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Table S1. Basic characteristics of proteins encoded by pfGRASs.

Accession Peptide Atomic Instability Aliphatic
Gene pl MW(D) Subcellular location
number length(aa) composition Index index

PfGRASI Pf002g003840.1 801 5.85 86249.06 C3820H5952N106001174823 59.38 80.24 Nucleus
PfGRAS2 Pf003g010120.1 454 5.74 50216.4 C2230H3501N6110663523 43.87 93.18 Chloroplast
PfGRAS3 Pf003g013780.1 761 7.65 86379.74 C3834Hs5974N 107401150827 41.42 75.45 Nucleus
PfGRAS4 Pf004g009860.1 474 591 53072.15 C236sH3749N 6390696525 59.8 95.9 Nucleus
PfGRASS Pfo04g012510.1 789 5.65 85326.27 C3787Hs578N 103801155528 55.6 80.7 Nucleus
PfGRAS6 Pf0o05g004830.1 471 6.05 53127.13 C2354H3653N6650701S20 45.78 83.21 Endoplasmic reticulum
PfGRAS7 Pf005g007100.1 471 5.95 53050.12 C2363H37390N6410693S26 58.43 91.96 Cytoplasm
PfGRASS Pfo05g008820.1 336 5.36 37553.59 CiessH2674N4440457S19 49.21 108.3 Chloroplast
PfGRAS9 Pfo05g010890.1 591 891 67380.34 C2986H4676N 3420596521 44.25 70.92 Nucleus
PfGRAS10 Pf0o05g010900.1 719 6.55 81560.98 Css69H5555N102501091S40 56.63 66.84 Nucleus
PfGRASI 1 Pf0052010910.1 756 5.07 85015.49 C3770H5844N101801174S25 52.08 77.22 Nucleus
PfGRAS12 Pf0o062003490.1 582 4.92 63212.32 C2768H4355N7670871S28 34.94 82.98 Nucleus
PfGRAS13 Pfo06g007940.1 606 5.14 66552.01 C2968H4607N 7930913817 54.69 80.23 Nucleus
PfGRAS14 Pf0o06g008150.1 554 5.79 61474.81 C2758H4303N 7490510813 44.7 90.63 Chloroplast
PfGRAS15 Pf006g010090.1 505 5.63 57037.9 C250sH3870N7100775S22 50.92 72.02 Nucleus
PfGRAS16 Pf006g010290.1 452 5.68 50464.72 C2251H3517N6130662S22 42.98 89.98 Chloroplast
PfGRAS17 Pfo06g012740.1 420 6.57 46705.47 C2066H3272N5860609S20 36.52 89.64 Chloroplast
PfGRAS18 Pf007g006000.1 586 5.12 64178.3 C2833H4402N7730876S25 48.95 79.71 Nucleus
PfGRAS19 Pf007g009710.1 736 5.57 80472.42 C3593H5567N96701073S31 44.68 87.18 Cytoplasm
PfGRAS20 Pfo07g011240.1 674 6.13 75003.88 C32904H5201N94501006S27 61.6 80.42 Nucleus
PfGRAS21 Pfo08g007560.1 424 5.54 46786.48 C2081H3283N5600621S18 50.25 97.73 Cytoplasm
PfGRAS22 Pfo08g014150.1 554 6.38 61385.63 Ca691H4195N7770s38S17 43.88 72.37 Nucleus
PfGRAS23 Pf0o09g008150.1 553 5.51 61286.71 Ca689H4178N7500844S24 50.89 76.5 Nucleus
PfGRAS24 Pf0092009840.1 426 6.44 47956.5 C2148H3350N6120620S0 57.33 96 Cytoplasm
PfGRAS25 Pf0o09g012760.1 584 6.04 65429.43 C2876H4476N 8240335521 56.98 76.5 Nucleus
PfGRAS26 P£009g019200.1 343 6.45 37467.84 Ci656H2647N 4670497813 46.2 99.04 Chloroplast
PfGRAS27 P£009g020030.1 547 5.51 61065.1 C2687H4184N7400526S31 49.92 81.3 Chloroplast
PfGRAS28 Pf010g000470.1 728 5.59 80700.04 C3548Hs5550N099501007S31 54.44 80.91 Nucleus
PfGRAS29 Pf010g003570.1 568 6.25 61865.8 C2700H4308N7630s54S21 57.74 79.47 Chloroplast
PfGRAS30 Pf010g009350.1 746 5.94 84404.66 C3733H5523N102701135S36 47.23 74.46 Nucleus
PfGRAS31 Pf010g009370.1 746 5.94 84404.66 C3733H5523N102701135S36 47.23 74.46 Nucleus
PfGRAS32 Pfo11g000660.1 324 5.12 35874.89 Ci578H2514N4160499S 18 52.68 82.41 Nucleus
PfGRAS33 Pfo11g000670.1 658 8.22 74888.78 C3340H5286N91400956S42 47.24 91.13 Cytoplasm
PfGRAS34 Pfo11g000680.1 447 7.85 50853.79 C2254H3601N6150665S28 36.11 92.04 Nucleus
PfGRAS35 Pfo11g000690.1 487 6.01 55157.38 C2472H3878N6560725S24 38.43 90.51 Nucleus
PfGRAS36 Pfol1g006510.1 453 5.34 50925.71 C2220H3520N6200695S25 50.36 79.38 Nucleus
PfGRAS37 Pfol1g013890.1 567 5.05 63406.97 C2763H4320N 77403885527 52.04 78.59 Nucleus
PfGRAS38 Pfo11g015060.1 462 6.16 52755.26 C2350H3677N6200700S22 42.01 82.28 Nucleus
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Figure S1. Expression patterns of PfGRAS18/58 under GA3 treatment.
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Table S2. Primer sequence information.

Gene Forward primer (5°-3”) Reverse primer (5°-3°)
PfGRAS9 TGGAGCAACCACACTTCACA GAATCCCGGTTGGGGGAAAT
PfGRASI2 TTCGAGTTCCGTGGCTTTGT CAGCACTTTGTCGATGGCAC
PfGRASI5 GGACTATGTTCGGGCACGTT CAAATGCGGGGTTTCATCGG
PfGRASI8 AGTGAGGTTTACTTGGGGCG TATACCCATCCCCACCAGCA
PfGRAS19 AGCCTCCTGCGGATCTTTTT TGCTGCTGGATACTCACACC
PfGRAS23 AGACAGGTTGCAGTATCGGC GGATAACAACCTCGCCCTGA
PfGRAS41 AGCTTCACCGGCTGTTATCC TTCGCCTCCTGCTCAACAAT
PfGRAS58 TGGTTGACTCGCAGGAGAAC TCTCATAGCTCCTGCTTGCG
PfActin AATGGAATCTGCTGGAAT ACTGAGGACAATGTTACC
PfGRASI12- PSAK277 GTGGATCCAAAGAATTCATGAAAAGAGATCGTGATCG CTCCTTTACCCATGAATTCTTCCCCTGCCGTGAGCCGCC
PfGRASI12-ECN AGTGGTCTCTGTCCAGTCCTATGAAAAGAGATCGTGATCG GGTCTCAGCAGACCACAAGTTTCCCCTGCCGTGAGCCGCC
PfJAZ3-ENN AGTGGTCTCTGTCCAGTCCTTGGAGAGAGATTTCATGGG GGTCTCAGCAGACCACAAGTATTGATTGCTGGAACAGGAC
PfGRAS12-BD GAGGAGGACCTGCATATGATGAAAAGAGATCGTGATCG ACGGATCCCCGGGAATTCTTCCCCTGCCGTGAGCCGCC

PfIAZ3-AD GCCATGGAGGCCAGTGAATTCATGGAGAGAGATTTCATGGG CAGCTCGAGCTCGATGGATCCATTGATTGCTGGAACAGGAC




