Table S3. Alignment of DzCYP72A nucleic acid sequences. Extreme similarity occurred in coding
sequence of DzCYP72As belonging to Clade I (DzCYP1-13/23/24) and Clade II (DzCYP72A18-
20), respectively. The first column in each paragraph contains gene or protein symbol, and the
numbers in parentheses are sequence start location information. Completely consistent sequences

are identified in yellow, and partially consistent sequences are identified in blue.

551 600
DzCYP18 (551) AAGATGCTGGAGATGCAGCTGAGAAGACAGGGGTTGCCAGG-AACAAGTA
DzCYP72A17 (1) —-——-ATGCTGGAGATGCAGCTGAGAAGACAGGGGTTGCCCGGGAACAAGTA
DzCYPT72A22 (1) ——-ATGCTGGAGATGCAGCTGAGAAGACAGGGGTTGCCGGGGAACAAGTA
DzCYP72A20 (47) A-GATGCTGGAGATGCAGCTGAAAAGGCAGGGGTTGCCGGGGAACAAGTA
DzCYP72A21 (1) ———ATGCTGGAGATGCAGCTGAGAAGACAGGGGTTGCCCGGGAACAAGTA
601 650
DzCYP18 (600) TCGGCTGATGATGGGGGACATGAAGGATGAGAAAAAGTCCTTCAAGGAGG
DzCYP72A17 (48) TCGGCTGATGATGGGGGACATGAAGGATGAGAAAAAGTCCTTCAAGGAGG
DzCYPT72A22 (48) TCGGCTGATGATGGGGGACATGAAGGATGAGAAAAAGTCCTTCAAGGAGG
DzCYP72A20 (96) TCGGCTGATGATGGGGGACATGAAGGATGAGAAAAAGTCCTTCAAGGAGG
DzCYP72A21 (48) TCGGCTGATGATGGGGGACATGAAGGATGAGAAAAAGTCCTTCAAGGAGG
651 700
DzCYP18 (650) CTTGGTCCAGGCCAATGGAGCTCACGCACAGGATAGCGGCTCGTGTGATT
DzCYP72A17 (98) CTTGGTCCAGGCCAATGGAGCTCACGCACAGGATAGCGGCTCGTGTGATT
DzCYPT72A22 (98) CTTGGTCCAGGCCAATGGAGCTCACGCACAGGATAGCGGCTCGTGTGATT
DzCYP72A20 (146) CTTGGTCCAGGCCAATGGAGCTCACGCACAGGATAGCGGCTCGTGTGATT
DzCYP72A21 (98) CTTGGTCCAGGCCAATGGAGCTCACGCACAGGATAGCGGCTCGTGTGATT
701 750
DzCYP18 (700) CCCTATGATCATCAAAT---GGCTCAAACACATGGCAAGATATCATTCAA
DzCYP72A17 (148) CCCTATGATCATCAAAT---GGCTCAAACACATGGCAAGATATCATTCAA
DzCYPT72A22 (148) CCCTATGATCATCAAAT---GGCTCAAACACATGGCAAGATATCATTCAA
DzCYP72A20 (196) CCCTATGATCATCAAATAATGGCTCAAACACATGGCAAGATATCATTCAA
DzCYP72A21 (148) CCCTATGATCATCAAAT---GGCTCAAACACATGGCAAGATATCATTCAA
751 800
DzCYP18 (747) ATGGAATGGAACAACTCCCAGAGTGAACATATGGAATCCAGAGATGTCGA
DzCYP72A17 (195) ATGGAATGGAACAACTCCCAGAGTGAACATCTGGAATCCAGAGATGTLCGA
DzCYPT72A22 (195) ATGGAATGGAACAACTCCCAGAGTGAACATCTGGAATCCAGAGATGTCGA
DzCYP72A20 (246) ATGGAAAGGGACAACTCCCAGAGTGAACATATGGAATCCAGAGATGTTGA
DzCYP72A21 (195) ATGGAATGGAACAACTCCCAGAGTGAACATCTGGAATCCAGAGATGTCGA
801 850
DzCYP18 (797) GAGAGATCCTGTTAAACAAGTCIGGCCACATTATCAAGCCACAACTTAAC
DzCYP72A17 (245) GAGAGATCCTGTTGAACAAGTCCGGCCACATTATCAAGCCACAACTTAAC
DzCYPT72A22 (245) GAGAGATCCTGTTGAACAAGTCTIGGCCACATTATCAAGCCACAACTTAAC
DzCYP72A20 (296) AAGAGATCCTGTTGAACAAGTCIGGCCACATTATCAAGCCACAAGTGAAC
DzCYP72A21 (245) GAGAGATCCTGTTGAACAAGTCIGGCCACATTATCAAGCCACAACTTAAC
851 900
DzCYP18 (847) CCTCTGATAAGGCTGCTTACAATGGGAGTATCTACACTTGAAGGAGAAGA
DzCYP72A17 (295) CCTCTGATAAGGCTGCTTACAATGGGAGTATCTACACTTGAAGGAGAAGA
DzCYPT72A22 (295) CCTCTGATAAGGCTGCTTACAATGGGAGTATCTACACTTGAAGGAGAAGA
DzCYP72A20 (346) CCTCTGATAAAGCTGCTTACAATGGGAGTATCTACACTTGAAGGAGAAGA
DzCYP72A21 (295) CCTCTGATAAGGCTGCTTACAATGGGAGTATCTACACTTGAAGGAGAAGA
901 950
DzCYP18 (897) ATGGGCACAGAGGAGGAAGTTGATCAATCCTGCCTTTCATATGGAGAAAC
DzCYP72A17 (345) ATGGGCACAGAGGAGGAAGTTGATCAATCCTGCCTTTCATATGGAGAAAC
DzCYPT72A22 (345) ATGGGCACAGAGGAGGAAGTTGATCAATCCTGCCTTTCATATGGAGAAAC
DzCYP72A20 (396) ATGGGCACAGAGGAGGAAGTTGATCAATCCTGCCTTTCATATGGAGAAAC
DzCYP72A21 (345) ATGGGCACAGAGGAGGAAGTTGATCAATCCTGCCTTTCATATGGAGAAAC
951 1000
DzCYP18 (947) TCAAGGAGATGGTACCTGCTTTTCGAATCAGTTGCATTGATTTAGTCAAG
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(395) TCAAGGAGATGGTACCTGTITTTTCGAATCAGTTGCATTGATTTAGTCAAG
(395) TCAAGGAGATGGTACCTGTITTTTCGAATCAGTTGCATTGATTTAGTCAAG
(446) TCAAGGAGATGGTACCTGCTTTTCGAATCAGTTGCATTGATTTAGTCAAG
(395) TCAAGGAGATGGTACCTGITTTTCGAATCAGTTGCATTGATTTAGTCAAG
1001 1050
(997) AGGTGGGAGAACTT---AGTGAGTGCCGAAGGATCCTGTGAACTAGATGT
(445) AGGTGGGAGAACTT---AGTGAGTGCCGAAGGATCCTGTGAACTAGATGT
(445) AGGTGGGAGAACTT---AGTGAGTGCCGAAGGATCCTGTGAACTAGATGT
(496) AGGTGGGAGAACTT---AGTGAGTGCCGAAGGATCCTGTGAACTAGATGT
(445) AGGTGGGAGAACTTGGTAGTGAGTGCCGAAGGATCCTGTGAACTAGATGT
1051 1100
(1044) CTGGCCTGAATTTCAGAGTCTAACAGGAGATGTGATCTCTCGCACTGCAT
(492) CTGGCCTGAATTTCAGAGTCTAACAGGAGATGTGATCTCTCGCACTGCAT
(492) CTGGCCTGAATTTCAGAGTCTAACAGGAGATGTGATCTCTCGCACTGCAT
(543) CTGGCCTGAATTTCAGAGTCTAACAGGAGATGTGATCTCTCGCACTGCAT
(495) CTGGCCTGAATTTCAGAGTCTAACAGGAGATGTGATCTCTCGCACTGCAT
1101 1150
(1094) TTGGTAGTAGTTTTGAGGAAGGAAAGCAGATTTTTGAGTTCCAAAAGGAA
(542) TTGGTAGTAGTTTTGAGGAAGGAAAGCAGATTTTTG TCCAAAAGGAA
(542) TTGGTAGTAGTTTTGAGGAAGGAAAGCAGATTTTTG TCCAAAAGGAA
(593) TTGGTAGTAGTTTTGAGGAAGGAAAGCAGATTTTTG TCCAAAAGGAA
(545) TTGGTAGTAGTTTTGAGGAAGGAAAGCAGATTTTTG TCCAAAAGGAA
1151 1200

(1144) CAAGCTGTTCTTGTCATTGAAGCTICCCGCTCGATCTATCTTCCAGGCTT

(592) CAAGCTGTTCTTGTCATTGAAGCTTCCCGCTCGATCTATCTTCCAGGCTT
(592) CAAGCTGTTCTTGTCATTGAAGCTTCCCGCTCGATCTATCTTCCAGGCTT
(643) CAAGCTGTTCTTGTCATTGAAGCTGCCCGCTCGATCTATCTTCCAGGCTT
(595) CAAGCTGTTCTTGTCATTGAAGCTGCCCGCTCGATCTATCTTCCAGGCTT
1201 1250
(1194) TAGGTTCCTGCCAACTGCAAAGAATAAGAGGAGAATGTTCATCGACAGTG
(642) TAGGTTCCTGCCAACTGCAAAGAATAAGAGGAGAATGTTCATCGACAGTG
(642) TAGATTCCTGCCAACTGCAAAGAATAAGAGGAGAATGTTCATCGACAGTG
(693) TAGGTTCCTGCCAACTGCAAAGAATAAGAGGAGAATGTTCATCGACAGTG
(645) TAGGTTCCTGCCAACTGCAAAGAATAAGAGGAGAATGTTCATCGACAGTG
1251 1300
(1244) AGATCAA.AGAATGCTACGAGATATCATCCACAAGAAGITAGATTCAATG
(692) AGATCAAAAGAATGCTACGAGATATCATCCACAAGAAGTTAGATTCAATG
(692) AGATCAAAAGAATGCTACGAGATATCATCCACAAGAAGTTAGATTCAATG
(743) AGATC GAATGCTACGAGATATCATCCACAAGAAGATAGATTCAATG
(695) AGATC GAATGCTACGAGATATCATCCACAAGAAGATAGATTCAATG
1301 1350
(1294) AAAATCGGAGAAAACACTGATGATGACTTACTCAGCTTGTTTATTTGCAA
(742) AAAATCGGAGAAAACGCTGATGATGACTTACTCAGCTTGTT--GTTGCAA
(742) AAAATCGGAGAAAACGCTGATGATGACTTACTCAGCTTGTT--GTTGCAA
(793) AAAATCGGAGAAAATACTGATGATGACTTACTCAGCTTGTT--GTTGCAA
(745) AAAATCGGAGAAAACACTGATGATGACTTACTCAGCTTGTT--GTTGCAA
1351 1400
(1344) TCC ATACTATGA-—————————————— - ———————m—————————————
790
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(790) TCCAATAC
(841) TCCGATAC
(793) TCC ATACTATGA
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D2cYPT2213 (1) HEGEAGETAGTGATCEGAGTG:IATGE:0EETE0EECECEETEaTe--
5 100
DzCYP72A1 (49) GCCeA
DzCYP72A8 (49) A
DzCYP72A2 (51) A
DzCYP72A9 (51) A
DzCYP72A5 (49) A
DzCYP72A10 (49) A
DzCYP72A3 (43) A
DzCYP72A6 (43) A
DzCYP72A11 (49) C A
DzCYP72A7 (1)
DzCYP72A12 (49)
DzCYP72A13 (49)
1
DzCYP72A1 (95) BGAGGCTGGAECGGGAACTCCGBCEECAGGGCCTGCGCGGCAACCAGTAC
DzCYP72A8 (95) GGAGGCTGGATCGGGAACTCCGECEECAGGGCCTGCGCGGCAACCAGTAC
DzCYP72A2  (101) BGAGGCTGGATCGGGABCTCCGEBCAGCAGGGCCTGCGCGGCAACCAGTAC
DzCYP72A9  (101) GGAGGCTGGATCGGGAGCTCCGEBCAGCAGGGCCTGCGCGGCAACCAGTAC
DzCYP72A5 (95) BGAGGCTGGATCGGGAGCTCCGECAGCAGGGCCTGCGCGGCAACCAGTAC
DzCYP72A10 (95) BGAGGCTGGATCGGGAGCTCCGECEECAGGGCCTGCGCGGCAACCAGTAC
DzCYP72A3 (89) BGAGGCTGGATCGGGAGCTCCGECEECAGGGCCTGCGCGGCARCCAGTAC
DzCYP72A6 (89) GGAGGCTGGACCGGGAGCTCCGECEECAGGGCCTGCGCGGCARCCAGTAC
DzCYP72Al1 (95) TGAGGCTGGACCGGGAGCTCCGECECCAGGGCCTGCGCGGCAACCAGTAC
DzCYP72R4 (95) TGAGGCTGGACCGGGAGCTCCGECECCAGGGCCTGCGCGGCARCCAGTAC
DzCYP72A7 (2) TGAGGCTGGACCGGGAGCTCCGECECCAGGGCCTGCGCGGCAACCAGTAC
DzCYP72A12 (95) BGAGGCTGGACCGGGAGCTCCGACBCCAGGGCCTGCGCGGCAACCAGTAC
DzCYP72A13 (95) GGAGGCTGGACCGGGATCTCCGBCECCAGGGCCTGCGCGGCAACCAGTAC
151 200
DzCYP72A1 CGACT GGCGATCTCAAGGAAAAC GCTETC
DzCYP72A8 CGACT GGCGATCTCAAGGAAAAC GCTETC
DzCYP72A2 CGRBT GGCGATCTCAAGGAAAAC GCTATC
DzCYP72A9 CGAGT GGCGATCTCAAGGAAAAC GCTATC
DzCYP72A5 CGAGT GGCGATCTCAAGGAAAAC GCTATC
DzCYP72A10 CGACT GGCGATCTCAAGGAAAACEBECCAGCTETC
DzCYP72A3 CGACT GGCGATCTCAAGGAAAACGCCCAGCTETCLEATGAAG
DzCYP72A6 CGABTATT GGCGATCTCAAGGAAAACGECCAGCTETC GC
DzCYP72Al1 CGABTETTCCATGGCGATCTCAAGGAAAACGECCEBGCTETCGA GC
DzCYP72A4 CGAGTETTCCATGGCGATCTCAAGGAAAACGECCEGCTLETCG GC
DzCYP72A7 CGAGTETTCCATGGCGATCTCAAGGAARACGECCGGCTETCG GC
DzCYP72A12 CGAGTETTECABGGCGATCTCAAGGAAAACGTCCEGCTETCGA GC
DzCYP72A13 CGATTATTGCACGGCGATCTCAAGGAAAACGECCEGCTETCEA GC
201 250
DzCYP72A1 TGCCTCTTCACTECCATGACATCGCECCCEGEGTT
DzCYP72A8 TGCCTCTTCACTGCCATGACATCGCECCCEGEGTT
DzCYP72A2 TGCCTCTTCACTGCCATGACATCGCECCCEGEGTTG
DzCYP72A9 TGCCTCTTCACTGCCATGACATCGCECCCLEGEGTTG
DzCYP72A5 TGCCTCTTCACTGCCATGACATCGCECCCEGEGTTG
DzCYP72A10 TGCCTCTTCACTACCATGACATCGCECCCEGEGTT
DzCYP72A3 TGCCTCTTCACTECCATGACATCGCECCCEGEGTT
DzCYP72A6 TGCCTCTTCACTACCATGACATCGCECCCEGEGTT
DzCYP72Al1 TGCCTCTTCACTECCATGACATCGCECCCLGEGTT
DzCYP72A4 TGCCTCTTCACTECCATGACATCGCECCCEGEGTT
DzCYP72A7 TGCCTCTTCACTECCATGACATCGCECCCEGEGTT
DzCYP72A12 TGCCTCTTCACTECCATGACATCGCECCCEGEGTT
DzCYP72A13 TACATCCCGGCCTTTGCCTCTTCACTGCCATGACATCGCTCCCAGGGTTG




DzCYP72A1 CCCTGTCCTCCACAABGCCATCAAAGATC
DzCYP72A8 CCCTGTCCTCCACAACGCCATCAAAGATC
DzCYP72A2 CCCTGTCCTCCACAACGCCATCAAAGATC
DzCYP72A9 CCCTGTCCTCCACAACGCCATCAAAGATC
DzCYP72A5 CCCTGTCCTCCACAACGCCATCAAAGATC
DzCYP72A10 CCCT@TCETCCACAACGCCATCAAAGATC
DzCYP72A3 CCCTETCETCCACAACGCCATCAAAGATC
DzCYP72A6 CCCTETCETCCACAACGCCATCAAAGATC
DzCYP72Al1 CCCTETCHTCCACAAEGCCATCAAAGATCATG
DzCYP72R4 CCCTETCETCCACAATGCCATCAAAGATC
DzCYP72A7 CCCTETCETCCACAAEGCCATCAAAGATC
DzCYP72A12 CCCTETCETCCACAACGCCATCAAAGATC
DzCYP72A13 CCCCTETCATCCACAACGCCATCAAAGATC
301 350
DzCYP72A1 G CCAGABETAGTC
DzCYP72A8 G CCAGABCTAGTC
DzCYP72A2 G CCAGAGCTAGT
DzCYP72A9 G CCAGAGCTAGT
DzCYP72A5 G CCAGAGCTAGT
DzCYP72A10 T CCAGAGCTAGT
DzCYP72A3 T CCAGAGETAGT
DzCYP72A6 CCAGAGCTAGT
DzCYP72A11 AACCAGAACTAGTTAT
DzCYP72A4 AACCAGAACTAGTA
DzCYP72A7 AACCAGAACTAGTA
DzCYP72A12 ABCCAGABCTAGT
DzCYP72A13 ACCCAGATTTAGT
351 400
DzCYP72A1  (345) AGAAGT
DzCYP72A8  (345) AGAAGT
DzCYP72A2  (351) AGAAGT ARAC
DzCYP72A9  (351) AGAAGT AAAC
DzCYP72A5  (345) AGAAGTGITGICAAACAAGTTTGGACATTTTGCTAAAGT
DzCYP72A10  (345) AGAAGTACTCECAAACAAGTTTGGACATTTTGHET
DzCYP72A3  (339) AGAAGTACTCECAAACAAGTTTGGACATTTTGITAA
DzCYP72A6  (288) AGAAGTACTCECAAACAAGTTTGGACATTTTGITAA
DzCYP72A11  (345) T---AAACAAGTTTGGACATTTTGHT
DzCYP72A4  (345) TTTGGACATTTTGETAA
DzCYP72A7  (252) TTTGGACATTTTGETAA
DzCYP72A12  (345) AGAAGTGCT AACAAGTTTGGACATTTTGET
DzCYP72A13  (345) AGAAGTACT AACAAGTTTGGACATTTTGET
DzCYP72A1 TEGCCAATTTHTTGGTCCAAGGACTTG TTATG
DzCYP72A8 TEGCCAATTTETTGGTCCAAGGACTTG ITTATG
DzCYP72A2 TEACCAARTTATTGGTCCAAGGACTTGEAGTTTATG
DzCYP72A9 TEACCAAATTATTGGTCCAAGGACTTGEAGTTTATGARG
DzCYP72A5 TEACCAAATTATTGGTCCAAGGACTTGEAGTTTATGARG
DzCYP72A10 TEGCCAAATTHTTGGTCCAAGGECTTGCETFETTATGACGGHGA
DzCYP72A3 TEGCCAAATTITTGGTCCAAGGGCTTGCEICT TATGACGGEG
DzCYP72A6 TEGCCAAATTETTGGTCCAAGGECTTGCETCT TATGACGGEG
DzCYP72Al11 CTTTEGCCAAATTETTGGTCCAAGGECTTG TTATGARGGEGA
DzCYP72A4 CCAAATTETTGGTCCAAGGECTTGEGTATTATGAAGGAGAACAC
DzCYP72A7 CCAAATTETTGGTCCAAGGECTTG TTATGARGGHEG
DzCYP72A12 CCAAATTETTGGTCCAAGGECTTG TTATGARGGEGA
DzCYP72A13 CCAAATTETTGGTCCAAGGACTTGEAGET TATGARGGIGA
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CAAACATAGAAGGATCATCAA GCATTCCAT GAGAAACT
CAAACATAGAAGGATCATCAA GCATTCCAT GAGAAACT
CAAACACAGAAGGATCATCAA GCATTCCAT GAGAAACT
CAAACACAGAAGGATCATCAA GCATTCCAT GAGAAACT
CAAACACAGAAGGATCATCAA GCATTCCAT GAGAAACT
TGGGTCAAAC GGAGGATCAT GCATTCCATTTEGAGAAACT
TCAAACACAGAAGGATCATCAA GCATTCCATTTTGAGAAACT
TCAAACACAGAAGGATCATCAA GCATTCCATTTTGAGAAACT
TGGGCCAAACATAGAAGGATCCT GCATTCCAT GAGAAACT
CAAACATAGAAGGATACTCAA GCATTCCAT GAGAAACT
CAAACATAGAAGGATCCTCAA GCATTCCATCTAGAGAAACT
TGGGCCAAAC GAAGGATCATCAATCCTIGCATTCCATCTEGAGAAACT
TGGGCCAAAC GAAGGAT TTAA.CCCGCATTCCAT TTGAGAAACT
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CTAATGCTTCCAGCATTCTCTACATCTTGTGGTGAACTGATTAGAA
CTAATGCTTCCAGCATTCTCTACATCTTGTGGTG TGATTAGAA
CTAATGCTTCCAGCATTCTCTACATCTTGTGGTG TGATTAGAA
CTAATGCTTCCAGCATTCTCTACATCTTGTGGTG TGATTAGAA
CTAATGCTTCCAGCATTCTCTACATCTTGTGGTG TGATTAGAA
CAAATGCTGCCAGCATTCTCTACGTCTTGTGGTG TTATTAGAA
CAAATGCTGCCAGCATTCTCTACGTCTTGTGGTG TTATTAGAA
CAAATGCTGCCAGCATTCTCTACGTCTTGTGGTGAACTTATTAGAA
CTAATGTTGCCAGCATTCTCTACATCTTGTAGTGAATTGATTAGAA
CTAATGTTGCCAGCATTCTCTACATCTTGTAGTGAATTGATTAGAA
CIAATGTTGCCAGCATTCTCTACATCTTGTAGTGAATTGATTAGAA
CTAATGCTGCCAGCATTCTCTACATCTTCTGGTG TGATTAGAA
CTAATGCTGCCAGCATTCTCTACATCTTCTGGTG TGATTAGAA
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GAT
GAT
GAT
GAT
-GAT

GATATCATCTC
GATATCATCTC
GATATCATCTC

GAT
GAT
GAT
GAT

GCCAGAGATCCAAAACCTCACAGGAGAT

651

600

TCATCTC
TCATCTC
TCATCTC
TCATCTC
TCATCTC

AG
AG
AG
AG
AG

GCATTC
GCATTC
GCATTC
GCATTC
GCATTC

AGAACCGCATTC
AGAACCGCATTC
AGAACCGCATTC

TCATCTCTAGGACTIGCATTCA

TCATCTCTAGGACTIGCATTCA

TCATCTC AGGACTGCATTC

TCATCTCTAG ACIGCATTCA

TCATCTC AGGAC GCATTC

700
(645) -TAGCAGETAEGAAGABGGAAG----AAGAATATTTGAACTECTAGEAGA




DzCYP72A8
DzCYPT72A2
DzCYP72A9
DzCYP72A5
DzCYP72A10
DzCYP72A3
DzCYP72A6
DzCYP72A11
DzCYP72A4
DzCYPT72A7
DzCYP72A12
DzCYP72A13

DzCYP72A1
DzCYP72A8
DzCYPT72A2
DzCYP72A9
DzCYP72A5
DzCYP72A10
DzCYP72A3
DzCYP72A6
DzCYP72A11
DzCYP72A4
DzCYPT72A7
DzCYP72A12
DzCYP72A13

DzCYP72A1
DzCYP72A8
DzCYPT72A2
DzCYP72A9
DzCYP72A5
DzCYP72A10
DzCYP72A3
DzCYP72A6
DzCYP72A11
DzCYP72A4
DzCYP72A7
DzCYP72A12
DzCYP72A13

DzCYP72A1
DzCYP72A8
DzCYPT72A2
DzCYP72A9
DzCYP72A5
DzCYP72A10
DzCYP72A3
DzCYP72A6
DzCYP72A11
DzCYP72A4
DzCYPT72A7
DzCYP72A12
DzCYP72A13

DzCYP72A1
DzCYP72A8

TAGCAG
TAGCAG
TAGCAG
TAGCAG
TAGCAG
TAGCAG

TAGCA
TAGCAG
TAGCA
TAGCAG

CAAATT
CAAATT
CAAATT
CAAATT
CAAATT
ACAAATT
ACAAATT
ACAAATT
CAAATT
CAAATT
CAAATT
CAAATT
CAAATT

GAAG
GAAG
GAAG
GAAG
GAAG
GAAGAAG
GAAGAAG
GAAGAAGG
GAAGAAG
GAAGAAG

GG

HH3g93 34943343

CTTCTTATCC
CTTCTTATCC
CTTCTTATCC
CTTCTTATCCECAG
CTTCTTATCCECAG
CTTACTATTCCAG
CTTACTATTCCAG
CTTACTATTCCAG
CTTTATATTCAAGTTT
CTTTATATTCAAGTTT
CTTTATATTCAAGTTT
CTTCTTAT
TCTTACTAT

AG
AG
AG

GACTATATACAT
GACTATATACAT
GACTATATACAT
GACTATATACAT
GACTTTATACAT

AAGACT
AAGACT
AAGACT
AAGACT
AAGACT
AAGACT

GACT

CEAGETT
CCAGCTTIGCAGACT

GGAAG----AAGAATATTTGAACTECTAG
GGAAG----AAGAATATTTGAACTECTAG
GGAAG----AAGAATATTTGAACTECTAG
GGAAGGAAGAAGAATATTTGAACTACTAG
G----AAGAATATTTGAACT
G----AAGAATATTTGAACT
G----AAGAATATTTGAACT
G----AAGAATATTTGAACT
G----AAGAATATTTGAACT
G----AAGAATATTTGAACT
TAGCAGTTACGAAGACGGAAG----AAGAATATTTGAACT
TAGCAGETAEGAAGARGGEBAG----AAGAATATTTGAACT

CT
CT
CT

CTA
CT
CT

750

TATACAT
TATACAT
TATACAT
TATACAT
TATACAT
TATACAT

TGA

CTAAARGA
CTARAAR

GA
GA
GA
GA

CCTGGTT
CCTGGTT
CCTGGTT
CCTGGTT
CCTGGTT
CCTGGTT
CCTGGTT
CCTGGTT
CCTGGTT
CCTGGTT
CCTGGTT

TATACATTCCTGGTT
TATACATECCTGGTT

751 800
TCGATTTCTGCCCACACCAATGAACA GAAGAAGCCAAGT AT
TCGATTTCTGCCCACACCAATGAACA GAAGAAGCCAAGT AT
TCGATTTCTGCCCACACCAATGAACA GAAGAAGCCAAGT AT
TCGATTTCTGCCCACACCAATGAACA GAAGAAGCCAAGT AT
TCGATTTCTGCCCACACCAATGAACA GAAGAAGCCAAGT AT
TCAATTTCTGCCCACACCAATGAAC GAAGAAGCCAAGT T
TCGATTTCTGCCCACACCAATGAACA GAAGAAGCCAAGT AT
TCGATTTCTGCCCACACCAATGAACA GAAGAAGCCAAGT AT
TCGATTTCTGCCCACACCAATGAAC GAAGAAGCCAAGTATATAAT
TCGATTTCTGCCCACACCAATGAACA GAAGAAGCCAAGTAT AT
TCGATTTCTGCCCACACCAATGAACA GAAGAAGCCAAGTAT AT

TTCGATTTCTGCCCACACCAATGAAC GAAGCAGCCAAGTIT T
lTC GTTTCTGCCCACACCAATGAACAACAGAAGIAGCCAAGTTT T

801 850
(790) GAGATGAAAAGAATTCTT GGCATGATAG-AGAAGAGAGAGAAGGCCA
(790) GAGATGAAAAGAATTCTT GGCATGATCG-AGAAGAGAGAGAAGGCCA
(796) GAGATGAAAAGAATTCTT GGCATGATAG-AGAAGAGAGAGAAGGCCA
(796) GAGATGAAAAGAATTCTT GGCATGATAG-AGAAGAGAGAGAAGGCCA
(793) GAGATGAAAAGAATTCTT GGCATGATCG-AGAAGAGAGAGAAGGCCA
(790) GAGATGAAAAGAATTCTT GGCATGATTG-AGAAGAGAGAGAAGGCCA
(784) GAGATGAAAAGAATTCTT GGCATGATTG-AGAAGAGAGAGAAGGCCA
(733) GAGATGAAAAGAATTCTT GGCATGATTG-AGAAGAGAGAGAAGGCCA
(787) GAGATGAAAAGAATTCTT GGCATGATTG-AGAAGAGAGAAAAGGCTA
(787) GAGATGAAAAGAATTCTT GGCATGATTGGAGAAGAGAGAAAAGGCCA
(694) GAGATGAAAAGAATTCTT GGCATGATTG-AGAAGAGAGAAAAGGCCA
(790) GAGATGAAAAGAATTCTTATAGGCATGATTG-AGAAGAGAGAGAAGGCCA
(790) GAGATGAAAAGAATTCTTA.AGGCATGAT G-AGAAGAGAGAGAAGGCCA

851 900
(839) TAAGAATGGGGGACAGT AGAATGACCTTCTGGGTTTGITTACTAGAC
(839) TAAGAATGGGG GGT AGAATGACCTTCTGGGTTTGTITACTAGAC



DzCYPT72A2
DzCYP72A9
DzCYP72A5
DzCYP72A10
DzCYP72A3
DzCYP72A6
DzCYP72A11
DzCYP72A4
DzCYP72A7
DzCYP72A12
DzCYP72A13

DzCYP72A1
DzCYP72A8
DzCYPT72A2
DzCYP72A9
DzCYP72A5
DzCYP72A10
DzCYP72A3
DzCYP72A6
DzCYP72A11
DzCYP72A4
DzCYPT72A7
DzCYP72A12
DzCYP72A13

DzCYP72A1
DzCYP72A8
DzCYPT72A2
DzCYP72A9
DzCYP72A5
DzCYP72A10
DzCYP72A3
DzCYP72A6
DzCYP72A11
DzCYP72A4
DzCYPT72A7
DzCYP72A12
DzCYP72A13

DzCYP72A1
DzCYP72A8
DzCYPT72A2
DzCYP72A9
DzCYP72A5
DzCYP72A10
DzCYP72A3
DzCYP72A6
DzCYP72A11
DzCYP72A4
DzCYP72A7
DzCYP72A12
DzCYP72A13

DzCYP72A1
DzCYP72A8
DzCYPT72A2

TAAGAATGGGGGACAGT AGAATGACCTTCTGGGTTTGITTACTAGAC

TAAGAATGGGGGACAGT AGAATGACCTTCTGGGTTTGITTACTAGAC
TAAGAATGGGG GGT AGAATGACCTTCTGGGTTTGITACTAGAC
TAAGAATGGGG GAATGACCTTCTGGGTTTGCTACTAGAC
TAAGAATGGGG GT AGAATGACCTTCTGGGTTTGCTACTAGAC
TAAGAATGGGG GT AGAATGACCTTCTGGGTTTGCTACTAGAC
TAAGAATGGGG GTTGTAAGGATGACCTTCTGGGTTTGETACTAGAC
TAAGAATGGGG GTTGTAAGGATGACCTTCTGGGTTTGTTACTAGAC
TAAGAATGGGG GTTGTAAGGATGACCTTCTGGGTTTGTTACTAGAC
TAAGAATGGGG GT“Q?GIQTGACCTTCTGGGTTTG TACTAGAC
GT G

TAAGAATGGGG TGACCTTCTGGGTTTGITACTAGAC

TCCAATAT GAGBGTGAAGAGCA
TCCAATATCAAAGAGAGTGAAGAGCA
TCCAATAT GAGEGTGAAGAGCRA
TCCAATAT GAGEGTGAAGAGCA
TCCAATATCAAAGAGAGTGAAGAGCA
TCCAATATECABGAGEGTGAAGAGCA
TCCAATATEC GTGAAGAGCA
TCCAATATEC GTGAAGAGCA
TCCAATAT GAGEGTGAAGAGCA
TCCAATAT GAGEGTGAAGAGCA
TCCAATAT GAGEGTGAAGAGCA

TCCAATAT GAGGGTGAAGAGC

TCCAATAT GAG GTGAAGAGngﬁm

GAGCACTGAGG GTGATTGAAGAGTGCAAGCTITT TACTTTGCAGGGC
GAGCACTGAGGATGTGATTGAAGAGTGCAAGCTATTCTACTITTGCAGGGC
GAGCACTGAGGATGTGATTGAAGAGTGCAAGCTGTTCTACTTTGCAGGGC
GAGCACTGAGGATGTGATTGAAGAGTGCAAGCTGTTCTACTTTGCAGGGC
GAGCACTGAGGATGTGATTGAAGAGTGCAAGCTATTCTACTITTGCAGGGC
GAGCACTGAGGATGTGATTGAAGAGTGCAAGCTGTTTTACATTGCAGGGC
GAGCACTGAGGATGTGATTGAAGAGTGCAAGCTGTTTTACATTGCAGGGC
GAGCACTGAGGATGTGATTGAAGAGTGCAAGCTGTTTTACATTGCAGGGC
GAGCACTGAGGAAGTGATTGAAGAGTGCAAGCTGTTCTACTTTGCAGGGC
GAGCACTGAGGAAGTGATTGAAGAGTGCAAGCTGTTCTACETTGCAGGGC
GAGCACTGAGGAAGTGATTGAAGAGTGCAAGCTGTTCTACETTGCAGGGC

GAGTACTGAGGATGTGATTGAAGAGTGCAAGCTGT
GAGIACTGAGG GTGATTGAAGAGTGCAAGCTGT

TACTTTGCAGGGC

T
TCTACETTGCAGGGC

1001 1050

AAGAGACTACI———GCA TITACTCAC TGGACAATGATTTTATTGA
AAGAGACTAC ———ICAC TTTACTCACATGGACAATGATTTTATTGA
AAGAGACTACA---GCA: TITACTCAC TGGACAATGATTTTATTGA

AAGAGACTACA---GCAGTTCTACTCACATGGACAATGATTTTATTGA
AAGAGACTACA---FCACETTTACTCACATGGACAATGATTTTATTGAGT
AAGAGACTACI———IC CTETACTCACTTGGACAATGATTTTATTGAG

AAGAGACTACA---TCAGCTCTACTCACTTGGACAATGATTTTATTGAG
AAGAGACTACI——— CAGCTCTACTCACTTGGACAATGATTTTATTGA
AAGAGACTACC--—-TCACITTTACTCACATGGACAATGATTTTATTGAG
AAGAGACTACCCCCTCACITTTACTCACATGGACAATGATTTTATTGA
AAGAGACTACC--—-TCACITTTACTCACATGGACAATGATTTTATTGAG
AAGAGACTACA---TC TCTACTCACATGGACAATGATTTTATTGAG
AAGAGACTACA---TC TCTACTCACATGGACAATGATTTTATTGAG
1051 1100

ATGTATCCAAACTGGCAG! GCAAGAGAAGAGGTACTTCAAGTCTT
GCAAGAGAAGAGGTACTTCAAGTCTT

ATGTATCCAA TGGCAGIII?%IGCAAGAGAAGAGGTACTT AAGTCTT
G

ATGTATCCAAACTGGCAGGGTA



DzCYP72A9 ATGTATCCAAAETGGCAG GCAAGAGAAGAGGTACTTEAAGTCTT
DzCYP72A5 ATGTATCC TGGCAG GCAAGAGAAGAGGTECTTCAAGTCTT
DzCYP72A10 ATGTATCC TGGCAGGCTAATGCAAGAGAAGAGGTICTTEAAGTCTT
DzCYP72A3 ATGTATCC TGGCAG ATGCAAGAGAAGAGGTICTTCAAGTCTT
DzCYP72A6 ATGTATCCGAACTGGCAGGCTAATGCAAGAGAAGAGGTICTTEAAGTCTT
DzCYP72Al1 ATGTATCC TGGCAG GCAAGAGAAGAGGTECTTCAAGTCTT
DzCYP72A4 ATGTATCC TGGCAG GCAAGAGAAGAGGTECTTAAAGTCTT
DzCYP72A7 ATGTATCCGAACTGGCAGACTAAGGCAAGAGAAGAGGTICTTAAAGTCTT
DzCYP72A12 ATGTATCCAAATTGGCAG GCAAGAGAAGAGGTECTTCAAGTCTT
DzCYP72A13 ATGTATCCTAAETGGCAGGECAAGGCAAGAGAAGAGGTICTTEAAGTCTT
1101 1150
DzCYP72A1 TGGAAAGAACECACCAGAGAT, GGATTGA CTTGAAGATTGTGA
DzCYP72A8 TGGAAAGAGCACACCAGATAT GGATTGA CTTGAAGATTGTGA
DzCYP72A2 TGGAAAGAGCACACCAGATAT, GGATTGA CTTGAAGATTGTGA
DzCYP72A9 TGGAAAGAGCACACCAGATAT GGATTGA CTTGAAGATTGTGA
DzCYP72A5 TGGAAAGAACACACCAGAEAT, GGATTGA CTTGAAGATTGTGA
DzCYP72A10 TGGAAAGAGCACACCAGACATAGAGGGATTG CTTGAAGATTGTGA
DzCYP72A3 TGGAAAGAGCACACCAGACATAGAGGGATTGA CTTGAAGATTGTGA
DzCYP72A6 TGGAAAGAGCACACCAGACATAGAGGGATTGA CTTGAAGATTGTGA
DzCYP72Al1 TGGAAAGAACACACCAGACATBGAGGGATTG CTTGAAGATTGTGA
DzCYP72A4 TGGAAAGAACACACCAGACATGGAGGGATTGA CTTGAAGATTGTGA
DzCYP72A7 TGGAAAGAACACACCAGACATGGAGGGATTGA CTTGAAGATTGTGA
DzCYP72A12 TGGAAAGABCGCACCAGATATGGAGGGATTG CTTGAAGATTGTGA
DzCYP72A13 TGGAAAG?ICICACCAGAIAT GATGGATTGAGCCGCTTGAAGATTGTGA
1151 1200
DzCYP72A1 CCATGATTCTATATGAAGTTCTGAGGTTATATCCACCATETETTTT
DzCYP72A8 CCATGATTCTATATGAAGTTCTGAGGTTATATCCACCATTTGTTTT
DzCYP72A2 CCATGATTCTATATGAAGTTCTGAGGTTATATCCACCATTTGTTTT
DzCYP72A9 CCATGATTCTATATGAAGTTCTGAGGTTATATCCACCATTTGTTTT
DzCYP72A5 CCATGATTCTATATGAAGTTCTGAGGTTATATCCACCATITGTTTT
DzCYP72A10 CCATGATTCTATATGAAGTTCTCAGGTTATATCCACCAGGGGTTTTT,
DzCYP72A3 CCATGATTCTATATGAAGTTCTCAGGTTATATCCACCAGGGGTTTTT
DzCYP72A6 CCATGATTCTATATGAAGTTCTCAGGTTATATCCACCAGGGGTTTTT
DzCYP72Al1 CCATGATTCTATATGAAGTTCTTAGGTTATATCCACC TTT
DzCYP72A4 CCATGATTCTATATGAAGTTCTTAGGTTATATCCACC TTT,
DzCYP72A7 CCATGATTCTATATGAAGTTCTTAGGTTATATCCACC TTT
DzCYP72A12 CCATGATTCTATATGAAGTTCTAAGGTTATATCCACCAGCGGTTTT
DzCYP72A13 CCATGATTCTGTATGAAGTTCTGAGGTTATATCCACCG CTTT
1201 1250
DzCYP72Al AAACETACAAAGCAATGGAACTEGGTGGGATTATTTACCCT
DzCYP72A8 AAACCTACAAAGCAATGGAACTCGGTGGGATTACTTACCCT
DzCYP72A2 AAACCTACAAAGCAATGGAACTCGGTGGGATTACTTACCCT
DzCYP72A9 AAACCTACAAAGCAATGGAACTCGGTGGGATTACTTACCCT
DzCYP72A5 AAACCTACAAAGCAATGGAACTCGGTGGGATTACTTACCCT
DzCYP72A10 GATAGAAAARACCTACAAAGCAATGGAACTTGGTGGGATTACTTACCCTT
DzCYP72A3 GATAGAAARACCTACAAAGCAATGGAACTTGGTGGGATTACTTACCCTT
DzCYP72A6 GATAGCAAAACETCCAAAGCAATGGAACTTGGTGGGATTACTTACCCTT
DzCYP72A11 AGAAAAACCTACAARAGCAATGGAACTCGGTGGGATTACTTACCCT
DzCYP72A4 GAAAAACCTACAAAGCAATGGAACTCGGTGGGATTACTTACCCT
DzCYP72A7 GAAAAACCTACAAAGCAATGGAACTCGGTGGGATEACTTACCCT
DzCYP72A12 AGAAAAACCTACAAAGCAATGGAACTEGGTGGGATIACTTACCCT
DzCYP72A13 CAGAAAAACATACAAAGCAATGGAACTTGGTGGGATCAATTACCCT
1251 1300
DzCYP72Al (1236) GGGAGTGATG CCTETACTCTTCATTCACEATGACCCT,
DzCYP72A8 (1236) BGGAGTGAT CCTETACTCTTCATTCACEATGACCCT,
DzCYP72A2 (1242) AGGAGTGAT CCTETACTCTTCATTCACEATGACCCT,
DzCYP72A9 (1242) AGGAGTGAT CCTETACTCTTCATTCACCATGACCCT,
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DzCYP72A4
DzCYPT72A7
DzCYP72A12
DzCYP72A13

DzCYP72A1
DzCYP72A8
DzCYPT72A2
DzCYP72A9
DzCYP72A5
DzCYP72A10
DzCYP72A3
DzCYP72A6
DzCYP72A11
DzCYP72A4
DzCYPT72A7
DzCYP72A12
DzCYP72A13

DzCYP72A1
DzCYP72A8
DzCYPT72A2
DzCYP72A9
DzCYP72A5
DzCYP72A10
DzCYP72A3
DzCYP72A6
DzCYP72A11
DzCYP72A4
DzCYPT72A7
DzCYP72A12
DzCYP72A13

DzCYP72A1
DzCYP72A8
DzCYPT72A2
DzCYP72A9
DzCYP72A5

(1239) GGGAGTGATACTC TICCT TACTCTTCATTCACIATGACCCT i
(1236) AGGAGTGATACTC TACCTCTACTCTTCATTCACAATGACCCT i
(1230) AGGAGTGATACTC TACCTCTACTCTTCATTCACAATGACCCT i
(1179) AGGAGTGATACTC TACCTCTACTCTTCATTCACAATGACCCT i
(1233) AGGAGTGATATTCTCATTGCCTTTACTCTTCATTCACCATGACCCT i
(1236) AGGAGTGATATTC TTGCCTTTACTCTTCATTCACCATGACCCT i
(1140) AGGAGTGATATTC TTGCCTTTACTCTTCATTCACCATGACCCT i
(1236) AGGAGTGATACTC TGCCTCTACTCTTCATTCACCATGACCCT TIT
(1236) AGGAGTGTTACTCCAACTGCCTCTACTCTTCATTCACCATGACCCTGAAT
1301 1350
(1286) TETGGGGAGAAGACGCCAAAGAGTT TCCAGAGAGGTTTTCCGAAGGG
(1286) TETGGGGAGAAGACGCCAAAGAGTT TCCAGAGAGGTTTTCCGAAGGG
(1292) TETGGGGAGAAGACGCCAAAGAGTT TCCAGAGAGGTTTTCCGAAGGG
(1292) TETGGGGAGAAGACGCCAAAGAGTT TCCAGAGAGGTTTTCCGAAGGG
(1289) TETGGGGAGAAGACGCCAAAGAGTT TCCAGAGAGGTTTTCCGAAGGG
(1286) TCTGGGGAGAGGATGCCAAAGAGTTCAATCCAGAGAGGTTTTCLCGAAGGG
(1280) TCTGGGGAGAGGATGCCAAAGAGTTCAATCCAGAGAGGTTTTCLCGAAGGG
(1229) TCTGGGGAGAGGATGCCAAAGAGTTCAATCCAGAGAGGTTTTCLCGAAGGG
(1283) TITGGGGAGAAGATGCCAAAGAGTTIAATCCAGAGAGGTTTTCTGAAGGG
(1286) TETGGGGAGAAGATGCCAAAGAGTT TCCAGAGAGGTTTTCCGAAGGG
(1190) TETGGGGAGAAGATGCCAAAGAGTT TCCAGAGAGGTTTTCCGAAGGG
(1286) TCTGGGGAGAAGACGCCAAAGAGTTIAATCCAGAGAGGTTTTCCGAAGGG
(1286) TCTGGGGAGAAGACGCCAAAGAGTTCAATCCCGAGAGGTTTTCTGAAGGG
1351 1400

AAGCATCCAAAGTT
AAGCATCCAAAGTT
AAGCATCCAAAGTT
AAGCATCCAAAGTT
AAGCATCCAAAGTT
AAAGCATCCAAAGTT
AAGCATCCAAAGTT

CAG CCTTCTT
CGG CCTTCTT

CGG CCTTCTT

CGG CCTTCTTTCCTTTCGGTG

CAG CCTTCTTTCCTTTCGGTG
CAGGGTCCTTCTTACCTTATGGTGTAGG
CAGGGGCCTTCTTICCTTTTGGTGGAGG
AAGCATCCAAAGTTACAGGGGCCTTCTTTICCTTIETGGTGGAGG
AAAGCATCCAAAGTTTCGGCTGCCTTCTTTCCTTTCGGTGGAGG
AAGCATCCAAAGTTIC GCEGCCTTCTTICCTTTCGGTGGAGG

CCTT
CCTT
CCTT

GGTG
GGTG
GGTG

AAGCATCCAAAGTTCCGGCTGCCTTCTTTCCTTTCGGTGGAGG
AAAGCATCCAAAGTTCCAG CCTTCTTTCCTTICGGTGGAGG
AAAGCATCCAAAGTT CIG CCTTCTTTCCTTICGGTGGAGG
1450

GCTAAGAT,
GCTAAGAT,
GCTAAGAT
GCTAAGAT:
GCTAAGAT

CTTTGCACTGATGGAAGCTAAGAT
CTTTGCACTGATG GCTAAGAT:
CTTTGCACTGATG GCTAAGAT
CTTTGCACTGATTCAAGCTAAGAT
CTTTGCACTGAT GCTAAGAT:
TCCACGCATTTGCATTGGTCAAAACTTTGCACTGAT GCTAAGAT,
TCCGCGCATTTGCATTGGCCA. CTTTGCACTGAT AGCTAAGAT
TCCGCGCATTTGCATTGGCCAAAGCTTTGCACTGAT AGCTAAGATTG
1500

TTCAGTGTTT CTHT —-—-
TTCAGCGCTT CTHT —-—-
TTCAGCGCTT CT
TTCAGCGCTT CT
TTCAGTGTTT CT

TCCACGCATTTGCATTGG
TCCGCGCATTTGCATTGG
TCCGCGCATTTGCATTGG
TCCGCGCATTTGCATTGGCCAAAGCTTTGCAATGAT
TCCACGCATTTGCATTGGCCAAAGCTTTGCAATGAT
TCCGCGCATTTGCATTGGCCA.

TCCGCGCATTTGCATTGGCCAA.
TCCGCGCATTTGCATTGGCCAA.
TCCACGCATTTGCATTGGTCA.

TCCACGCATTTGCATTGGTCAA.

CAAAGCTTTGCAATGAT
CAAAGCTTTGCAATGAT
CAAAGCTTTGCAATGAT

N nOn®n

GCATGAT
GCATGATG
GCATGAT

GCATGAT
GCATGAT
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GCATGAT
GCATGAT
GCATGAT
GCATGAT
GCATGAT
GCATGAT
GCATGAT
GCATGAT

TTCTCATT
TTCTCATT
TTCTCATT
TTTTCCTT
TTTTCCTT
TTTTCCTT

TTETCETT
TTCTCCTTCG




