IGFBP3 vs HMGB2 ARneg_NEpos (GSE126078)
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ZWINT vs HMGBE2 ARneg_NEpos (GSE126078)
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Figure S4. Correlation analysis of HMGB2 and target gene expression carried with data from GSE126078

SERPINE1 vs HMGE2 ARneg_NEpos (GSE126078)
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