hg.1 unspliced jerbeyby NA 3 E-06 73 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8
TC0800011719.hg. zokor.aAugl10- 33. 1.13 5.94 2.30 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0800011719.hg.1 unspliced zokor NA 85 E-06 64 E-06 P10; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

33.
TC1300006601.hg. 81 1.14 5.94 231 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P11 - P3; P11 -
1 TC1300006601.hg.1 NM_001166271 SPATA13 221178 1 E-06 36 E-06 P8; P2-P3; P2 -P8

33.
TC0200007415.hg. feela.aAugl10- 76 1.15 5.94 2.33 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P10 - P8; P2 -
1 TC0200007415.hg.1 unspliced feela NA 6 E-06 04 E-06 P11; P11-P3; P11 -P8; P2-P3; P2-P8; P3- P8

33.
TC0400007232.hg. 75 1.15 5.93 2.33 P10 - ctrl; ctrl - P2; ctrl - P3; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0400007232.hg.1 NM_001104629 C4orf19 55286 4 E-06 96 E-06 P3; P11-P2; P11 -P3; P8 - P11; P8 - P2; P8 - P3

33.
TC0700008351.hg. 73 1.15 5.93 2.34 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 - P10; P3 -
1 TC0700008351.hg.1 NM_004126 GNG11 2791 7 E-06 84 E-06 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC1200009739.hg. ENST00000602946. 33. 1.15 5.93 2.34 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1200009739.hg.1 1 RP5-940J5.9 73 E-06 79 E-06 P3; P10 - P8; P11 - P2; P3 - P2; P8 - P2

33.
TC1300008093.hg. lafeyby.aAug10- 71 1.16 5.93 2.34 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC1300008093.hg.1 unspliced lafeyby NA 1 E-06 66 E-06 P11; P11-PS8; P2 - P3; P2 -P8

33.
TC1300009993.hg. 70 1.16 5.93 2.34 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1300009993.hg.1 NM_001159596 BIVM 54841 1 E-06 58 E-06 P10; P11-P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8
TC0400011506.hg. perglu.aAugl0- 33. 1.17 5.93 2.36 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC0400011506.hg.1 unspliced perglu NA 66 E-06 29 E-06 P11; P11-P8; P2 - P3; P2 - P8; P3 - P8

33.
TC2000006756.hg. 58 1.18 5.92 2.39 P10 - ctrl; P11 - ctrl; ctrl - P2; ctrl - P3; P8 - ctrl; P10 - P11; P10 -
1 TC2000006756.hg.1 NM_001033087 MACROD2 140733 3 E-06 74 E-06 P2; P10 - P3; P11 - P2; P11 - P3; P8 - P2; P8 - P3

33.
TC1100011761.hg. zorgleebu.aAug10- 57 1.18 5.92 2.39 ctrl - P10; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P11 - P8; P2 -
1 TC1100011761.hg.1 unspliced zorgleebu NA 4 E-06 68 E-06 P8; P3-P8
TC0500007454.hg. snerplyby.aAug10- 33. 1.18 5.92 2.39 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P10 -
1 TC0500007454.hg.1 unspliced snerplyby NA 57 E-06 65 E-06 P8; P2-P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

33.
TC0800008324.hg. 56 1.19 5.92 2.39 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P8 -
1 TC0800008324.hg.1 NM_002380 MATN2 4147 7 E-06 63 E-06 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2

33.
TC0500011652.hg. lyju.aAug10- 56 1.19 5.92 2.39 ctrl - P11; P2 - ctrl; ctrl - P8; P10 - P11; P2 - P10; P10 - P8; P2 -
1 TC0500011652.hg.1 unspliced lyju NA 5 E-06 61 E-06 P11; P3-P11; P2 -P3; P2 - P§; P3-P8

33.
TC1700012436.hg. ENST00000577267. 55 1.19 5.92 2.39 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1700012436.hg.1 1 RP11-159D12.2 9 E-06 57 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

33.
TC1400006438.hg. 52 1.19 5.92 2.40 ctrl - P11; P2 - ctrl; P3 - ctrl; ctrl - P8; P10 - P11; P2 - P10; P3 -
1 TC1400006438.hg.1 NA NA NA 4 E-06 32 E-06 P10; P10 - P8; P2 - P11; P3 - P11; P2 - P3; P2 - P§; P3 - P8

33.
TC0600013642.hg. peefla.aAugl10- 51 1.20 5.92 2.40 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0600013642.hg.1 unspliced peefla NA 4 E-06 25 E-06 P10; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

33.
TC0200007023.hg. swawgloy.aAug10- 47 1.20 5.91 2.41 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC0200007023.hg.1 unspliced swawgloy NA 4 E-06 96 E-06 P11; P11-P8; P2 - P3; P2 - P§; P3 - P8

33.
TC1700008862.hg. 47 1.20 5.91 2.41 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P3 -
1 TC1700008862.hg.1 NM_001006638 RAB37 326624 3 E-06 95 E-06 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

33.
TC0900011755.hg. 46 1.21 5.91 2.41 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC0900011755.hg.1 NM_001145106 FIBCD1 84929 1 E-06 87 E-06 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

33.
TC1700010653.hg. 45 1.21 5.91 2.42 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 -
1 TC1700010653.hg.1 NM_001165252 KRTAP2-3 730755 3 E-06 82 E-06 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

33.
TC0800007668.hg. 33 1.23 5.90 2.46 ctrl - P11; ctrl - P8; P10 - P11; P3 - P10; P10 - P8; P2 - P11; P3 -
1 TC0800007668.hg.1 NA NA NA 2 E-06 95 E-06 P11; P8 - P11; P3 - P2; P2 - P§; P3 - P8

33.
TC2000007240.hg. 31 1.24 5.90 2.47 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC2000007240.hg.1 NA NA NA 4 E-06 82 E-06 P10; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P§; P3 - P8

33.
TC0300006662.hg. 28 1.24 5.90 2.48 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P3 -
1 TC0300006662.hg.1 NA NA NA 7 E-06 62 E-06 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

33.
TC0200012166.hg. feyfa.aAug10- 16 1.27 5.89 2.53 P2 -ctrl; P3 - ctrl; P2 - P10; P3 - P10; P2 - P11; P3 - P11; P3 - P2;
1 TC0200012166.hg.1 unspliced feyfa NA 6 E-06 75 E-06 P2-P8; P3-P8




33.

TC1500010546.hg. OTTHUMTO00000474 15 1.27 5.89 2.53 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P11 -
1 TC1500010546.hg.1 289 RP11-327J17.9 2 E-06 65 E-06 P3; P11-P8; P2-P3;P2-P8

33.
TC1000011114.hg. 13 1.27 5.89 2.53 ctrl - P10; P11 - ctrl; ctrl - P2; P3 - ctrl; ctrl - P8; P11 - P10; P3 -
1 TC1000011114.hg.1 NM_001014797 KCNMA1 3778 9 E-06 56 E-06 P10; P11-P2; P3 - P11; P11 - P§; P3 - P2; P3 - P8
TC0900012075.hg. kuwaya.aAug10- 33. 1.29 5.88 2.57 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC0900012075.hg.1 unspliced kuwaya NA 04 E-06 84 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

33.
TC0100017534.hg. 03 1.30 5.88 2.57 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P11 -
1 TC0100017534.hg.1 NM_002221 ITPKB 3707 1 E-06 77 E-06 P2; P11-P3; P11 -P8

32.
TC1800008237.hg. sorplaw.aAug10- 99 1.30 5.88 2.59 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC1800008237.hg.1 unspliced sorplaw NA 8 E-06 54 E-06 P11; P11-P8; P2 - P3; P2 - P8

32.
TC0800008033.hg. slarkor.aAug10- 91 1.32 5.87 2.62 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC0800008033.hg.1 unspliced slarkor NA 3 E-06 92 E-06 P11; P2-P3; P2-P8; P3-P8

32.
TC0300012975.hg. 86 1.33 5.87 2.64 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 -
1 TC0300012975.hg.1 NM_001038628 B3GALNT1 8706 3 E-06 56 E-06 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

32.
TC0400008063.hg. zyswuby.aAugl10- 84 1.34 5.87 2.65 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P10 -
1 TC0400008063.hg.1 unspliced zyswuby NA 6 E-06 43 E-06 P8; P2-P11; P3-P11; P2 - P3; P2 - P8; P3- P8

32.
TC0400010789.hg. pergaw.aAugl0- 82 1.34 5.87 2.65 ctrl - P10; ctrl - P11; ctrl - P8; P2 - P10; P3 - P10; P10 - P8; P2 -
1 TC0400010789.hg.1 unspliced pergaw NA 3 E-06 27 E-06 P11; P3-P11; P11 -P8; P2-P8; P3- P8

32.

79 1.35 5.87 2.66 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P8; P11 - P10; P3 - P10; P11 -
TCOY00007293.hg.1 TCOY00007293.hg.1 NA NA NA 6 E-06 07 E-06 P2; P3-P11; P3-P2; P3-P8
TC1100007017.hg. 32. 1.35 5.86 2.67 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P10 - P3; P11 -
1 TC1100007017.hg.1 NM_153347 TMEMS86A 144110 78 E-06 95 E-06 P2;P11-P3; P11 -P8; P2 - P3; P8 - P3
TC1100007049.hg. 32. 1.36 5.86 2.68 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1100007049.hg.1 NM_001098520 HTATIP2 10553 76 E-06 8 E-06 P3; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

32.
TC1000011951.hg. 10q26. 74 1.36 5.86 2.68 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC1000011951.hg.1 NR_002791 EMX20S 1 9 E-06 73 E-06 P8; P11-P2; P11 -P3;P11-P8; P2-P3; P2 - P§; P3 - P8

32.
TC1700008101.hg. 72 1.36 5.86 2.69 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC1700008101.hg.1 ENST00000582765 RP11-995C19.2 NA 3 E-06 54 E-06 P11; P11-PS8; P2 - P3; P2 - P§; P3 - P8

32.
TC0700013384.hg. ENST00000609770. 68 137 5.86 2.70 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC0700013384.hg.1 1 RP11-16604.6 8 E-06 28 E-06 P11; P11-P3; P11 -P8; P2-P3;P2-P8

32.
TC1200011961.hg. 59 1.39 5.85 2.74 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P10 - P3; P11 -
1 TC1200011961.hg.1 NM_001193453 TMEM116 89894 9 E-06 63 E-06 P2;P11-P3;P11-P8

32.
TC0600014366.hg. 49 1.42 5.84 2.79 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 - P10; P3 -
1 TC0600014366.hg.1 NM_001130690 PDE10A 10846 3 E-06 85 E-06 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

32.
TC1100011540.hg. darmoy.aAug10- 48 1.42 5.84 2.79 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1100011540.hg.1 unspliced darmoy NA 5 E-06 8 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

32.
TC1100010418.hg. 43 1.43 5.84 2.81 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 TC1100010418.hg.1 NM_031217 KIF18A 81930 8 E-06 45 E-06 P10; P11-P2; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

32.
TC1300007164.hg. 42 1.43 5.84 2.81 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1300007164.hg.1 NM_001160308 SETDB2 83852 4 E-06 34 E-06 P10; P11-P2; P11 - P3; P11 - P8; P2 - P3; P2 - P8

32.
TCOX00010375.hg. TCOX00010375.hg. 42 1.43 5.84 2.81 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 1 NM_001011657 ZMAT1 84460 1 E-06 32 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

32.
TC0200011748.hg. 40 1.44 5.84 2.82 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P2 - P10; P3 - P10; P10 -
1 TC0200011748.hg.1 ucO6lgsa.l AC018463.1 NA 2 E-06 18 E-06 P8; P2-P11; P3-P11; P2 -P3; P2-P8; P3-P8

32.
TC0400011000.hg. 50s0.aAugl0- 37 1.45 5.83 2.83 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC0400011000.hg.1 unspliced 5050 NA 6 E-06 99 E-06 P11; P11-PS8; P2 - P3; P2 - P§; P3 - P8

32.
TC0600008347.hg. 36 1.45 5.83 2.83 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0600008347.hg.1 NA NA NA 8 E-06 93 E-06 P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

32.
TC0600011116.hg. 31 1.46 5.83 2.86 ctrl - P10; ctrl - P11; P2 - ctrl; P3 - ctrl; P2 - P10; P3 - P10; P2 -
1 TC0600011116.hg.1 NM_001098486 SLC17A3 10786 4 E-06 53 E-06 P11; P3-P11; P3-P2; P2 - P§; P3 - P8

32.
TSUnmapped00000 TSUnmapped00000 30 1.46 5.83 2.86 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P11 -
012.hg.1 012.hg.1 ENST00000625211 LRP6 4040 2 E-06 44 E-06 P3; P11-P8; P2-P3;P2-P8

32.
TC1300008944.hg. shafarby.aAug10- 28 1.47 5.83 2.87 ctrl - P10; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P10 -
1 TC1300008944.hg.1 unspliced shafarby NA 4 E-06 31 E-06 P8; P2-P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

32.
TC0100017292.hg. smabo.aAug10- 25 1.48 5.83 2.88 ctrl - P10; ctrl - P11; ctrl - P8; P2 - P10; P3 - P10; P2 - P11; P3 -
1 TC0100017292.hg.1 unspliced smabo NA 5 E-06 09 E-06 P11; P2-P3;P2-P8; P3-P8

32.
TC0400012639.hg. 22 1.48 5.82 2.89 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0400012639.hg.1 ENST00000384502 Y_RNA 2 E-06 85 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8
TC0900008633.hg. 32. 1.49 5.82 291 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0900008633.hg.1 uc064vli.1 AL161784.1 NA 19 E-06 62 E-06 P3; P11-P2; P8 -P11; P3 - P2; P8 - P2; P8 - P3

32.
TC0300011413.hg. kasore.aAug10- 17 1.50 5.82 291 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P2 - P11; P11 -
1 TC0300011413.hg.1 unspliced kasore NA 3 E-06 49 E-06 P8; P2 - P3; P2 - P8; P3 - P8

32.
TC0800009302.hg. 17 1.50 5.82 291 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0800009302.hg.1 ENST00000520139 AC144568.4 NA 2 E-06 48 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

32.
TC0100009621.hg. 16 1.50 5.82 291 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P3 - P10; P11 -
1 TC0100009621.hg.1 NM_006623 PHGDH 26227 8 E-06 45 E-06 P2; P11-P3;P11-P8; P3-P2; P3-P8




32.

TC1600008212.hg. glusmer.aAug10- 07 1.52 5.81 2.95 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P10 - P8; P2 -
1 TC1600008212.hg.1 unspliced glusmer NA 7 E-06 78 E-06 P11; P11-P8; P2 - P3; P2 - P§; P3 - P8
TC1500008038.hg. 32. 1.52 5.81 2.96 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1500008038.hg.1 NM_014862 ARNT2 9915 07 E-06 72 E-06 P10; P11- P2; P11 - P3; P11 - P8; P2 - P3; P2 - Pg; P3 - P8
32.
TC0800011414.hg. 06 1.52 5.81 2.96 ctrl - P10; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC0800011414.hg.1 NA NA NA 4 E-06 68 E-06 P3; P10-P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8
32.
TC1800006595.hg. 01 1.54 5.81 2.98 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P10 - P8; P2 -
1 TC1800006595.hg.1 uc060nds.1 AP005118.1 NA 2 E-06 29 E-06 P11; P3-P11; P2 - P3; P2 - P8; P3 - P8
31.
TC0600014111.hg. 96 1.55 5.80 3.00 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0600014111.hg.1 NM_006772 SYNGAP1 8831 1 E-06 91 E-06 P10; P3 - P10; P11 - P3; P11 - P8; P2 - P3; P2 - P8
31.
TC0400007133.hg. 93 1.56 5.80 3.02 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P2 - P10; P3 - P10; P10 -
1 TC0400007133.hg.1 NA NA NA 1 E-06 68 E-06 P8; P2-P11; P3-P11; P2 - P3; P2 - P8; P3- P8
31.
TC0800011583.hg. slobly.aAug10- 92 1.56 5.80 3.02 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P2 - P10; P3 - P10; P10 -
1 TC0800011583.hg.1 unspliced slobly NA 2 E-06 62 E-06 P8; P2-P11; P3-P11; P2 - P3; P2 - P8; P3- P8
31.
TC0200007999.hg. ZNF638.uAugl0- 90 1.57 5.80 3.02 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0200007999.hg.1 unspliced ZNF638 NA 8 E-06 51 E-06 P10; P3 - P10; P2 - P11; P11 - P8; P2 - P3; P2 - Pg; P3 - P8
31.
TC1300006992.hg. 85 1.58 5.80 3.05 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1300006992.hg.1 NA NA NA 3 E-06 11 E-06 P10; P11- P3; P11 - P8; P2 - P3; P2 - P8
31.
TC0800010234.hg. 83 1.59 3.06 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0800010234.hg.1 NM_003012 SFRP1 6422 9 E-06 5.8 E-06 P10; P3 - P10; P3 - P11; P11 - P8; P3 - P2; P2 - P8; P3 - P8
31.
TC1500010929.hg. 83 1.59 5.79 3.06 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P11; P8 -
1 TC1500010929.hg.1 NM_207446 FAM1748 400451 3 E-06 95 E-06 P11; P3-P2; P8 - P2; P8-P3
31.
TC0100016495.hg. tari.aAugl0- 82 1.59 5.79 3.06 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0100016495.hg.1 unspliced tari NA 8 E-06 92 E-06 P10; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8
31.
TC1000008344.hg. 81 1.59 5.79 3.06 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC1000008344.hg.1 NA NA NA 2 E-06 8 E-06 P11; P3-P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8
31.
TC0600011235.hg. 75 1.61 5.79 3.09 P10 - ctrl; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P11 -
1 TC0600011235.hg.1 NM_003514 HISTIH2AM 8336 4 E-06 36 E-06 P2; P8-P11; P3 - P2; P8-P2; P8 - P3
31.
TC0200009761.hg. loydo.aAug10- 72 1.62 5.79 3.10 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P2 -
1 TC0200009761.hg.1 unspliced loydo NA 9 E-06 17 E-06 P11; P11-P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8
31.
TC1600010741.hg. blawsnee.aAug10- 69 1.63 5.78 3.12 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1600010741.hg.1 unspliced blawsnee NA 4 E-06 91 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8
31.
TC1500010549.hg. 62 1.64 5.78 3.15 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC1500010549.hg.1 NA NA NA 7 E-06 41 E-06 P11; P11- P3; P11 - P8; P2 - P3; P2 - P8
31.
TC1900006668.hg. dorko.aAug10- 60 1.65 5.78 3.16 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P2; P10 - P3; P11 -
1 TC1900006668.hg.1 unspliced dorko NA 6 E-06 25 E-06 P2; P11-P3; P11 - P8; P8 - P2; P8 - P3
31.
TC0600008166.hg. 60 1.65 5.78 3.16 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0600008166.hg.1 NM_001204051 SLC25A27 9481 3 E-06 23 E-06 P10; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P§; P3 - P8
31.
TC0100015644.hg. 50 1.68 5.77 3.21 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0100015644.hg.1 NA NA NA 6 E-06 5 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8
31.
TC0300012065.hg. storbobu.aAug10- 48 1.68 5.77 3.22 ctrl - P10; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0300012065.hg.1 unspliced storbobu NA 6 E-06 34 E-06 P10; P10 - P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8
TC0600008548.hg. 31. 1.69 5.77 3.23 P10 - ctrl; P2 - ctrl; P8 - ctrl; P10 - P11; P2 - P10; P10 - P3; P10 -
1 TC0600008548.hg.1 NA NA NA 47 E-06 22 E-06 P8; P2 - P11; P8 - P11; P2 - P3; P2 - P8; P8 - P3
31.
TC0200009607.hg. vudu.aAugl0- 45 1.69 5.77 3.23 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0200009607.hg.1 unspliced vudu NA 7 E-06 12 E-06 P10; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8
TC1600009425.hg. snoywor.aAug10- 31. 1.70 5.76 3.24 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P2 - P11; P11 -
1 TC1600009425.hg.1 unspliced snoywor NA 44 E-06 99 E-06 P8; P2 - P3; P2 - P§; P3- P8
31.
TC0300009676.hg. shermubu.aAug10- 43 1.70 5.76 3.24 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC0300009676.hg.1 unspliced shermubu NA 8 E-06 97 E-06 P11; P11-P3; P11 -P8; P2-P3; P2-P8
31.
TC2100006634.hg. flotar.aAug10- 43 1.70 5.76 3.24 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC2100006634.hg.1 unspliced flotar NA 4 E-06 95 E-06 P10; P11-P3; P11 -P8; P2-P3; P2 - P8
31.
TCOX00009074.hg. TCOX00009074.hg. 42 1.70 5.76 3.24 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 1 NA NA NA 3 E-06 86 E-06 P11; P11-P3; P11 -P8; P2-P3; P2-P8
31.
TC0700009530.hg. dersmarbu.aAug10- 41 1.71 5.76 3.24 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P2 -
1 TC0700009530.hg.1 unspliced dersmarbu NA 5 E-06 8 E-06 P11; P11-P8; P2 - P3; P2 - P§; P3 - P8
31.
TC1200012296.hg. ENST00000602988. 39 1.71 5.76 3.25 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1200012296.hg.1 1 RP11-214K3.21 7 E-06 67 E-06 P10; P10- P8; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8
31.
wubo.aAug10- 36 1.72 5.76 3.25 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P3 -
TCOY00007288.hg.1 TCOY00007288.hg.1 unspliced wubo NA 9 E-06 45 E-06 P10; P8 - P10; P11 - P2; P3 - P11; P3 - P2; P3 - P8
31.
sorbo.aAug10- 36 1.72 5.76 3.25 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P3 -
TCOY00007296.hg.1 TCOY00007296.hg.1 unspliced sorbo NA 9 E-06 45 E-06 P10; P8 - P10; P11 - P2; P3 - P11; P3 - P2; P3 - P8
31.
snubar.aAugl10- 36 1.72 5.76 3.25 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P3 -
TCOY00007297.hg.1 TCOY00007297.hg.1 unspliced snubar NA 9 E-06 45 E-06 P10; P8 - P10; P11 - P2; P3 - P11; P3 - P2; P3 - P8
31.
shabo.aAug10- 36 1.72 5.76 3.25 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P3 -
TCOY00007301.hg.1 TCOY00007301.hg.1 unspliced shabo NA 9 E-06 45 E-06 P10; P8 - P10; P11 - P2; P3 - P11; P3 - P2; P3 - P8




31.

korbo.aAug10- 36 1.72 5.76 3.25 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P3 -

TCOY00007307.hg.1 TCOY00007307.hg.1 unspliced korbo NA 9 E-06 45 E-06 P10; P8 - P10; P11 - P2; P3 - P11; P3 - P2; P3 - P8

31.
TC0700012917.hg. 36 1.72 5.76 3.25 P10 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 - P11; P8 -
1 TC0700012917.hg.1 NM_001042482 TPK1 27010 4 E-06 42 E-06 P2; P8 -P3

31.
TC1100006999.hg. vycher.aAug10- 35 1.72 5.76 3.25 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC1100006999.hg.1 unspliced vycher NA 8 E-06 37 E-06 P11; P3-P11; P2 -P3; P2 - P§; P3 - P8

31.
TC0900010217.hg. 35 1.72 5.76 3.25 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P3 -
1 TC0900010217.hg.1 NR_046175 LOC286297 286297 2 E-06 32 E-06 P11; P8 - P11; P3 - P2; P8 - P2

31.
TC1500010183.hg. OTTHUMTO00000433 35 1.73 5.76 3.25 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1500010183.hg.1 312 RP11-81A1.6 1 E-06 32 E-06 P10; P3 - P10; P2 - P11; P11 - P§; P2 - P3; P2 - P§; P3 - P8
TC0200015307.hg. 31. 1.73 5.76 3.25 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P11 -
1 TC0200015307.hg.1 NM_018897 DNAH7 56171 35 E-06 31 E-06 P2; P11-P3; P11 -P8; P2-P3; P2-P8

31.
TC1200011313.hg. 34 1.73 5.76 3.25 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1200011313.hg.1 hsa_circ_0000422 NAP1L1 NA 8 E-06 3 E-06 P10; P3 - P10; P2 - P11; P3 - P11; P2 - P3; P2 - Pg; P3 - P8
TC1800008624.hg. RP11- 31. 1.73 5.76 3.25 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P10 -
1 TC1800008624.hg.1 ENST00000625002 380M21.3 34 E-06 23 E-06 P8; P2 -P11; P11 - P§; P2 - P3; P2 - P8; P3 - P8

31.
TC0700013295.hg. lorsleebu.aAugl10- 33 1.73 5.76 3.25 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P2 -
1 TC0700013295.hg.1 unspliced lorsleebu NA 6 E-06 21 E-06 P11; P11-P8; P2 - P3; P2 - P§; P3 - P8

31.
TC0100011630.hg. spawabo.aAug10- 33 1.73 5.76 3.25 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0100011630.hg.1 unspliced spawabo NA 5 E-06 2 E-06 P10; P3-P10; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8
TC2000008763.hg. 31. 1.73 5.76 3.26 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P2 -
1 TC2000008763.hg.1 NA NA NA 32 E-06 08 E-06 P11; P2-P3;P2-P8

31.
TC2000006736.hg. 25 1.76 5.75 3.30 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC2000006736.hg.1 NM_018327 SPTLC3 55304 3 E-06 57 E-06 P10; P10 - P3; P10 - P8; P11 - P3; P11 - P8; P2 - P3; P2 - P8

31.
TC0600013416.hg. swawspeebu.aAugl 23 1.76 5.75 3.30 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC0600013416.hg.1 0-unspliced swawspeebu NA 7 E-06 45 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

31.
TC1400007780.hg. snarbeyby.aAug10- 19 1.77 5.75 3.33 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P10 - P8; P2 -
1 TC1400007780.hg.1 unspliced snarbeyby NA 1 E-06 1 E-06 P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

31.
TC0300009524.hg. 17 1.78 5.74 334 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0300009524.hg.1 NM_001258315 ECT2 1894 1 E-06 95 E-06 P3; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

31.
TC1700008252.hg. 16 1.78 5.74 334 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P3 -
1 TC1700008252.hg.1 NA NA NA 1 E-06 87 E-06 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

31.
TC0100015563.hg. plawmeybo.aAug10 13 1.79 5.74 3.35 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0100015563.hg.1 -unspliced plawmeybo NA 7 E-06 69 E-06 P10; P3-P10; P2 - P11; P11 - P8; P2 - P3; P2 - P§; P3 - P8

31.
TC0900007847.hg. fleyteyby.aAug10- 12 1.79 5.74 3.35 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P2 - P11; P2 - P3;
1 TC0900007847.hg.1 unspliced fleyteyby NA 5 E-06 6 E-06 P2 -P8; P3-P8

31.
TC0700012270.hg. wusmoybu.aAug10- 07 1.81 5.74 3.38 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0700012270.hg.1 unspliced wusmoybu NA 5 E-06 21 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8
TC0900008052.hg. slawtoby.aAug10- 31. 1.82 5.74 3.39 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P10 - P8; P2 -
1 TC0900008052.hg.1 unspliced slawtoby NA 06 E-06 1 E-06 P11; P3-P11; P2 - P3; P2 - P§; P3 - P8

31
TC1800008898.hg. 03 1.82 5.73 3.40 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P10 - P3; P10 -
1 TC1800008898.hg.1 NA NA NA 7 E-06 92 E-06 P8; P2 - P11; P11 - P8; P2 - P3; P2 - P8

31
TC1600008128.hg. 02 1.83 5.73 3.41 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P8 -
1 TC1600008128.hg.1 NM_144601 CMTM3 123920 4 E-06 82 E-06 P10; P3 - P11; P8 - P11; P3 - P2; P8 - P2

30.
TC1900008925.hg. 77 191 5.71 3.55 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1900008925.hg.1 hsa_circ_0000961 U2AF2 NA 8 E-06 93 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

30.
TC0600014194.hg. 67 1.94 5.71 3.62 P10 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P8 - P11; P8 -
1 TC0600014194.hg.1 NM_001010927 TIAM2 26230 8 E-06 16 E-06 P2;P8-P3

30.
TC0500013328.hg. 64 1.95 5.70 3.63 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0500013328.hg.1 NM_015566 FAM169A 26049 6 E-06 9 E-06 P10; P3 - P10; P11 - P2; P11 - P8; P3 - P2; P2 - P8; P3 - P8

30.
TC0700010157.hg. sunaya.aAug10- 56 1.98 5.70 3.68 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P10 - P8; P2 -
1 TC0700010157.hg.1 unspliced sunaya NA 6 E-06 29 E-06 P11; P2 -P3; P2-P8; P3-P8

30.
TC1800008896.hg. gleesar.aAug10- 56 1.98 5.70 3.68 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P2 - P11; P2 - P3;
1 TC1800008896.hg.1 unspliced gleesar NA 6 E-06 29 E-06 P2-P8
TC1600007201.hg. 30. 2.01 5.69 3.72 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P2 - P11; P11 -
1 TC1600007201.hg.1 NA NA NA 5 E-06 77 E-06 P8; P2-P3; P2-P8

30.
TC1600008218.hg. 39 2.05 5.68 3.79 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 - P10; P11 -
1 TC1600008218.hg.1 NM_001199280 HAS3 3038 1 E-06 92 E-06 P2, P3-P11; P8-P11; P3 - P2; P8 - P2

30.
TC1900009890.hg. 1.05E+ 34 2.06 5.68 3.82 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P3 -
1 TC1900009890.hg.1 ENST00000587970 LOC105372290 08 5 E-06 56 E-06 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

30.
TC1000006683.hg. 1.01E+ 33 2.06 5.68 3.82 ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P2; P3 - P10; P8 - P10; P11 - P2;
1 TC1000006683.hg.1 NR_038291 LINC00707 08 9 E-06 52 E-06 P3-P11; P8 -P11;P3-P2; P8 -P2; P3-P8

30.
TC0400006844.hg. storsweybu.aAug10 32 2.07 5.68 3.83 ctrl - P10; ctrl - P11; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P2 -
1 TC0400006844.hg.1 -unspliced storsweybu NA 8 E-06 43 E-06 P11; P3-P11; P11 -P8; P2-P3; P2-P8; P3- P8

30.
TC1100007307.hg. 26 2.09 5.67 3.87 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P11 -
1 TC1100007307.hg.1 NM_001276722 Cllorf74 119710 1 E-06 91 E-06 P2; P11-P3; P11 -P8; P2-P3; P2-P8

30.
TC0200015193.hg. 21 2.11 5.67 3.90 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P11 - P2; P11 -
1 TC0200015193.hg.1 NM_001271751 CALCRL 10203 6 E-06 55 E-06 P3; P11-P8




TC1700012204.hg. 20 2.12 5.67 3.90 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1700012204.hg.1 ENST00000507171 AC107982.4 NA 4 E-06 46 E-06 P10; P10 - P8; P11 - P8; P2 - P3; P2 - P8; P3 - P8
TC1500008627.hg. 30. 2.12 5.67 3.92 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P11 -
1 TC1500008627.hg.1 NR_027992 NBEAP1 606 18 E-06 27 E-06 P8; P2 - P3; P2 -P8; P3-P8

30.
TC0200009933.hg. 14 2.14 5.67 3.94 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0200009933.hg.1 NM_001289947 ERICH2 285141 9 E-06 03 E-06 P10; P3 - P10; P11 - P2; P11 - P3; P11 - P8; P3 - P8

30.
TC1100006798.hg. 09 2.16 5.66 3.98 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1100006798.hg.1 NR_073431 TMEM9B-AS1 493900 2 E-06 58 E-06 P10; P11- P2; P11 - P3; P11 - P8; P2 - P8; P3 - P8

30.
TC0900008986.hg. swolu.aAug10- 06 2.17 5.66 3.99 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC0900008986.hg.1 unspliced swolu NA 4 E-06 35 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

30.
TCUn_GL000218v1 TCUn_GL000218v1 02 2.19 5.66 4.02 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
00006435.hg.1 00006435.hg.1 hsa_circ_0089767 LOC100233156 NA 3 E-06 03 E-06 P10; P3 - P10; P2 - P11; P11 - P8; P2 - P3; P2 - Pg; P3 - P8

30.
TC1400008822.hg. 00 2.19 5.65 4.03 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P10 -
1 TC1400008822.hg.1 NA NA NA 9 E-06 92 E-06 P8; P2-P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

29.
TC0100010649.hg. smawlybu.aAug10- 99 2.20 5.65 4.04 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC0100010649.hg.1 unspliced smawlybu NA 2 E-06 79 E-06 P11; P11-P8; P2 - P3; P2 - P8; P3 - P8

29.
TC0200013568.hg. hinomo.aAug10- 93 2.22 5.65 4.08 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0200013568.hg.1 unspliced hinomo NA 3 E-06 32 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

29.
TC0700010897.hg. yahore.aAug10- 84 2.26 5.64 4.14 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0700010897.hg.1 unspliced yahore NA 1 E-06 59 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

29.
TC0500007985.hg. 82 2.27 5.64 4.15 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0500007985.hg.1  blogey.aAug10 blogey 7  E-06 48  E-06  P10;P3-P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

29.
TC0600011125.hg. 81 2.27 5.64 4.16 P10 - ctrl; ctrl - P11; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P2 -
1 TC0600011125.hg.1 NM_003513 HIST1H2AB 8335 1 E-06 35 E-06 P11; P3-P11; P8 - P11; P8 - P2; P8 - P3

29.
TC1700006649.hg. skyvarbu.aAug10- 77 2.29 5.64 4.18 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P2 - P11; P2 - P3;
1 TC1700006649.hg.1 unspliced skyvarbu NA 7 E-06 08 E-06 P2 - P8; P3 - P8

29.
TC0300012196.hg. klybeebu.aAug10- 76 2.29 5.63 4.19 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 - P8; P11 -
1 TC0300012196.hg.1 unspliced klybeebu NA 5 E-06 99 E-06 P3; P11-P8; P2 - P3; P2-P8; P3 - P8
TC0400008327.hg. koyswoby.aAug10- 29. 2.30 5.63 4.21 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC0400008327.hg.1 unspliced koyswoby NA 74 E-06 78 E-06 P11; P11 - P8; P2 - P3; P2 - P8

29.
TC0200014599.hg. fuder.aAugl10- 73 2.30 5.63 4.21 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P10 - P8; P2 -
1 TC0200014599.hg.1 unspliced fuder NA 3 E-06 73 E-06 P11; P3-P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8
TC0700012910.hg. reeblaw.aAug10- 29. 2.34 5.63 4.26 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P10 -
1 TC0700012910.hg.1 unspliced reeblaw NA 66 E-06 15 E-06 P8; P2-P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

29.
TC0600009969.hg. swyjee.aAugl10- 55 2.38 5.62 4.34 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC0600009969.hg.1 unspliced swyjee NA 1 E-06 28 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

29.
TC0100008796.hg. 53 2.39 5.62 4.36 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0100008796.hg.1 NA NA NA 1 E-06 11 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

29.
TC0400011223.hg. chorgu.aAug10- 51 2.40 5.61 4.37 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P10 -
1 TC0400011223.hg.1 unspliced chorgu NA 1 E-06 96 E-06 P8; P2-P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

29.
HTA2-pos- 50 241 5.61 4.38 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
47421981 _st 23150844 NA NA NA 1 E-06 88 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

29.
TC0100013227.hg. farworbo.aAug10- 46 2.42 5.61 4.40 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC0100013227.hg.1 unspliced farworbo NA 4 E-06 58 E-06 P11; P3-P11; P2 -P3; P2 -P8; P3-P8

29.
TC1100010743.hg. peechee.aAugl10- 44 243 5.61 4.41 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P2 - P11; P2 - P3;
1 TC1100010743.hg.1 unspliced peechee NA 7 E-06 44 E-06 P2 -P8

29.
TC1600006659.hg. nazobu.aAug10- 41 2.44 5.61 4.44 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 - P10; P3 -
1 TC1600006659.hg.1 unspliced nazobu NA 5 E-06 18 E-06 P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

29.
TC0400012992.hg. 39 2.46 5.60 4.45 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P3 - P10; P11 -
1 TC0400012992.hg.1 NM_001009554 MFAP3L 9848 1 E-06 99 E-06 P2; P11-P3; P11 -P8; P3-P2; P3-P8

29.
TC0300009217.hg. 34 2.48 5.60 4.49 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0300009217.hg.1 ENST00000364347 Y_RNA 5 E-06 62 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

29.
TC1500006606.hg. 15q11. 33 2.48 5.60 4.49 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P3 -
1 TC1500006606.hg.1 NR_003353 SNORD115-38 2 7 E-06 56 E-06 P11; P8-P11; P3 - P2; P8 -P2; P3-P8

29.
TC0200011702.hg. ENST00000607181. 33 2.48 5.60 4.49 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P11 -
1 TC0200011702.hg.1 1 RP11-254F7.3 2 E-06 51 E-06 P3; P11-P8; P2-P3;P2-P8

29.
TC1700008911.hg. 30 2.50 5.60 4.51 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC1700008911.hg.1 NA NA NA 3 E-06 28 E-06 P10; P11-P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8

29.
TC1500008523.hg. darzee.aAug10- 30 2.50 5.60 4.51 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC1500008523.hg.1 unspliced darzee NA 1 E-06 26 E-06 P11; P2-P3;P2-P8; P3-P8

29.
TCOX00007078.hg. TCOX00007078.hg. flujor.aAug10- 29 2.50 5.60 4.51 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 1 unspliced flujor NA 4 E-06 21 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

29.
TC0700009089.hg. 22 2.53 5.59 4.57 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P11; P8 -
1 TC0700009089.hg.1 NM_001134336 STRIP2 57464 4 E-06 64 E-06 P11; P3-P2; P8-P2

29.
TC0600008504.hg. 21 2.54 5.59 4.57 ctrl - P10; ctrl - P11; ctrl - P8; P10 - P11; P2 - P10; P3 - P10; P2 -
1 TC0600008504.hg.1 NA NA NA 5 E-06 57 E-06 P11; P3-P11; P8-P11;P2-P8; P3-P8




29.

TC0500010461.hg. 17 2.56 5.59 4.60 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P10 -
1 TC0500010461.hg.1 NA NA NA 5 E-06 25 E-06 P8; P2 -P11; P11 - P§; P2 - P3; P2 - P8; P3 - P8

29.
TC1600006942.hg. boysmor.aAugl10- 17 2.56 5.59 4.60 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC1600006942.hg.1 unspliced boysmor NA 3 E-06 23 E-06 P11; P11-P3; P11 -P8; P2-P3;P2-P8

29.
TC1400007235.hg. kluslor.aAug10- 16 2.56 5.59 4.61 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P10 -
1 TC1400007235.hg.1 unspliced kluslor NA 2 E-06 14 E-06 P8; P2 -P11; P11 - P§; P2 - P3; P2 - P8; P3 - P8

29.
TC0400010002.hg. 15 2.57 5.59 4.61 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0400010002.hg.1 NA NA NA 4 E-06 07 E-06 P10; P3 - P10; P11 - P3; P11 - P8; P2 - P3; P2 - P§; P3 - P8
TC0100009143.hg. swuplo.aAugl10- 29. 2.57 5.58 4.62 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC0100009143.hg.1 unspliced swuplo NA 14 E-06 96 E-06 P10; P2 - P11; P2 - P3; P2 - P8; P3 - P8

29.
TC0200009619.hg. 12 2.58 5.58 4.63 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P11 - P2; P11 -
1 TC0200009619.hg.1 NM_177964 LYPD6B 2923.2 8 E-06 86 E-06 P3; P11-P8; P2-P3

29.
TC2000009137.hg. votor.aAug10- 10 2.59 5.58 4.65 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC2000009137.hg.1 unspliced votor NA 4 E-06 67 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

29.
TC1000008093.hg. snamu.aAugl10- 09 2.60 5.58 4.65 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC1000008093.hg.1 unspliced shamu NA 1 E-06 56 E-06 P11; P3-P11; P2 - P3; P2 - P§; P3 - P8
TC0200010417.hg. smormybo.aAug10- 29. 2.60 5.58 4.65 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0200010417.hg.1 unspliced smormybo NA 09 E-06 55 E-06 P10; P10 - P8; P2 - P11; P11 - P§; P2 - P8; P3 - P8

28.
TC1200010647.hg. 1.02E+ 95 2.66 5.57 4.77 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P11; P8 -
1 TC1200010647.hg.1 NR_110589 L0C101927318 08 8 E-06 48 E-06 P11; P3-P2; P8-P2; P8-P3

28.
TC0500011194.hg. 84 2.72 5.56 4.86 ctrl - P10; ctrl - P2; ctrl - P8; P11 - P10; P3 - P10; P11 - P2; P11 -
1 TC0500011194.hg.1 NM_001256566 F2RL2 2151 3 E-06 54 E-06 P8; P3-P2; P3-P8

28.
TC0200007155.hg. 84 2.72 5.56 4.86 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 -
1 TC0200007155.hg.1 NM_014600 EHD3 30845 2 E-06 53 E-06 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2
TC0200015609.hg. tawgobu.aAug10- 28. 2.72 5.56 4.86 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC0200015609.hg.1 unspliced tawgobu NA 84 E-06 52 E-06 P11; P11-PS8; P2 - P3; P2 - P§; P3 - P8

28.
TC0200012744.hg. blarklee.aAug10- 79 2.74 5.56 4.90 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P10 - P8; P2 -
1 TC0200012744.hg.1 unspliced blarklee NA 8 E-06 17 E-06 P11; P11-PS8; P2 - P3; P2 - P§; P3 - P8

28.
TC0200012919.hg. ENST00000419809. 76 2.76 5.55 4.93 ctrl - P10; ctrl - P2; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P11 -
1 TC0200012919.hg.1 1 AC010987.5 4 E-06 89 E-06 P2;P11-P8; P2 -P8; P3-P8

28.
TCOX00010382.hg. TCOX00010382.hg. 74 2.77 5.55 4.94 ctrl - P10; P11 - ctrl; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P11 -
1 1 NM_001012978 BEX5 340542 4 E-06 73 E-06 P3; P11-P8; P2 - P3; P2-P8; P3-P8

28.
TC0500011020.hg. blystarby.aAug10- 72 2.78 5.55 4.95 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0500011020.hg.1 unspliced blystarby NA 7 E-06 59 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

28.
TC0500011043.hg. lawstarby.aAug10- 72 2.78 5.55 4.95 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0500011043.hg.1 unspliced lawstarby NA 7 E-06 59 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

28.
TC1300008090.hg. stysto.aAug10- 72 2.78 5.55 4.95 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P10 - P8; P2 -
1 TC1300008090.hg.1 unspliced stysto NA 1 E-06 54 E-06 P11; P11-PS8; P2 - P3; P2 - P§; P3 - P8

28.
TC1000007148.hg. 69 2.80 5.55 4.97 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC1000007148.hg.1 NA NA NA 9 E-06 36 E-06 P10; P2 - P11; P2 - P3; P2 - P§; P3 - P8

28.
TC1700009938.hg. 67 2.81 5.55 4.99 P10 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P3 - P11; P8 -
1 TC1700009938.hg.1 NM_001199989 RASD1 51655 3 E-06 14 E-06 P11; P8 - P2; P8 - P3

28.
TC1600008428.hg. churaw.aAug10- 63 2.83 5.54 5.03 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P2 - P10; P10 - P8; P2 -
1 TC1600008428.hg.1 unspliced churaw NA 1 E-06 8 E-06 P11; P3-P11; P11 -P8; P2-P3; P2-P8; P3- P8

28.
TCOX00010559.hg. TCOX00010559.hg. 62 2.84 5.54 5.03 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 1 NM_001243963 LRCH2 57631 1 E-06 71 E-06 P10; P11-P2; P11 -P3; P11-P8; P3 - P8

28.
TC1200010408.hg. snufo.aAugl10- 57 2.86 5.54 5.07 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P2 - P11; P11 -
1 TC1200010408.hg.1 unspliced snufo NA 7 E-06 35 E-06 P8; P2 -P3; P2 - P8; P3- P8

28.
TC0700013531.hg. 55 2.87 5.54 5.09 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P11 -
1 TC0700013531.hg.1 NM_024014 HOXA6 3203 8 E-06 19 E-06 P2;P11-P3;P11-P8; P2-P3

28.
HTA2-pos- 54 2.88 5.54 5.10 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P10 -
47421984 _st 23150847 NA NA NA 2 E-06 06 E-06 P8; P2-P11; P11 - P8; P2 - P§; P3 - P8

28.
TC0700008102.hg. lerblaby.aAug10- 53 2.88 5.54 5.10 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P2 - P11; P11 -
1 TC0700008102.hg.1 unspliced lerblaby NA 9 E-06 03 E-06 P8; P2 -P3; P2-P8; P3-P8

28.
TC0500008811.hg. sporspybu.aAug10- 50 2.90 5.53 5.12 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P10 - P8; P2 -
1 TC0500008811.hg.1 unspliced sporspybu NA 6 E-06 76 E-06 P11; P11-P8; P2 - P3; P2 - P§; P3 - P8

28.
TC1700007174.hg. 50 2.90 5.53 5.12 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P2; P10 - P3; P10 -
1 TC1700007174.hg.1 NA NA NA 4 E-06 74 E-06 P8; P11-P2; P11 - P3; P11 - P§; P3 - P2; P8 - P2

28.
TC1200007029.hg. ENST00000535764. 42 2.95 5.53 5.20 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1200007029.hg.1 1 RP11-405A12.2 1 E-06 05 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

28.
TC1100010948.hg. 39 2.96 5.52 5.23 ctrl - P10; P2 - ctrl; P3 - ctrl; P11 - P10; P2 - P10; P3 - P10; P2 -
1 TC1100010948.hg.1 NM_005838 GLYAT 10249 1 E-06 81 E-06 P11; P3-P11; P11 -P8; P2-P8; P3- P8

28.
TC0100008645.hg. skernubu.cAug10- 38 2.97 5.52 5.23 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC0100008645.hg.1 unspliced skernubu NA 6 E-06 77 E-06 P10; P2 - P11; P3-P11; P2-P3; P2 - P8; P3- P8

28.
TC0200008536.hg. ANKRD36.veAug10- 37 2.97 5.52 5.23 ctrl - P10; ctrl - P11; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P8 -
1 TC0200008536.hg.1 unspliced ANKRD36 NA 7 E-06 69 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8




28.

TC0200009684.hg. flawdawbu.aAug10- 35 2.98 5.52 5.25 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P2 - P10; P3 - P10; P10 -
1 TC0200009684.hg.1 unspliced flawdawbu NA 6 E-06 51 E-06 P8; P2-P11;P3-P11;P11-P8; P2 - P3; P2 - P§; P3 - P8

28.
TC1500006666.hg. 34 2.99 5.52 5.26 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC1500006666.hg.1 NR_033351 GOLGASF 1E+08 5 E-06 43 E-06 P11; P11-P8; P2 - P3; P2 - P8

28.
TC0200011885.hg. 32 3.00 5.52 5.28 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0200011885.hg.1 NM_001008237 TTC32 130502 2 E-06 24 E-06 P10; P11-P2; P11 - P3; P11 - P§; P2 - P8; P3 - P8

28.
TC0400011994.hg. 30 3.01 5.52 5.29 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0400011994.hg.1 NM_001101669 INPP4B 8821 3 E-06 08 E-06 P3;P2-P11;P3-P11; P8 -P11; P8 - P3
TC0600013131.hg. blerklyby.aAug10- 28. 3.06 5.51 5.37 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC0600013131.hg.1 unspliced blerklyby NA 23 E-06 47 E-06 P10; P2 - P11; P3 - P11; P11 - P8; P2 - P3; P2 - Pg; P3 - P8
TC0600013119.hg. 28. 3.08 5.51 5.40 ctrl - P10; ctrl - P2; P3 - ctrl; ctrl - P8; P11 - P10; P3 - P10; P11 -
1 TC0600013119.hg.1 NM_001012279 SOGA3 387104 19 E-06 13 E-06 P2; P3-P11; P11 -P8; P3-P2; P3-P8

28.
TC1000007705.hg. zoygleybu.aAugl10- 18 3.08 5.51 5.40 ctrl - P10; ctrl - P11; ctrl - P8; P2 - P10; P3 - P10; P2 - P11; P3 -
1 TC1000007705.hg.1 unspliced zoygleybu NA 5 E-06 09 E-06 P11; P2 - P3; P2 - P8; P3- P8

28.
TC0900007729.hg. 16 3.10 5.50 5.42 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC0900007729.hg.1 uc064tyu.1 RNU4-29P NA 3 E-06 91 E-06 P11; P3-P11; P11 -P8; P2 - P3; P2 - P8; P3 - P8

28.
TC0100017449.hg. 15 3.10 5.50 5.43 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC0100017449.hg.1 NM_001143962 CAPN8 388743 2 E-06 81 E-06 P11; P11-PS8; P2 - P3; P2 - P8

28.
TC0600008093.hg. 10 3.13 5.50 5.48 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0600008093.hg.1 NA NA NA 6 E-06 43 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

28.
TC0600013885.hg. sneejo.aAugl0- 09 3.14 5.50 5.48 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0600013885.hg.1 unspliced sneejo NA 2 E-06 31 E-06 P10; P11-P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8
TC0100015783.hg. 28. 3.14 5.50 5.48 P10 - ctrl; ctrl - P11; ctrl - P2; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0100015783.hg.1 NM_000449 RFX5 5993 09 E-06 3 E-06 P3; P11-P2;P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3
TC1800006591.hg. peykler.aAug10- 28. 3.14 5.50 5.48 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC1800006591.hg.1 unspliced peykler NA 09 E-06 29 E-06 P11; P3-P11; P2 - P3; P2 - P§; P3 - P8

28.
TC0700011984.hg. 02 3.18 5.49 5.55 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC0700011984.hg.1 ucO64gew.1 AC005071.3 NA 3 E-06 73 E-06 P11; P2-P3; P2-P8; P3-P8

28.
TC0400007270.hg. 01 3.18 5.49 5.55 P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P8 - P10; P3 -
1 TC0400007270.hg.1 NM_138389 FAM114A1 92689 9 E-06 69 E-06 P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

28.
TC0500009414.hg. 01 3.19 5.49 5.55 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P2 -
1 TC0500009414.hg.1 NA NA NA 8 E-06 69 E-06 P11; P2 - P3; P2 - P8

27.
TC1400007089.hg. 97 3.21 5.49 5.59 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1400007089.hg.1 NA NA NA 7 E-06 34 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8
TC1200012299.hg. ENST00000602558. 27. 3.22 5.49 5.60 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC1200012299.hg.1 1 RP11-214K3.18 96 E-06 2 E-06 P8; P2-P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

27.
TC0400007803.hg. nokime.aAug10- 93 3.24 5.48 5.63 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P11 - P3; P11 -
1 TC0400007803.hg.1 unspliced nokime NA 4 E-06 98 E-06 P8; P2-P3; P2-P8

27.
TC1100012426.hg. ENST00000454832. 92 3.25 5.48 5.63 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1100012426.hg.1 1 SIK3-IT1 1 E-06 87 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

27.
TC0800012463.hg. 1.01E+ 91 3.25 5.48 5.63 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 - P10; P3 -
1 TC0800012463.hg.1 NR_108049 CCAT1 08 7 E-06 84 E-06 P11; P8-P11; P3 - P2; P8 - P2

27.
TC0800011679.hg. 91 3.25 5.48 5.63 P10 - ctrl; ctrl - P11; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 -
1 TC0800011679.hg.1 NM_014109 ATAD2 29028 4 E-06 81 E-06 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2; P8 - P3

27.
TC1600007897.hg. chaworbu.aAug10- 91 3.25 5.48 5.63 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P2 -
1 TC1600007897.hg.1 unspliced chaworbu NA 3 E-06 8 E-06 P11; P11-P8; P2 - P3; P2 - P§; P3 - P8

27.
TC0900009427.hg. 89 3.26 5.48 5.65 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P2 -
1 TC0900009427.hg.1 NA NA NA 1 E-06 62 E-06 P11; P11-PS8; P2 - P3; P2 - P§; P3 - P8

27.
TC0600011231.hg. 84 3.29 5.48 5.70 P10 - ctrl; P11 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 - P3; P11 -
1 TC0600011231.hg.1 uc063mkg.1 798744.2 NA 5 E-06 23 E-06 P2;P11-P3;P8-P11; P8 -P2; P8 - P3

27.
TC0700010992.hg. forblaw.aAug10- 84 3.30 5.48 5.70 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0700010992.hg.1 unspliced forblaw 2 E-06 2 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8

27.
TC0200006527.hg. 83 3.30 5.48 5.70 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0200006527.hg.1 NA NA NA 6 E-06 15 E-06 P10; P11-P8; P2 - P8; P3 - P8

27.
TC0500012806.hg. goyshaby.aAug10- 79 3.32 5.47 5.74 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P11 -
1 TC0500012806.hg.1 unspliced goyshaby NA 8 E-06 83 E-06 P2, P3-P11; P8-P11; P3 - P2; P8 - P2

27.
TC0500007467.hg. floystobu.aAug10- 78 333 5.47 5.75 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC0500007467.hg.1 unspliced floystobu NA 6 E-06 73 E-06 P11; P11-P8; P2 - P3; P2 - P§; P3 - P8

27.
TC0700013514.hg. 75 3.35 5.47 5.77 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0700013514.hg.1 NA NA NA 9 E-06 5 E-06 P10; P3 - P10; P11 - P8; P2 - P8; P3 - P8

27.
TC1100012963.hg. 75 3.35 5.47 5.77 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P10 -
1 TC1100012963.hg.1 NR_034137 ZBED5-AS1 729013 8 E-06 49 E-06 P3; P11-P2; P11 -P3; P11-P8; P2-P3; P8-P3

27.
TC0300008941.hg. nekoyu.aAug10- 72 3.37 5.47 5.80 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC0300008941.hg.1 unspliced nekoyu NA 8 E-06 24 E-06 P11; P11-P8; P2 - P3; P2 - P§; P3 - P8

27.
TC0100014857.hg. 67 3.40 5.46 5.86 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P8 - P10; P3 -
1 TC0100014857.hg.1 NM_001134486 GBPS 115362 8 E-06 81 E-06 P11; P8-P11; P3 - P2; P8 - P2

27.
TC0800008833.hg. 1.02E+ 65 3.42 5.46 5.88 ctrl - P10; P2 - ctrl; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P2 -
1 TC0800008833.hg.1 NR_109833 PRNCR1 08 8 E-06 64 E-06 P11; P3-P11; P11 -P8; P2-P3; P2-P8; P3- P8




27.

TC1000010777.hg. versha.aAug10- 63 3.43 5.46 5.90 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P10 -
1 TC1000010777.hg.1 unspliced versha NA 5 E-06 45 E-06 P8; P2-P11;P3-P11;P11-P8; P2 - P3; P2 - P§; P3 - P8
27.
TC0700011774.hg. mawmer.aAugl0- 58 3.47 5.95 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0700011774.hg.1 unspliced mawmer NA 2 E-06 5.46 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8
27.
TC0400010243.hg. jarsmerby.aAugl10- 58 3.47 5.95 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC0400010243.hg.1 unspliced jarsmerby NA 2 E-06 5.46 E-06 P11; P11-P3; P11 -P8; P2-P3; P2 -P8
TC0100013293.hg. 27. 3.52 5.45 6.04 ctrl - P10; P11 - ctrl; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P11 -
1 TC0100013293.hg.1 NM_002167 D3 3399 5 E-06 3 E-06 P2; P11-P3; P11 -P8
His)
box
polype 27.
TCOX00008514.hg. TCOX00008514.hg. ptide 48 3.53 5.45 6.06 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 1 NM_182540 DDX26B 268 7 E-06 18 E-06 P10; P3 - P10; P11 - P3; P11 - P8; P2 - P8; P3 - P8
27.
TC1200007613.hg. jarchar.aAug10- 46 3.55 5.44 6.08 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC1200007613.hg.1 unspliced jarchar NA 2 E-06 97 E-06 P11; P11-P3; P11 -P8; P2-P3; P2- P8
27.
TC1100010108.hg. stoyglor.aAug10- 42 3.58 5.44 6.12 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1100010108.hg.1 unspliced stoyglor NA 3 E-06 64 E-06 P10; P11 - P3; P11 - P8; P2 - P3; P2 - P8; P3 - P8
27.
TC0900011715.hg. bertybu.aAug10- 40 3.59 5.44 6.14 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P10 - P3; P10 -
1 TC0900011715.hg.1 unspliced bertybu NA 7 E-06 5 E-06 P8; P2 - P11; P11 - P3; P11 - P8; P2 - P3; P2 - P8
27.
TC0400010787.hg. shyboybo.aAug10- 39 3.60 5.44 6.15 ctrl - P10; ctrl - P11; ctrl - P8; P2 - P10; P3 - P10; P2 - P11; P3 -
1 TC0400010787.hg.1 unspliced shyboybo NA 3 E-06 38 E-06 P11; P2 - P3; P2 - P8; P3 - P8
27.
TC1300006717.hg. sysheebu.aAug10- 35 3.63 5.44 6.19 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 -
1 TC1300006717.hg.1 unspliced sysheebu NA 6 E-06 06 E-06 P8; P2-P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8
27.
TC1500008526.hg. soharu.aAugl10- 34 3.63 5.43 6.20 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC1500008526.hg.1 unspliced soharu NA 4 E-06 96 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8
27.
TC0800011956.hg. 1.02E+ 33 3.64 5.43 6.21 P11 - ctrl; P2 - ctrl; P3 - ctrl; P11 - P10; P2 - P10; P3 - P10; P2 -
1 TC0800011956.hg.1 ENST00000612268 MIR7641-1 08 6 E-06 89 E-06 P11; P3-P11; P2 - P3; P2 - P8; P3 - P8
27.
TC1600008887.hg. OTTHUMTO00000474 28 3.68 5.43 6.27 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P2 - P11; P11 -
1 TC1600008887.hg.1 478 RP11-104N10.2 2 E-06 43 E-06 P8; P2 - P3; P2 - P8; P3 - P8
27.
TC0600011601.hg. sneeglyby.aAug10- 27 3.68 5.43 6.27 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P3 -
1 TC0600011601.hg.1 unspliced sneeglyby NA 9 E-06 4 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8
27.
TC1700009890.hg. ENST00000583934. 27 3.68 5.43 6.27 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC1700009890.hg.1 1 RP11-13811.4 7 E-06 38 E-06 P3; P10 - P8; P11 - P2; P3 - P2; P8 - P2
27.
TC0400012828.hg. 26 3.69 5.43 6.28 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P11; P8 -
1 TC0400012828.hg.1 NM_001083907 BANK1 55024 2 E-06 25 E-06 P11; P3-P2; P8 - P2; P8-P3
27.
TC0100009271.hg. yoreha.aAug10- 22 3.72 5.42 6.32 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC0100009271.hg.1 unspliced yoreha NA 9 E-06 96 E-06 P11; P11 - P8; P2 - P3; P2 - P8
27.
HTA2-pos- 22 3.72 5.42 6.32 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
47421979 _st 23150843 NA NA NA 6 E-06 94 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8
27.
TC0600012866.hg. weesporby.aAug10- 22 3.72 5.42 6.32 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC0600012866.hg.1 unspliced weesporby NA 2 E-06 91 E-06 P11; P3-P11; P2 - P3; P2 - P8; P3 - P8
27.
TC0100017540.hg. shorobo.aAug10- 22 3.72 5.42 6.32 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 -
1 TC0100017540.hg.1 unspliced shorobo NA 2 E-06 9 E-06 P10; P11- P3; P11 - P8; P2 - P3; P2 - P8
27.
TC0900010088.hg. dawterbo.aAug10- 20 3.73 5.42 6.33 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0900010088.hg.1 unspliced dawterbo 9 E-06 8 E-06 P10; P2 - P11; P11 - P8; P2 - P3; P2 - P8; P3 - P8
27.
TC0200009072.hg. 20 3.74 5.42 6.33 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 - P8; P2 -
1 TC0200009072.hg.1 NA NA NA 4 E-06 75 E-06 P11; P11- P3; P11 - P8; P2 - P3; P2 - P8
27.
TC0600010935.hg. rurome.aAug10- 15 3.77 5.42 6.38 ctrl - P11; P2 - ctrl; ctrl - P8; P2 - P10; P3 - P10; P10 - P8; P2 - P11;
1 TC0600010935.hg.1 unspliced rurome NA 9 E-06 36 E-06 P3-P11;P11-P8; P2 - P3; P2 - P8; P3 - P8
TC0700010406.hg. 27. 3.78 5.42 6.39 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P10 -
1 TC0700010406.hg.1 NA NA NA 15 E-06 28 E-06 P3; P11-P2; P8 - P11; P3 - P2; P8 - P2; P8 - P3
27.
TC2100006826.hg. 13 3.79 5.42 6.41 ctrl - P10; P11 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P11 -
1 TC2100006826.hg.1 NR_024357 LINC00113 54088 5 E-06 16 E-06 P2; P11-P3;P11-P8; P2 -P3; P2-P8
27.
TC0900011343.hg. 11 3.80 5.42 6.42 ctrl - P10; ctrl - P11; ctrl - P8; P2 - P10; P3 - P10; P2 - P11; P3 -
1 TC0900011343.hg.1 NA NA NA 9 E-06 01 E-06 P11; P2 -P3;P2-P8; P3-P8
27.
TC0400008485.hg. 10 3.81 5.41 6.43 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P11 -
1 TC0400008485.hg.1 NA NA NA 8 E-06 92 E-06 P3; P11-P8; P2-P3;P2-P8
27.
TC0400008147.hg. joybubo.aAug10- 09 3.82 5.41 6.44 ctrl - P10; P11 - ctrl; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P11 -
1 TC0400008147.hg.1 unspliced joybubo NA 6 E-06 81 E-06 P2; P11-P3;P11-P8; P2 -P3; P2-P8
27.
TC1700008380.hg. jawserbo.aAug10- 09 3.82 5.41 6.44 ctrl - P10; ctrl - P11; ctrl - P8; P2 - P10; P3 - P10; P2 - P11; P3 -
1 TC1700008380.hg.1 unspliced jawserbo NA 4 E-06 8 E-06 P11; P11-P8; P2 - P3; P2 - P§; P3 - P8
27.
TC1600009680.hg. 04 3.86 5.41 6.50 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P2 -
1 TC1600009680.hg.1 NA NA NA 2 E-06 35 E-06 P11; P2 -P3;P2-P8
27.
TC0100011382.hg. 01 3.88 5.41 6.53 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0100011382.hg.1 NM_001004023 DYRK3 8444 6 E-06 12 E-06 P10; P11-P2; P11 - P3; P11 - P§; P2 - P8; P3 - P8
26.
TC0200014089.hg. ronemo.bAug10- 99 3.89 5.40 6.55 ctrl - P10; ctrl - P11; ctrl - P2; ctrl - P8; P11 - P10; P2 - P10; P3 -
1 TC0200014089.hg.1 unspliced ronemo NA 8 E-06 97 E-06 P10; P2 -P11; P3-P11; P11 - P§; P2 - P8; P3 - P8




26.

TC0800007871.hg. 95 3.93 5.40 6.60 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P2 -
1 TC0800007871.hg.1 uc064nlz.1 RNA5SP268 NA 7 E-06 61 E-06 P11; P2 -P3;P2-P8

26.
TC0800007676.hg. munumu.aAugl0- 93 3.95 5.40 6.63 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC0800007676.hg.1 unspliced munumu NA 2 E-06 39 E-06 P11; P3-P11; P2 -P3; P2 - P§; P3 - P8

26.
TC0600007899.hg. leegloby.aAug10- 93 3.95 5.40 6.63 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC0600007899.hg.1 unspliced leegloby NA 2 E-06 39 E-06 P11; P3-P11; P2 -P3; P2 - P§; P3 - P8

26.
TC0100008795.hg. 90 3.97 5.40 6.66 ctrl - P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P3 - P10; P2 -
1 TC0100008795.hg.1 NA NA NA 2 E-06 13 E-06 P11; P11-P8; P2 - P3; P2 - P§; P3 - P8

26.
TC1700009659.hg. 86 4.00 5.39 6.70 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC1700009659.hg.1 NA NA NA 8 E-06 84 E-06 P11; P11-P3;P2-P3;P2-P8

26.
TC0900010278.hg. 85 4.01 5.39 6.71 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P8 -
1 TC0900010278.hg.1 NR_046175_2 LOC286297 NA 7 E-06 74 E-06 P10; P3-P11; P8 - P11; P3 - P2; P8 - P2

26.
TC1700007382.hg. kercho.aAug10- 70 4.13 5.38 6.91 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P2 - P11; P11 -
1 TC1700007382.hg.1 unspliced kercho NA 8 E-06 43 E-06 P8; P2 - P3; P2 - P§; P3 - P8

26.
TC0100015113.hg. RP5- 68 4.15 5.38 6.94 ctrl - P10; ctrl - P11; P2 - ctrl; ctrl - P3; ctrl - P8; P2 - P10; P2 -
1 TC0100015113.hg.1 ENST00000438604 1108M17.5 NA 5 E-06 23 E-06 P11; P11-P3; P11 -P8; P2-P3; P2-P8

26.
TC0200012340.hg. blyklaw.aAug10- 65 4.17 5.37 6.97 P10 - ctrl; P2 - ctrl; P10 - P11; P2 - P10; P10 - P3; P10 - P8; P2 -
1 TC0200012340.hg.1 unspliced blyklaw NA 6 E-06 97 E-06 P11; P2-P3;P2-P8

26.
TC1100007999.hg. heti.aAug10- 65 4.17 5.37 6.97 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC1100007999.hg.1 unspliced heti NA 5 E-06 96 E-06 P11; P11-P8; P2 - P3; P2 -P8

26.
TC1100012825.hg. 62 4.20 5.37 7.01 P10 - ctrl; P11 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P2; P10 - P3; P11 -
1 TC1100012825.hg.1 uc058jdc.1 AP003041.1 NA 7 E-06 71 E-06 P2; P11-P3;P3-P2; P8-P2;P8-P3

26.
TC1100009818.hg. sawkeeby.aAug10- 61 4.20 5.37 7.02 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P10 - P8; P2 -
1 TC1100009818.hg.1 unspliced sawkeeby NA 9 E-06 65 E-06 P11; P11-P8; P2 - P3; P2 - P§; P3 - P8

26.
TC1300007836.hg. jydeeby.aAug10- 60 4.22 5.37 7.04 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P2 -
1 TC1300007836.hg.1 unspliced jydeeby NA 2 E-06 5 E-06 P11; P11-PS8; P2 - P3; P2 - P§; P3 - P8

26.
TC0100015212.hg. 56 4.25 5.37 7.09 P10 - ctrl; P11 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 -
1 TC0100015212.hg.1 NM_024526 EPS8L3 79574 1 E-06 13 E-06 P2, P10-P3; P8 -P11; P8 - P2; P8 - P3
TC2000008818.hg. deyroybu.bAug10- 26. 4.28 5.36 7.13 ctrl - P11; P2 - ctrl; P3 - ctrl; ctrl - P8; P10 - P11; P2 - P10; P3 -
1 TC2000008818.hg.1 unspliced deyroybu NA 53 E-06 86 E-06 P10; P10 - P8; P2 - P11; P3 - P11; P2 - P§; P3 - P8
TC0800011691.hg. 26. 4.29 5.36 7.14 ctrl - P10; P11 - ctrl; P3 - ctrl; P11 - P10; P2 - P10; P3 - P10; P3 -
1 TC0800011691.hg.1 NM_001003954 ANXA13 312 52 E-06 77 E-06 P11; P11- P8; P3 - P2; P2 - P8; P3 - P8

26.
TC0100007270.hg. ENST00000606754. 50 4.30 5.36 7.15 ctrl - P10; ctrl - P11; ctrl - P3; ctrl - P8; P2 - P10; P3 - P10; P2 -
1 TC0100007270.hg.1 1 RP1-224A6.9 7 E-06 66 E-06 P11; P3-P11; P2 - P3; P2 - P8; P3 - P8

26.
TC1000011515.hg. 47 4.32 5.36 7.19 ctrl - P10; ctrl - P2; ctrl - P3; ctrl - P8; P11 - P10; P10 - P3; P11 -
1 TC1000011515.hg.1 NM_001114094 BLNK 29760 8 E-06 41 E-06 P2; P11-P3; P11 -P8; P2-P3

26.
TC0600011972.hg. meyjee.aAug10- 43 4.36 5.36 7.25 P10 - ctrl; P2 - ctrl; P3 - ctrl; P8 - ctrl; P3 - P10; P8 - P10; P2 - P11;
1 TC0600011972.hg.1 unspliced meyjee NA 5 E-06 02 E-06 P3-P11; P8 - P11; P3 - P2; P8 - P2

26.
TC1500006584.hg. 15q11. 40 4.39 5.35 7.29 P10 - ctrl; P3 - ctrl; P8 - ctrl; P10 - P11; P10 - P2; P3 - P10; P3 -
1 TC1500006584.hg.1 NR_003298 SNORD115-6 2 5 E-06 76 E-06 P11; P8 - P11; P3 - P2; P8 - P2; P3 - P8

26.
TC1500007739.hg. 38 4.41 5.35 7.32 P10 - ctrl; ctrl - P2; P3 - ctrl; P8 - ctrl; P10 - P2; P3 - P10; P8 - P10;
1 TC1500007739.hg.1 NM_001286429 THSD4 79875 3 E-06 56 E-06 P11-P2; P3-P11; P8-P11; P3 - P2; P8 - P2

26.
TC0200010682.hg. 37 442 535  7.33  ctrl-P10; ctrl - P3; ctrl - P8; P11 - P10; P2 - P10; P10 - P3; P11 -
1 TC0200010682.hg.1 NA NA NA 1 E-06 46 E-06 P3; P11-P8; P2 - P3; P