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Supplementary Figure S1. GO categorization of the genes negatively correlated to GALC expression in human cancers. GO
categorization was performed on the top 200 genes whose expression levels are negatively correlated with GALC expression
in the indicated human tumors (TCGA, Firehose Legacy) following data mining on the cBioPortal for Cancer Genomics
platform. At variance with the human tumors indicated in Figure 3, no correlation appears to exist among the selected genes
and GO Cellular Component terms related to mitochondrial plasticity in these cancer types.



