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Figure S3. Reverse transcription PCR (RT-PCR) analysis of CsSSWEET5a and AtSWEET8 expression in
the wild-type (WT), atsweet8 mutant, and transgenic CsSWEETba/atsweet8-overexpressing
(CsSWEET5a/atsweet8-OE) lines. The CsSWEETb5a/atsweet8-OE lines 3 and 6, which presented markedly
greater CsSWEETb5a transcript levels than did the other 15 lines and in which AtSWEETS expression was

not detected, were selfed two times to generate Ts homozygous transgenic lines.



