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Supplementary Figure S2. Somatic mutations reported for the human gene CBLL1 (taken from COSMIC database,
https://cancer.sanger.ac.uk/cosmic, accessed on 10 February 2023): (a) in all types of tumours; (b) in colorectal cancer
tumours; (c) in colorectal cancer tumours within the different domains of the protein. Differences in the expression
distribution of CBLL1 in CRC samples comparing the tumours with or without mutation (d) in KRAS, or (e) in BRAF.



