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Figure S1. ANI analysis results. A. Percent identity heatmap. The cells corresponding to an ANI value
of 95% and higher are stained red, indicating that the corresponding strains belong to the same species.
The dendrograms (in green; above and on the left side), which were constructed by the simple linkage
of the ANIm (ANI with MUMmer) percentage identities, correspond to the results of the clustering of
the ANI values between the used strains. B). Alignment coverage heatmap. The isolates and species
assignments as indicated at source are given as row and column labels. Cells in the heatmap
corresponding to 75% coverage or greater are colored red. Color intensity fades as the comparisons
approach 50% coverage. The dendrograms (in green; above and on the left side) of the heatmap
correspond to strains assignments for each isolate in the analysis. ANI: Average Nucleotide Identity
A.
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Figure S2. Genes annotated with CARD protein ID and grouped by Drug Class. The number of genes
in each category is shown.

AMR-Gene-Family

= daptomycin resistant beta prime subunit of RNA polymerase (rpoC)
= fluoroquinolon e resistant parC
= antibiotic resistant fusA
ATP-binding cassette (ABC) antibiotic efflux pump
= daptomycin resistant liaS
= Pts| phos photransferase
= aminocoumarin resistant parE
= antibiotic resistance fabG
= aminocoumarin resistant gyr8
= daptomycin resistant beta-subunit of RNA polymerase (rpoB)
= resistan ce-n odulatio n-cell division (RND) antibiotic efflux pump
= Penicillin-binding protein mutations conferring resistance to beta-lactam antibiotics
= van ligase
antibiotic resistant fusE
antibiotic resistant fabl
major faciitator superfamily (MFS) antibiotic eflux pump
= elfamycin resistant EF-Tu
tetracycline-resistant ribosomal protection protein
= rifamycin-resistant beta-subunit of RNA polymerase (rpoB)
= daptomycin resistant liaR
=vanZ




Figure S3. Metabolic profile based on the BBL Crystal miniaturized test. Black color indicated
positive (metabolized the substrate), white color negative (do not metabolize the substrate).

L. lactis L. lactis
UTNCys6-1 | ATCC11474

Metabilite

4MU-B-D-glucoside FGC

L-valine / AMC FVA
L-phenylalanine AMC FPH
4MU-a-D-glucoside FGS
L-pyroglutamic acid-AMC FPY
L-tryptophan FTR

L-arginine -AMC FAR
4MU-N-acetyl-B-D-glucosaminide FGA
4MU-phosphate - FHO
4MU-B-D-glucuronide - FGN
L-isoleucine -AMC FIS

Trehalose / TRE

Lactose / LAC

Methyl-a & B-glucoside MAB
Sucrose / SUC

Mannitol / MNT

Maltotriose / MTT

Arabinose / ARA

Glycerol / GLR

Fructose / FRU

p-n-p-p-D-glucoside / BGL
p-n-p-p-D-cellobioside / PCE

Proline & Leucine-p-nitroanilide PLN
p-n-p-phosphate / Phosphat / fosfato PHO

p-n-p-o-D-maltoside / maltésido PAM
ONPG & p-n-p-a D-galactoside / PGO
Urea / URE

Esculin / ESC

Arginine / ARG

Fluorescent negative control / FCT —




Supplementary Figure 4. A. Slimy phenotype of EPS produced by L. lactis UTNCys6-1 (Cys6-1) and L.
lactis ATCC11454 (L.LAC) at 24 h and 72h of incubation at 37 °C. B. Viable cells profile in medium
containing sugars; C. Zone of inhibition formed by EPSS against Listeria monocytogenes (a) and
Enterobacter hormechei UTNB3Sh1 (b). Legend: MRSS: MRS with 5% sucrose; MRSP: MRS with 5%
panela; MRSD: MRS with 5% dextrose; panel B: serial dilution 1:106; panel C: 1, 2, 3: independent
repetitions.
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Figure S5. Tricine-SDS-PAGE profile of EPSS. Legend: M-molecular marker (Promega). 1, 3, 5: EPSS
obtained from L. lactis ATCC11474 grown in MRSS, MRSD, and MRSP agar medium. 2, 4, 6: EPSS
obtained from L. lactis UTNCys6-1 grown in MRSS, MRSD, and MRSP agar medium.
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