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Figure S1. qRT-PCR results of adeA (A), adeB (B) and adeC (C) in A139 and A152 strains.   

     



  

Figure S2. OD570 of bacteria in tigecycline induction process with only tigecycline and 

tigecycline + CCCP. TGC, tigecycline; CCCP, carbonyl cyanide m-chlorophenyl  

hydrazine.   


